D2,

Ewﬁ?'l

Description EVVC31
76|coagulation factor V precursor; labile factor; factor V 0.88 1.15
77|complement factor D preproprotein; adipsin; properdin 0.70 1.09
78|cholesteryl ester transfer protein, plasma precursor 1.03 0.78
79|plasma _carboxypeptidase B2 isoform a preproprotein; 0.71 1.57
80| gelsolin isoform a 0.77 0.92
81]quiescin Q6 0.79 1.02
82lalpha—2—glycoprotein 1, zing; Alpha—2—glycoprotein, ziyj 0.75 0.70

dopamine beta—hydroxylase precursor; dopamine

pro—platelet basic protein precursor; connective tissud

coagulation factor IX; Coagulation factor IX (plasma

plasminogen—related protein B: type B plasminogen

complement component 1 inhibitor precursor

proteoglvcan 4: megakaryocyte stimulating factor:

apolipoprotein E precursor; apolipoprotein E3

CD5 antigen—like (scavenger receptor cysteine rich

serine (or cysteine) proteinase inhibitor, clade A,

cell adhesion molecule with homology to L1CAM

CD14 antigen precursor

procollagen C—endopeptidase enhancer; procollagen,

H factor (complement)—like 3; factor H-related gene 2

apolipoprotein C—IV.

sex hormone—binding globulin: Sex hormone—binding g

complement component 1, g subcomponent, alpha

99]angiogenin, ribonuclease, RNase A family, 5 precursor
100]fibrinogen, beta chain preproprotein
101]CD163 antigen isoform a; macrophage—associated
102}lecithin—cholesterol acyltransferase precursor
103]tenascin XB isoform 1; tenascin XB1; tenascin XB2: 1.00 0.50
104]|complement component 1, g subcomponent, gamma 0.68 0.58 .
105]cysteine—~rich secretory protein 3; specific granule 1.38 1.00 0.81 0.78
106]|beta—2—microglobulin precursor
107]insulin—like growth factor binding protein 2 (36kD)
108lorosomucoid 2; alpha—1-acid glycoprotein, type 2 5
109}insulin—like growth factor binding protein 7 0.85 1.12 0.88
110]lapolipoprotein F precursor 1.44 1.68 0.68
111]heparin cofactor II 1.05 0.89 0.76 1.00
112]immunoglobulin J chain 0.92
113|transforming growth factor, beta—induced, 68kDa: 0.91 0.89 0.84
114]lumican 0.93 0.93 0.84 0.81
115]|EGF—containing fibulin—like extracellular matrix 1.11 1.10
116]cartilage acidic protein 1; chondrocyte expressed 1.47 0.69 0.89
1171serine (or cysteine) proteinase inhibitor, clade F 1.06 0.57 0.72 0.88
118lcathelicidin antimicrobial peptide 097 1.01 0.89 :
119}dynein, axonemal, heavy polypeptide 8 0.99
120]a disintegrin and metalloproteinase with 1.00 0.94
121]inter—alpha (globulin) inhibitor H2: inter—alpha 0.75 0.99 1.02 0.96
122|protein C (inactivator of coagulation factors 1.16 1.21 0.84
123|carboxypeptidase N, polypeptide 1, 50kD precursor 1.26 0.93 1.14
124 |heparan sulfate proteoglycan 2: heparan sulfate
125|vanin 1 precursor; Vannin 1; pantetheinase
126|transmembrane protease, serine 6; membrane—c 0.99
127]|Xaa—Pro dipeptidase; proline dipeptidase 0.75
1281butyrylcholinesterase precursor . A
129|platelet glycoprotein Ib alpha polypeptide precursor; 1.63 1.07 0.77
130]transferrin: PRO2086 protein N/A
131]galectin 3 binding protein; L3 antigen; Mac— 0.84 1.16
132jcomplement component 1, g subcomponent, beta 0.84 0.78 0.73 0.85
133|pancreas—enriched phospholipase C N/A
134|nuclear receptor binding SET domain protein 1 0.74
135]|prenylcysteine oxidase 1; prenylcysteine lvase 0.73
136|PREDICTED: similar to RIKEN cDNA 2610209A20 0.81
137]leukocyte immunoglobulin—like receptor, subfamily A 1.11 1.34
138|ficolin 2 isoform a precursor; ficolin (collagen 1.18 1.39 1.13 0.54
139]1l —plastin; Lymphocyte cytosolic protein—1i 0.98 1.02 0.71
140|plastin _1; I isoform; Plastin—1 0.98 1.02 0.71
1411ARHGAP15; uncharacterized bone marrow protein 1.25
142|mannan—binding lectin serine protease 2 isoform 1
143}thrombospondin 4 precursor
144|Fc fragment of IgG, low affinity Illb, receptor for
145]|polybromo 1 N/A
146|selenoprotein P precursor 0.80
147 ] calcium binding protein 39—like 0.93 1.01
148|defensin, alpha 1 preproprotein; myeloid—related 0.53
149 |paraoxonase 1; Paraoxonase 0.88 0.94 0.94 0.97
150]serine protease inhibitor, Kazal type, 5; lymphoe 1.056
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Z DFi 5. Refseq @ DB % IV T, cICAT
~FF R L~ T Rank 1, score 20 LA E%7R
TIAMESEZREAMESEET D E T
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7= (F2), ok, BHEIMAMITZATEIE LR
JL T Mascot score MEIZAF~7z, F7-, g
EEMN 0.5 R E /21X 2.0 LA ED T —2 DY
AIREOTRL, EEEARTF -7 DHE
B SIS R0 EMRERRER SN o To
B N/A TR Uz, FEEmE GMEANT—v

