%5 TYABHICFET 2 EHEHOBERRTEERE

o Deduced Lewis
a
Sugar No. Composition structure type
a dHexgHexsHexNAC; g{;ﬂn—g LeY
b dHex, HexsHexNAc; ':%{3&35 Lex
c HexgHexNAC, 0{%
(o]
d HexgHexNAC, %ou_u
o dHexHex, HexNAC ”{?":’m Lex
1
f dHex;HexsHexNACg g{;&l Lev
g HexsHexNAc, éw-u
h dHex,Hex,HexNAcs; ”{Zﬂu—u LeX
3
| Hex, HexNAC, 0 {bﬂm
i Hexs;HexNAc, g’}m—n

a dHex, deoxyhexose; Hex, hexose; HexNAc, N-acetylhexosamine
A, Fuc; @, Gal; O, Man; O, GicNAc
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A..I .'.A

CAR CD46

B35 Diagram of inte raction between Ad vectors and receptors. Ad serotype 5 vectors
(subgroup C) utilize coxsakievirus and adenovirus receptor (CAR) for infection, while Ad serotype 35
vectors (subgroup B) utilize human CD46 for infection.
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136 Expression of Ad receptors on human bone-marrow CD34* cells. (A) Coxsachievirus
and adenovirus receptor (CAR) (a receptor for Ad5), (B) CD46 (a receptor for Ad35). Human bone-
marrow CD34+ cells were incubated with FITC-conjugated anti-CD46 antibody for measurement of
CD46. For analysis of CAR expression, the cells were treated anti- CAR antibody. Aftera 1-hr
incubation, cells were washed and resuspended in a staining buffer containing phycoerythrin (PE)-labeled
anti-mouse IgG antibody. After a 1-hr incubation, the cells were subjected to flowcytomteric analysis.
As a negative control, the cells were incubated with an irrelevant antibody (shaded histogram).
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Relative fluorescence intensity
E437 GFP expression in human bone-mmrmrow CD34* cells transduced with AdSGFP and

Ad35GFP. Human CD34* cells were suspended in the medium containing the cytokine cocktail (3 x 103
cells/ml). The cells were seeded into a 96-well plate (1 x 10* cells/well), and equal volumes of the Ad
vectors were applied to the cells 16-18 lrs after seeding. Forty-eight hour later, GFP expression in the cells

were measured by flow cytomeiry.
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E38 Comparison o f promoter activities in human bone-marrow CD34* cells transduced

with Ad35 vectors. The CD34+ cells were transduced with Ad35 vectors at 6000 VP/cell for 6 hrs,
washed, and resuspended in medium. Forty-eight hours later, GFP expression was measured by flow
cytometry. The results are shown as a percentage of GFP-positive cells (upper) and the mean
fluorescenceintensity (MFT) (lower) in the panel. All data represent the means % S.D. of three
experiments.
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(A) Mock-infected (B) No HDAC inhibitor
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39 Effect of treatment with HDAC inhibitors on the ransduction of homan bone-marrow CD34*
¢cells. The CD34* cells were incubated with HDAC inhibitors at the indicated concentrations and Ad35
vectors at 6000 VP/cell for 6 hrs, washed, and resuspended in medium. Forty-eight hours later, GFP
expression was measured by flow cytometry. The results are shown as a percentage of GFP-positive cells
(upper) and the mean fluorescence intensity (MFI) (lower) in the panel.
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0il Red O/Protein (fold vs. NC)

NC(DMSO) 1.000 +0.047
CAP(30 1 M) 5.018 +0.127
CAP(100 4 M) 10.462 +0.509
CAP(100 1y M)+CPZ(10 1y M) 3.527 +0.036
CAP(100 4 M+RR(10 y M) 6.340 +-0.313

%6 HTYHLooDOIENMAFEERICN TS TRPVIHEEDOMR
10T124BR8I= 8112 hTH 10 (CAPYRERIZ L A AR MEISH T
HTHEE U (CPDE LV IILFZY LLYRRR) DR

F—AEEH E+ SEM.(0=4)TRT

A Oil Red O/Protein (fold vs. NC)
NC(DMSO) 1.000 £ 0.027
I-Menthol (100 ¢ M) 1.285 +0.076
Icilin(0.1 4 M) 1.426 +0.061
B. Oil Red O/Protein (fold vs. NC)
NC(DMSO) 1.000 = 0.027
Allyl isothiocyanate (10 ¢ M) 2.177+0.118
t-Cinnamaldehyde (30 4 M) 2.838 +0.158
Icilin(0.1 4 M) 1.426 = 0.061

%7 TRPMSE LUTRPALIZx 3 57T =X +miEli#ikaEEER
TRPM8 73 = AMAYB LU TRPAL 7T =X +B)D10T12HRRIZE T4
Igistia L EE /R

F—AIEFH{E+ SEM.(0=4) TR T
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#%8 Fibronectin and recombinant cell adhesive proteins used in this study

; Struct Molecular

Proteins ructure Weight

heparin

fiprin  collagen cell heparin MCS fibrin
Fibronectin 230K x 2
ProNectin F Head-[(GAGAGS)9GAAVTGRGDSPASAAGY]12-Tail 73K

*
ProNectin F Plus Positively charged, water-soluble variant of Pronectin F 73K
ProNectin L Head-[(GAGAGS)9GAAPGASIKVAVSAGPSAGY]12-Tall 76K
%
RetroNectin Chimeric peptide of human fibronectin fragment 63K
NH2 —{HOEAMH H Y] cooH
Attachin A fusion protein constructed by molecular bictechnology 30K
Fibronectin % :cell attachment sequence derived from fibronectin
ﬂ Type I module € : cdll attachment sequence derived from laminin

O Type II module
O Type II module
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