640

The Comparative Toxicogenomics Database
(CTD)

The CTD (http://etd.mdibl.org) promotes under-
standing about the effects of environmental chem-
icals on human health by facilitating cross-species
comparative studies of toxicologically important
genes and proteins. CTD is now publicly available
as a prototype. It provides annotated associations
between genes, proteins, sequences, references and
chemicals in vertebrates and invertebrates; inte-
grates molecular and toxicology data; implements
ontologies; and will describe gene—chemical inter-
actions in diverse organisms. These data provide
insight into the genetic basis of variable sensitivity
to chemicals and complex interactions between the
environment and human health.

Conclusions

Data produced by (eco)toxicogenomics investiga-
tions are growing in volume and complexity at a
staggering rate. It is not trivial to define precise
data content, presentation and exchange formats.
However, there is a growing realization within
the (eco)toxicogenomics community that, if we
are to realize the opportunities offered by omics-
based technologies, we will need to change our
approach to data handling and work more collabo-
ratively. The authors, also moderators of the RSBI
working group, would like to emphasize the need
for community participation in the integration of
these standardization initiatives. It is hoped that
highlighting these different initiatives will help to
assess the commonality and optimize harmoniza-
tion, thus minimizing duplication and incompatibil-
ity and achieving cost-effective results in a timely
manner.
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