137, L SHERIR ARk & AMNE B AR
(H $ETIE) sClhigLizE A, b
BOFENERLS &, FBEDr—A(96.19%)1F
W H/L EE78 0.60~1.67 LN TH - 72,
J5. cICAT (kOMEZEFHOBRME % B 2 T2k
H/L: < 0.5, >2 LT3 7 — ALK E
MN288% Tholz, £, AE SN AL
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mEE HIFEFEERFE LR EoME L
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FEAIE (SHEN) RatioEE#53h

— T

——EVVC27

—=- EVV(C28

EVVC31
- EVVG32

Bl E = A 1E<{(Score>30) £

3. HE KB T O [FE 72 AVE < B3 L Raio(H/L) D E¥5 AR

cICAT iETERLMHERRFED 30%TEE (3)
ThHiExEBETHE, UL L1, HiE
MIEF DL L DT poiE B3 E A KB 1

BEHB L THIAEERRNT L &R, — 5,
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Lp(@ Ak, EEhARE £ (1.36,
0.42,1.82,0.12) L, 7=, BIMHRERER



T-PEEM)C ¥ % Dopamine-beta-Hydroxylase ™
R D RIBRICEE LTz (0.5,0.94, 0.31,
1.64),  F77. Apolipoprotein F $,Z&EH K
xMolz, 728, Lipoprotein, Lp(a) it fE AR
TEEFHNRKEN (KU Y oo fiedd, Lkl
SHETRT) 2 & AT BLISA 212 & B
EFRTHE SN TH26),

AARAN 4 AOEEBMmIFEICE L TH | [FERIZ
REHE I 2 L gHRA3E CRERL L AR TE 2 H
SRR L, i B (H/L) % Hefieh
L GERAR) ., ZofE, ®%ikd 2 i/
HREAMESED r— A %R &, BBLR

(H/L) 7% 0.60~1.67 OREHHICA S &r— A1
2R 93~95%(F) 94.3%) &~ L, SHEAME
WRIIEOSA (¥ 96.1%) L3 EFRCTH

o, F7-. H/L EOEH AR bR
LERE Do, O EiE, EELE SO

% < DI EE D BARNE KRBT & Hig
LTHRREENRWZ L ERT, P, AR
A4 ANZBWT, HLEA  <0.5,>2.0 &7
AL 24~41% D& B TH o (EH
3.5%). ZOHIZIE, SHEAMERE TETE
2 & 7= Lipoprotein, Lp(@)% H & iz,

Ak o &< BARAMLFE P O
Thrombospondin 1, Platelet factor 4,
Pro-platelet basic protein, Glycoprotein V
(platelet) S5 O if /MR KD 7= AE < EIZB L
T, Hel U TR MG & O 0E B bb A KIR I 3
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SME A LTE OFFRE & B AR N MLTE OFH LD
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fRAEA 2 iR wim L, A Ulo fuff 200 LT
Bl LiEriEeE LicboThHD, —H, 4
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ARNIMIE CTHE Ui/ i k72 A TE S E R
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AARN &ANEANMIE OARE R 72 F0E Tkl v
EEZ, UloZ lXv fMREkOE
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LRV BARANDIE & W AR NS & 5
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EBMELEZ BN,

728 AR TE B L OBARIIERE S &5
FE TIZ ICAT & T—E L LFE S N7 fiLif 72
AAELE 222 RO SHERI—RHR 2 31K
4 (£3),



# 3. b MERFEMB AL E 222 BEOSEN —ER

ERRES Y8 (22285)

30 Blood and binding protein(20)

[Protease inhibitor (15)

[E0R(2)

complement component Clg Achain - Jafamin

loha 2 macroglobulin

aggrecan | isoform | precursor

lumican

complement component C1g B chain beta~2-glycoprotein | alpha-1 antiproteinase, antitrypsin amyloid beta Ad protein precursor isoform dlysosomal-associated membrane protein |

complement component Clg, C chain cholesteryl ester transfer protein, plasma {alpha-1-antichymotrypsin attractin isoform 2 lysosomal-associated membrane protein 2 prec

complement component 1,1 subcomponent)fc fragment of JeG binding protein beta actin |macrgghage stimulating 1{hepatocyte growth faf
! 1.t sub t-like preghyalurenan binding protein 2 antithrombin 11 beta globin melanoma cell adhision molecule

complement component 1. s subcomponentinsulin-like growth facter 1 (somtomedin Clbikunin cadherin 1 type 1 preproprotein neural cell adhesion motecule 1

