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TABLE 1 Distribution of rotavirus strains among inpatients and outpatients with acute diarrhea,
according to the epidemic season of rotavirus, Honjo City, Akita, Japan, 1986-1997

Season Inpatients Outpatients P-value

86-87 22°LH1, 6 LH4, 8 LH3, 7 LH1, 6 LH4, 2 LH6, 0.23°
1LH2,1LHS, 1 LH6 1 LHS

87-88 21 LHY, 15 LH13,3 LH10, 18 LH13,8 LH9, 4 LH8, 0.08°
2 SH2,1LH11, 1 LH12, 1 LHO1
1LH7,1LHS8,1SH]

88-89 16 LH14, 4 LH15, 2 LH13, 20 LH14,5 LH15,5 SH3, 0.77°
2 LH16,1LHS8, 1 SH3, 2LHO4,2 LHI13,1LHO2,
1 SH4 1 LHO3

89-90 18 LH17, 6 SH5 13 LH17,3 SH5,2 LHO6, 0.34°

1 LHOS, 1 LHO7,1 LHOS8

90-91 34 SH6, 1 LH18,1 LH19, 19 SH6, 6 LH18,2 LH20  0.09°
1 LH20,1LH21,1LH22

91-92 14 LH22, 12 LH24, 5 LH28, 10 LH24,4 LH22,2 LH28 0.31°
3 LH26,2 LH18, 1 LH23, 2 SHOI1, 1 LH18, 1 LH25,
1 LH25,1LH27,1 SH7 1 LH26, 1 SHO2

92-93 34 LH31, 8 LH28, 5 LH29, 22 LH31,7 LH28,4 LH29, 0.20°
2 SH8, 1 LH30, 1 SH9 3 SHO3, 2 SH9, 1 LH22,

1 LH24, 1 LHO9

93-94 42 LH32, 17 SH10, 8 LH35 9 LH32, 8 SH10, 5 SH11 0.33°
5 LH34, 4 SH11, 1 LH33,
1 LH36, 1 LH37,1 LH38,
1 SH12

94-95 72 LH37, 4 LH40, 2 LH39, 30 LH37,3 LH40,1 LH42  1.00°
1 LH41, 1 LH42, 1 LH43,
1 LH44

95-96 20 LHA45, 12 LHA43, 5 LH46 7 LH45, 5 LH43, 1 LH46 0.68°
3 LH50, 1 LH47, 1 LH48, 1 LHO10
1 LH49

96-97 16 LHS1 10 LHS1, 1 LHO11 0.41°

* The number of rotavirus-positive stool specimens that possessed a distinct electropherotype.
In this case, electropherotype LH1.
® by Fisher’s exact test.

¢ by Chi-square test.
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3162 775 22387 WCETEF L, VI F»
ERATL Y b 145056 100fEEmEICR-T
WiZ(K 2), = Ofk7 MIFHLAMRIEIE R
TANARFGELZFEDT2DHD Fab 7 A
77V R E L BT LT,

2) &k Fab (Vu-Cu/) 74 7T U —DIHEE
%9 350-bp @%ﬁ&&tﬁéﬁwﬁr%ﬁﬁﬁ&%ﬁ
(V..Vu) DNA 4 % PCR IEIC THENE,
72 %9 350-bp DERGH K OVES{ O 7E 7 A
(Cy,Cyl) 1E pComb3XTT % template & L
T PCRIEIZTHEIG L7z, « 8443 L UVFd
1% L5 DNA E#¥ % BV 72 overlap PCR
WY 750-bp @ DNA BEE# & LT
L7z, & 512 C.Cul &MV 7= overlap
PCR {Z T 1500-bp ®42F Fab DNA E#%
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BE L, pComb3X phagemid vector FIZ k&
kN Fab IAT TV —REEL, F47
T U — B &% 70x10" Ecoli