complement component 2 insulin-like growth factor 2 complement component { inhibitor inase glutamate carboxypeptidase like protein| PDZ and LIM domain(elfin):carboxy terminal L1

complement component 3 linsulin-like growth Factor binding protein 2 leystatin G cartilage acidic protein | peptidoglycan recognition protein 1, TNF superfy

complement component 4A insulin-like growth factor binding protein 3 Jheparin cofactor Il cartilage oligomeric matrix protein peptidylprolyl isomerase A isoform 1:cyclophilin

complement component § _ {insulin-like growth factor binding protein 4 linter=alpha (slobulin) inhibitor H1 cathelicidin antimicrobial peptide periostinosteoblast specific fastor

insulin-like growth factor binding protein §
insulin-tike growth factor binding protein 6
eptidfinsulin-fike growth factor binding protein 7

complement component &
complement component 7
complement component 8, alpha

inter-alpha {globtin) inhibitor H2

CD14 antigen

inter-alpha {globulin) inhibitor H3

CD163 antigen isoform a

inter-alpha (globiin) inhibitor H4

complement component 8, beta pol
complement component 8, gamma

CD44 antigen isoform 1 precursor

hosphatidylinositol-glycan-specific phospholi
lﬁigment eéithelium-derived factor
plasminogen-related protein

complement component 9

complement factor H

tidelinsulin-like growth factor binding protein, agkallistatin precursor CD5 antigen-like latelet glycoprotein b alpha polypeptide
eptllactotransferrin tissus factor pathway inhibitor CD54
retinol=binding protein 4, plasma cell adhision molecule with homology to Liprocollagen C-endopeptidase enhancer
selenoprotein P precursor hitobiase, di-N-acetyl~ lproﬁlin 1

factor H-related protein { tetranectin

chromosome 20 open reading frame 3

factor H-related protein 2 transthyretin; prealbumin

[ in(8)
apolipoprotein A-ll
apolipoprotein B

collectin sub-family member 10

roprotein convertase subtilisin/kexin type 9 pr
lprostgglandin D2 synthase 21kDa

vitamin D-binding protein

cysteine~rich secretory protein 3

factor H-related protein 4

Imﬁmtei" all
[ 'y ‘l D

defensin, alpha 1 preproprotei

roteoglycan 4

factor H-related protein 5 (24) |apokpoprotem E delta globin retinoic acid receptor responder (tazaroten in
complement factor B la disintegrin-ike and metafloprotease (reprlapolipoprotein F dermeidin precursor 5100 calcium-binding protein A8
complement factor | angiogenin, ribonuclease, RNase A family, |apolipoprotein Lp(a) EGF-containing fioulin-tke extracellilar matrix protedselectin L
roperdin P factor. complement biotinidase apolipoprotein M extracellular link domain containing 1 sex hormone-binding globulin
lcomplement factor D butyrylcholinesterase similar to I kappa chain
complement component 4 binding protein, dcarboxypeptidase N 83 kDa chain Common circulating blood protein(14)  IFc fragment of 1gG, low affirty I, receptor for (Co{small inducible cytokine Al precursor

complement component 4 binding protein, tcarboxypeptidase N,

complement receptor type 2
complement component ¢lg receptor

polypeptide 1, 50kD

dopamine beta-hydroxylase

alpha 1B-glycoprotein

fetuin B: fetuin-ke protein

soluble mannose binding lectin precursor

alpha-2-HS~glycoprotein

fibroblast activation protein , alpha subunit

ficolin 2 isoform a

_tarsh protein

SPARC-like 1; hevin; mast9

tenascin XB isoform!

-4

=

Tant

%)

i ide pyrophosphatase/pt

phodjbeta=2-microglobulin

ficolin 3 isoform 1

thrombospondin 4

coagulation factor I fucosidase

ceruloplasmin

folfistatin fike 1 precursor

transforming growth factor, beta-induced, 68kD

coagulation factor V. lecithin-cholesterol acylirasterase
coagulation factor V T precursor isoform glysozyme precursor

clusterin isform 1

coagulation factoriIX mannan-binding lectin sering protease {
coagulation factor X mannan-binding lectin serine protease 2
coagulation factor XI matrix metalloproteinase 2 preproprotein

elsolin isoform a

galectin 3 binding protein: L3 antizen
aptoglobin refated protein

vascular cell adhesion molecule 1 isoform a pre

heparan sulfate proteoglycan 2

hemopexin

HGF activator preproprotein

orosomucoid 1

coagulation factor XI matrix matalloproteinase 3 preproprotein

orosomucoid 2

hypothetical protein MGC45378
[immunoglobulin J chain

coagulation factor XIT A chain matrix metalloproteinase 9 preprotein

inhibitor 1 precursor

Ipeptidoglycan recognition protein L

immunoglobulin superfamily, member 4

vitronectin

interleukin | receotor acccessory protein i,

coagulation factor XIT B subunit i
i pancreatic ribonuclease

MR

intracellular adhision molecule 2 precursor
keratin 1

(platelet)

[keratin 6A

orenylcysteine oxidase 1: prenylcysteine ly:

(platelet)

L1 cell adhesion

isoform 1 precur{.

tryptophan/serine protease

heod

rich alpha-2-glycoprotein 1

lycoprotein V
{élyooprotein Vi
latent transforming growth factor beta

ro-platelet basic protein

leukocyte immunoglobulin-like receptor, suf.
lipopolysaccharide-binding-protein precurso

L-plstin{

secreted protein, acidic, cysteine-rich (ostq.

(hrombospondin |

triggering receptor expressed on myeloid cd.

Moleculsr & Celulr Proteomics (:847-355,2002
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LTI bEbEEITo7, ENKEFERYE
YA—MOERE LT, 1) SEEEFLERT
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ESHEDPEE LTV EEBZNT, 2) %
BROBIGE N Z A THFHIEE ORFEILIH 5 &
W Z 720y, 3) Ratio BME¥EL TR CWAE D
E DB/ D T2 b EML 22N O Tl o
ANFR BB BV IEE /ANEME & ok
WTHNLBEILRDLTHA D,
hemopexin (isoform) (XM % 7 v — ¥ #BH
(minimal change disease, MCP) DT « #&i7
WTET D Z LRSI N TV 510, *7
n—YBEOMIFL LM TOARRE AL
B OOV TREM R MR & M L TBRL
W, 5) TIEET L IBRBE TRESEHT 572 A
ESEPNRBIZEEGT2LB2 005508
REH Sz, 4%, S HICBE IFREE

4) plasma

X < E DOIBRRAT -

o BORRZ(L

HE L. BERIEHR & OBIR AR~ MBS L
T HLabEefTo> 2 &t L,

2. KRR - AARRT= AL S ERTIEORS
1) MRk A BIRMT D — 2 7 o — R
BIfE, P F CiiE & LTEEMIED cICAT
B R D7 0T A — LT 21770\ BF9E 7
BB & 0 B S DR RR R R v —T 3
TR D IRH 2 HEE L T D, L, Al
Z 7y MRFICIE, G2, v Mg
AR D T2 AE B ORI IEFICEE TH
DTEEEIETHRY,  EEE W5t sk
B0 | AFEA AR, DAL, R A AR
RE DR ETERES & O H SEALMLRR O L iR T
2 PFANEIE S T b, 22T, W% %ﬁ

SRS L a5 U €. cICAT JEIC L A7 A
<E®%ﬁ7m—®%%%ﬁﬁbt(ﬂmo
TESN KRR 72 A < B OFRFTAFFEIC BBV
TV, FACUIBR SRS 7 v v 7 &K
B RE R — N UTHRNTT 5 2 L 3%
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ST, F IV TR BRI RIE S
B o8 TR & TEH AL 2 BT SR AR AT
THZEZEART S ThoTl, —J, WEEML
RERACERINT 5 2 & AFETHEZ: LMD {51, ¥
23 AT AE 72 mRNA FEEURAT T3t OFZMED
RER ST, Bt R ER ORREED k-
F-B L OMRHTHIR OMEAZ L 0 IR FTRE 2R
TAESETH LMD IEREHTH D Z &0
wEsh s (2, 1), £IZIT, PF&
LTH, FAIE LT, LMDEZFIML T, E
VIR AR L ONE RS TERIR L
7o BRALEEIN AR % cICAT & TLi T3 %
PR el DY P A S 2 A L N L5 g R
—F EBEEEEBI T, 100ug protein &
17y HICERT MY —2 7 n—%
BRELE (® 9, 2k, —KEALNLBEN
YERR & CIIWF et /1R T17v . PF |ICldk
fFENFEBEGIR)O 2 kEA{L, LMD 12 X
BERALRIRAEIN, 7= AE < EFEE(E, cICAT
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B, cICAT ~7F ROGESHTAER LW
AT — & Bt 25 b (HiSpec) AV 7= B HL
7z AE B OIRE « i E BARAT 217 5 (K 9),

F, AR ELT, 1) Mo a7
A NRHTIC B 72 ORBR - FLER O "Ik
QAL E T & L, @cICAT OK
ISR, @OSCX EilE, QRIE - HEE
BiER P ORMBMREE AR N A%
RAWTITo, 2) AL MEMkE MW T LMD
W2 X0 B L IR & IEHEr % cICAT
HEIC LY FORBAELSEORIE - I E1T
9. 3) BLEOFRESBICL T, EEOMRK
Bk cICAT figtr & BHia+ 2. 4) SIGRE
ELTE ETHODIZARANIZOERANDS
BRAA L. IRONTHORA (HAA) SLHEERD
REMM AT AL L Lz, ik, Al
ZTHE, 1) KELT, AT/ LN TR
B 7o R a2 WE 7 2,



b MEE & GERR) 4T U —o 70— (cICATE)

A& (1ecm x 1cm x 1cm) RERAREAE A VR

bz L

—RESIE

BRiAGRE

YU HL(10p x 200438 EE) RIEAAMUI T BEREEAR%)

¥

Pfiﬁﬁ%ﬁﬁﬁ%l:iﬁ%

—xEEE —  Avienw®

1 52y Cleaving

g SCX-ICAT peptides B

LMD (BB 2R a4 [E10R) nano LC

Tz ANECEREE MS, MiS/IMIS

Fo AAE<E SRR - ESI-QITOF(QStar-XL)

clCAT reaction - MALDI-TOF/TOF(ABI-4700)

Trypsin digestion &

¥ f&Hr (Hispec)

SCXEEE GRIERE)
9 b MEBERRAR T — 2 7 1 —(CICAT %)
2) MR O FIEALE L OV AT < BihHE O 1) KATO-TII : A%/ AHIBREIEFE RS A
B BRI R CHEEM, HAABME 55 5

R MR ORI BIEIIIE A T A REE .k

HAvHl (SDS, CHAPS %), ZHAl (R#FE. 7 2) MKN-45: {&4{v2EFn =T E PR3 A

T =V EEES) . BaA(DTT, TCEP %)/ &
DHAEDLEICL D  BxOFE REINT
BY., ENENEF - RABHDH, Fih, &
B RS, MR, Ao E R, MiEOE
VM R | BB EGEA L U T AT bYE A AR
BTAMNERLL EEZLND, AEIL,
BN DN EEZ B S EEE PR
Ao #E K #k (KATO-TII, MKN-45, MKN-74,
HeLa) % AW THELIEORETEITV, £ O
D—ED cICAT LI & A MR- A B
DRBENT 21T o7, b S AMIBERD B3k
BLOHE % FRITRT,
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B BERY . B, BAANZME 64 mREE

3) MKN-74: ST R B RS AR ;
AT, BWARE. BARABM 37 ik

4) Hela : TEHEHIMBRDS AV
AT, AAEAZME 31 sk

72k, HREOTFEbIEE., Gk (12) DFE
ZBEI LT, BUIEFED 3) ICRE8 LS
ECVHEARDZL O AE B2y
HeEBAELE, T72b5H.9.8M RE, 4%
CHAPS, 1mM EDTA, 1ImM TCEP, protease
inhibitors %K T RIEAGALE % L 7= HE A A 7T
W HE 4 (Total lysate) % 3% .0»(12,000rpm,



20min) L. E7& (CHAPS/REZERIEEY) &
RRIZ 43T, S BT, RS % 0.1% SDS,
50mM Tris-HCl, 1mM TCEP (pHS8.5) KT,
95°C, 10 4y FIMNELERSS | F OB ZFT, B
75 (CHAPS/RFEARE/SDS FIVAHISy) & B
RIEBESICHE L, FlEfbREFTRL720
iz, B oA RIEEE % (Total lysate) .
CHAPS/RFEFIAE % . CHAPS/JRFBAEISDS
HBEES O AMESEEETAE L, £0
FER. KATO-IIT % EBRIZAVZHE. Mg
FAES PO AMELEEE 5.9mg % 100%
5L, 93.2%05.56mg)ix CHAPS/IRFE YA
BEoREEN, B O 83%0.49mg)
CHAPS RFERE/SDS nJEEDICEEND Z
EWinol (FRIZ K Y 2LEET D), &
% OREES (7 4V LRERY) (I REDI:
DIEAMESEEERATETH > 72D,
CHAPS/IR Z BB A E<HES &

(5.5mg) & CHAPS JREARE/ISDS FIEH 5y
72 AMiE < B 5 E(0.49mg) # A 517 5 (5.99mg,
101.5%) & . HRMEFIEE SO E (5.9mg,
100%) (TIFFELLI DT b, FTAEDH
far= A BIX Z O RS ICHE T S
EEBZ BN, MO T HITIE FE LR
ENESN, 9 T5~90%A CHAPS/FRFE IR
B4, &Y O 10~25%72% CHAPS REFE
ISDS RIEBEIZICEEND T LB GhoT=, LA
Eoz & Xy, Raguisic L0 | ik A
CEOREGZABALTEDLDbDEB X,
CHAPS/[RFE P EA 4y & CHAPS JRFAE
ISDS T¥RiEI%y % pool L7zt D% THIfNERIA
4] & L. DEOEBRIZAVWE,

AR B LB RO DT A ED
BT 7 & b RBRIEIC L V1T o T, AN
BACESICITE T L 0 mREORSE, CHAPS
MEENLTHVEOT EBEOT & b ALKRIET
IR DRENRAR+ 2 Tholz, £Z T IH
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WR) CREILELOWK, TE M AEBMESD
[ H )=V CHETH 2 &I LD R %
WELEEAEKEES 2B Z LR TE T,
R MR IEE S ) b DT AL B DB
TIIH 8% THo7e, o, REDOHEYT
HEAYVRRILLDEBZOND I NI
LT F FRBERBENL R
(1.5%ELTF),

3) MY T VIR (e vy MU
non-ICAT 1) &k 5 & MEEEN AMIRRER OfF
AT
v M AMBEEK KATO-III, MKN-45,

MKN-75, HeLa X 9 LR Fikiz & 0 &7
fa iz aiE < E 4 100ug & FiEG4, 11, 13) kY,
BIRANAI FAF MR, b 7 lbw
T, BoNEXTFRESCX T L0
N C 10 3 ENC 43 1), S % . nano-LC/QSTAR
XL THESEZTV, a7 —F -2
VAT A (HiSpec) TRTF REB LU A
SHEORERNTERBI oz, EOREE,
Refseq data base % AV . MASCOT T Rank 1,
Peptide Score 20 DA EZEIRT 5 &, KATO
11T Gk, 228 #&% (Rank #8772 L. Score 30
PLECi 198 #4$7) . MKN-45 Tid 215 fE#H

(Rank #§7E72 L. Score 30 LA Lk Cid 189 F%H) |
MEKN-74 Ti% 162 #%H (Rank f57E 72 L. Score
30 LI ETiX 130 #40) . Hela Tid 627 73R

(Rank #8772 L. Score 30 LAk C1X 914 #8%8)
DI MELBERRESN, oB, 22 TH
5 TRZE] &1, MASCOT (& L » T Bk
B EDAa7 Ty hLEZEZEKRLT
B BEHEORER OHRE O RA & &7k
BIZ2 RN DWW T IBBRETT 2 LER
Bo Filo, ERORER AL EiIELKRE DE
BROTOREFIZRLIELDTHD,



MKN-45

21 5 proteins

FARCIZHBO47E:

heat shock proteins, actin, myosin,
keratin 1, villin, nucleolin,
nucleophosmin, elongation factors,
Zink finger, pyruvate kinases,
annexin A2, PKC, solute carrier
family 2, prolyl 4-hyddroxylase,
aspartate aminotransferase, etc

10, FYTFVUEAEE Gray NHVE) 12X Ae MERSAMBEREATO-II, MKN-45,
MEN-74) D [EE 7= AT < BE D LR (R K)

ZDH b, b MERAKIEERL CRER
MIEEREET 2L, AVICERD 5% (~
AR BRLTED, AX/VAHIRERDS AR
O Kato-111 (228 fE%H) &K/ bBiF ERRA
ARED MKN-45 (215 FE¥) Tk 82 FfEA Ik
i, Kato- 11T & 43t B IR R 23 A MEKN-74
¥k (152 7)) TiT 61 FE N LiE, MKN-45
& MKN-74 G 108 N LB TH Y, 3H
Nakk CHBICBE SN AE B 47 TEFE
Thotz (X10), LAEOFERE. 23 AR

WCEOFEBALAMESEP RS BRI &

T EEZD,

L7 L. nano-LC/QSTAR XL TO44T T
BIEFICEHOY— 7 BEEIRL TS,
NIk LT, QSTAR XL @ IDA Mode (2R
RBRHY  ETOXTF Ko LT hiT

-
—
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TR B 2T =2 85 50T, Hila
BRI GBI L T TH A FICO A 88
BINDWREMEEIRASCEETOILERH D
LEZD,  RBMZ, MIF AT ay hHv
EOMEH ik, KATO-IIIICDAIZBEEINT
WS, %R D cICAT FEHTIC LY, okl
R CHIZIER LV THRIA SIS Z L 58l
BLTWD, TOIZ&iE AKvay bT#E
WEDOHRTEREAMESBEOREILFETH D
NHBERERMBITICRR D THDLZ L%
Y,

4) cICAT ¥ 2 k5t FEEEN AR DR
T

% 2T, cICAT #EIC & DA XL BD
FBMBNERF Lz, 9. W— Mk



(KATO-III) Z# AW, L e HEITHERE L,
Z OB VIS BEORE L HRERETT -
Teo TH, B FRFED DR LEH
EZREV, KATO-II #ka7z A < E(100ug)
LRI L H $HRETK 4 5#@h, 370)
L, MU AL (160, 37C) , TEV VA
7 LMLEE, TFA 23R (1h, 37C)&4TV, Bbh
72 cICAT ~7"F K% SCX #7Lrmn~< T
10 HE L., &HE45 O cICAT ~7F K%
Nano-LC/Q-Star XL TEESHTHIE Z1T\.
HAET —H_R—2 Y AT 5 (HiSpec) ~_7F
Rz iE BDORIERS L O H £ L LD ik
EREMNT 21T 712, 2B, REXNS
DB & L Cidk, MiEDHEAE & REEIZ RefSeq
ROV,  ZOREE. Refseq data base
%z Hvy, MASCOT < Rank 1, Peptide Score
20 U LZRBIRT 5 L. 188 fEFOMI-A
X< EDORIER L UHBRERVPFRETH-
oo FTo. FREDTZAEED H $HE L
DEFERH/INILTHLITHY . AEShEE

SCX104H T D LLE

AELEEE HIL oS EZTHADL &
= DML 1.0 Thotz, DI &I,
cICAT EIC L M7= AE < B DO HEE &
ELEAMICEMET 26D THDIZI &%
Y,

X 11 13 KATO-TII @ cICAT s & > = v
M AABIZ XY RIE STtz XS B OFE
BmeBot (~AK) 2Ry (SCX10 43
B TOLE), £OfER, cICAT TRIE S
Tele i< E (188FE8H) o5 b, vay b
A AETRE SN2z AL < E(228 Fil) &
HiBL7ZDiL 66 EOATHY, WHET
RESINDAMESERHEARLRLZ LN
SSholz, O E&iE. cICAT ETRE
ENBRTF R Cys BHEXTTF FIZRF
ENDZEERBLIEbDEEZEZHND, 72
B, dwmo 66 FEE O P Iz, MIF
pyruvate-kinases, prolyl 4-hydorxylase,
calreticulin, cyclophilin A, chaperonin,
heat shock 90D, tublin %2135 £115,

*CICAT L av b Uk TCIEAREEhS
T AIECE DRSS (REET).

KATO-III @ cICAT 5 & v a v P UVEICEYVRES NS BEofEE s
Bokbi (RAK)

11.

Wiz, cICAT iEZ VT, 2722 AME
RELE (KATO-III, MKN-45, MKN-74 etc)

TORBRIZAVES BOLBRERS RN E D
PRRET Lz, §7pbh KATOIL % L 8



KT, MKN-45 % H SO L, Rk
FIETHE LIV SCX10 45 O 4455 D cICAT
~7"F K% Nano-LC/QSTAR XL THEESHT
MEZITN, MET —FX— AV AT A

(HiSpec) X7F K/l=AiE{ EoREL L
H $#{& L Aot E it 217 -7, %
DOFEFR, Refseq data base & fV>, MASCOT

T Rank 1, Peptide Score 20 LA L% 3R 5
&L ARERYT T 292 FREHDOMIME - AE S B D
ERTFEETHY, 2055 261 FEEHOLKE
BENFRETH o7, 780 D 31 FEFIZE LTI,
E— 7 OBEEBLOCR T LMFELE NS T
Te OICTEfE/R ERIENEH S o T,

FRI wp |

REQR =p

ST NG nd

Rtk -V

SreRAY

b
=\'--J-—+Z’ P A
EHR 4

Protease

Kato—llI/MKN-45 Category (cICAT)

K4 R

PR B R AECHE

B piERER

O 74 S 9— SAHEF
O ipra g AlECH

B )R — L AEKE
Pk S REEER

B JnF7—+

O whgsay

L

LeROY

O ammes

RUELER

B sisres

B o yrLaF

H g5k

B8 Transfer/Carrier protein
B qtoFvti

L Fnsp—Eobs—
O g B - ACH
L3 Oncogen products

B g REF/ S
yH—4

AEHRRE

O k5o zefi—s—

Bl sy Ry P AlECE
O iy B bEER
RERIAIEE

O 2ot

ek

4 12. KATO-III & MKN-45 @ cICAT i@t TRIE LT T2 AL < B (292 FEE) o

A7 2Y =508




12 1Z1d, YT CRIERTRE Th o 7T i
< EQI2FEM D AT 2V —NHERT,
AR, R AT AEL B R, BILE TR

PIER B R, THE T H—F, MilEKR, VAR
= LT E BRI REESR R, T AT

SHHRER R, HEED TR, ¥ T —ERER
G, AL 725 & MER & HEE S 2 Ml
BICFET OB WR AT F v F, b
T UAR—F RPN,

13 1%, KATO-III & MKN-45 O ES
AL E o BB KR EREK
(KATO-III/MKN-45) % /~§°, 7235, FIH9R g
WHER OO, T2 AEELIERTEE T, &5
TR LT, FORRE, K205 L 20K
WDz AT B 231 FEFH (88.5%) TH Y,
cICAT %0 B x CEH)

o ELZa

EERAGEHE OBE 2

(0.5 K, 2.0 LLE) LTWB ik 30 FEXH

(11.4%) Tholz, D H b, KATOIII &
BIRMZ2 b LM A3 2.0 L) 21 FEHH(8%)
Th Y. MKN-45 (2R & OH/L 2% 0.5
KWL 9 FEHGAWFE LT, 72k, EiRO
e, 0.5<, <20 TH D 231 EEOPIZIX
house keeping gene product NZEHE T
W, £z, BIfEERES Z A BDICELT
TS BT T 5 TETH D, 2B, #lk
DT L vay M UIETHE KATOIT @ A4
B S 7z MIF 13K cICAT L OfHT Tk
KATO-II I LV << FHETHH DD
MKN-45 [ bHYEFET D 2 L8RS
7o (L/H: 1.87), cICATVED Bz ik L7z b
DEBEZ LD,

0 -

0.5 f

Ratio (KATO-TI/MKN-45)
: ‘ .‘ ‘ :

02

0.1 .
120

180

20 60 80 100 120 160 200 220 240 260 280 300
EAEKRES
13. KATO-III & MKN-45 D[R E 12 AL < B ORIk E & (KATO-TI/MKN-45)
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7ok, FERIZ, KATO-III & MKN-74 @
FET AT E & BB E R 2 g LT
FER, 162 FEEO - AMELL BERFE S, 20
25, 146 FEDLEBEEFAEETH - 1,
KATO-IIT (Z34RAY (KATO-TII/MKN-74 %3 2
b)) Zeboix, 100FEHETHY, MKN-74 {2
BIRW (KATO-III/MKN-74 78 0.5 K7) 2%
DX T\ TH -7, £ KATOTII & Hela
% bl U 7o S, 242 O T AEL B RE
I, 207 FENHBERFRETH o 72, 725,
FROREZAELHEB IO EELITE
BEDEBROTORKRFIZRLIZLDTH S,

UEDRERI Y, cICAT ¥EIZ L v Hik
T VIE BEORER X OB E &N EAR
WCIXRECTh DB, {BL, BT
%, SCX 7 v< b D4 HEIE 10 5HE TH 5
2. X DB ENTICIE SCX BT AD RS
— & cICAT Rt « TFA IS4,
CICAT ~7*F FOEHEMF OB LA ET L.
BRI LI DG & FERIC 25 &
THHTT B2 FETH D, LLEOEHERN IR E1T
27 BT, D%, EBREO MAROMATICE
FLEV,

3. EFEBLMIE T AL < EOMRNTHE

BAE, cICAT EEFAWT, SFEBHBEED
MmEFOBFER AL E (HL 100 FEIERE
FE) ORBEMATHEEGFEIT > T B0, KE
DA T —H—RBB L ORIEY—7 > K
BREIT D i, LY IERBEOMFE R A
< EDLHE: - RTINS IEFICHETH D,
DI, BAE, ITFIC R~ % EAMA TFHS
Woes Eih Th 5,
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1) EAMR

Mg (i) POXEAEL BTty
T TR, BRI TR EREE, B
IR BDRECHFEELTVDLZ LT AmnE
ETH 5B, T, BT L 0K Bk
FEIFEML L2 THL EMIZELL T AT
BEMEL R E N TV S, FRAAICEE L CEHd
Bl AEL B LD S R, 20
L5 BN R B B B A B i
HIEBLETHL, Fh, iF (4 7=
P BEDOBRBETFEECTATFTIv Ly
UM KE L, albumin &ETe AT 22 T THY
9% % LEH 5, BE, MFEAESEON—
F NI R W TIE Agilent HUiE D 7 A0 &
D AL 6 T Tz ANE E R BRZE LT cICAT #
ExIT>TWHR, WEKERLTWD
Q-Star XL ORHF A FI v 7 LT 102
BETHIEOEIZFAE - ERTED01EH
100~130 FEEOHFBEHI- AL ETH 5,
D IRFEB LRI AT EERTT 572010,
ERBEEAVEKEHEEZBRET DI ENFTFETH
B,

LI FORBER T -0, Mg (i)
HB AT EL B LA THEL R ECHE
THIEERAT, FEAELE LUV THE
THZ LT EMICRR DS EEDBEL.
HOVTE D ERRAREAMESERBETS
TENTEEIL D EEX D, L, TRTE
WRTED L) MK AL BEODHE L
FE LW 8k x REBALEY 02 E LT
Sy R B EEE L CEBNT A - AL
BOBEEITI,



Albumin

107
e Agilent$i th H T LIZ kD
ah Dl g o B%ff:/v(f(g
108 4 Transferrin. o T-antirypsin.~ Haptoglobulin' -
o 1054
E N—F&klzkb
E, - EEH R A IECE
i 1041
bl
;g(g 108
H
102 )
EBEEBLAILKE
101
100

CO pELYRE -EREATRICHEE
BbhdialEE

XK 14 RFEBR 7 AE < BREF O a X

T A B D LBE BAEATIE cICAT % [RA

ELTHWE,  cICAT (LRSS AT LL
TR THETEAESE VLV O S %1T
VN, FDHBIT cICAT N—F B8 Tkt
PR U, B, 7T FHEZ Mw 10kDa
LLF) 2B L Tix, cICAT &1 Tl <,
SELDI-TOF ¥£(14) b AV 7z,

H17 FEZ, WESEE, Btz X5
B FEDEIE. T 7 4 =7 4 —5EEIZ D0
THRMREI AT o 1o, FEMZRFIEIZ DWW T,
#IEH TRl 5,

2) e MIEL BB 7 AT &
DRI
HEmYE (CT02S) 160pL % 5 fi%

R AL S

FREI
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Agilent FifFED 7 AZH LT, 6 XV XTHE
BRrEENE 79— R —H4 6mL 257,
ZNIZIRFE 1080mg ¥KiZ TFA0.2% % ¥sAN LT
HEAEHSER, 205 110 B2 72A40T
< EBERWFES T . (Agilent # mRP-C18
4.6X50mm) (ZEAL, 77V y MEIZE
Dot - LT, b EICAE LA, &
DEAE% 10 [\EHR VIR LT, M 160ul Fi4 &
BAE L, SESTEELROE. 50mM
Tris, 0.1%SDS, pH8.5 400pL. % L <ix
50mM Tris, 5M JR3E, pHS8.5 400uL THIR
g L. BIRIZHE> T ICAT (L& AT - 7z, WiFESY
L D7 v~ FERLUTICRT, BE, FER
MIEL ERHRME IOV TREFTH B,