transformants DV A A TH>7(X 1),

3 P77 =V FAT 5 V=D =)
(AW FHIERHE)
FPRELEZT 7 —VIA4T7 TV —%
ELISA plate | B E R L7 »+ Rk
RV BV F 2% LT 5 cycles DN =
7 EITV, PURAFRE Fab BH I o—
BIRAE L7, XEWRIZRVG & 37 R
Fab R 7 o— 2 RET D BRI THEE
Liz7 77—V 5475 U —% 35mm tissue
EHEEEL LR RVG #
YRRTIZH LT 5 cycles DN =T R
1TV, PURKERAM Fab BB n— 2R
fELl, Nr=r ik TEHEINn:
ENENDT 7—T X FII[EE Fab %
FEE X4 % 72 $IZ nonsuppressor E.coli top
0B A IZBPE GRS V== T 21T
7, BxJRER RV B D Ao LT
VU TEToTTIAT T ) =rbiE 20
sa—r FBRRVGERIIH LT =
VT ETOTAT IV —biX 112 7
o — SR Fab EEAZ m— & LT
BRI SN, b 132 7 a—D Fab
TR E S RBERERIZE L Tt b
IsG F(ab’), \Z%19 5 ELISA fED RfETH
o715 7 10— 42OV T RV HFIIEHERT
21T > 7,

culture dish {2

4) &R L7z Fab HEfH D RV FFOIIEMEFT T



BRlENTz 15 7 a— D Fab k%2 &1
KIGE R H & (Fab £28)IC2W\ T CVS
2R BIERIR T A L X FniE ST %
ToT . Bar BEERV B Y A oxt LT
YT ETOETAT I =BG
AU72 Fab 2§ EP5G3 1% 2 %R T 76%.
4 BT 20%D CVS B focus & i
SE BRHRVGERICR LTV =
TE{To1T94 75 ) —mbBEonik
Fab 26k GD2D12 1% 2 {7 T 57%. 4
BN T 41%D CVS YL 7 + — I R &8,
" E R (3% 1), ELISA 52T RV FF4ER
Y72 Fab 4% § Di6D3 %X° RV specific 72 Fab
fRih EPIC6(R )% 231V D 13 7 o
— D Fab #dh X CVS BRI X9 2 i fnig
HERERM-T- (A5),

5) #jl| Fab 24 ® RV binding capacity &
& % 7R 9 Fab 42 5 O antigen
specificity

HPANENEZ R 720 Fab £R 4L EP1CS6
» RV U A2 (B FER) 2T 5
ELISA fli13mfE Tl - 7= DIkt LT, RV
FFEME L R L7 Fab 24 EP5G3 &
GD2D12 IZ 08 LATTH-72(FK 2), £/~
R RV G ®E IS % ELISA fEiX\Vd°
D Fab iRfE 0.2 ThoTeo,

S £LIETIE RV PfiEEE R L
Fab #%dh EP5G3 & GD2D12 135t RV N &
H monoclonal antibody 28Rk S ¢
(3, lane 5 and lane 6). iRV G B H
monoclonal antibody Z X > TFBE I L5
(X1 3, lane 2 and lane 3) 67-kDa D&E A & X
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JhTBZ LD, Znb 220 Fab X RV
GEHZEET A LB HER I,

6) Fab ik 7 I / BB 3

RV HfniE# %7~ L7~ Fab EP5G3 &
GD2D12 D EERINZRETHZ L TT
I BEECH R HERI L, EEESRRET L2, B
JREDRFERIHIZERSH D L SN DEH
@ complementary-determing
(CDR3) & CDRIZ227 u—2RIT7 )
BRELF IR &E K B2 > TWW/23, CDR2
IR D THh-7=(K4), £7~ Fab
EP5G3 & GD2DI12 @ VyiZBL Tt e s
5b Valll family B3k & HER S Utz 28
EP5G3 @ V, iZ V,III family, GD2D12 O V,
V% VI family B13% & #E0 X vz,

region 3

D. B

AR TIIY 7 F o BINERBEOR S
VTAT OKRMEMY 8K B E R Fab
FATITV—REEL, 77—VT 4R
TV AIEERWTEDOR NS invitro TIE
KIR T A N APFNEMEZ RT Fab %25
L7ce INETOHRETIIE FOF A —
TIAT TV = EYENIEEE AT
% Fab HilAZ BT 2121d, EXRSA4 7
TV —=BHEEINT W, L LExA
DHERELTZTAT T )= LT NETOR
HEUBTAEETATT Y —DY 4 X
HFEEDOL D TH- 7225, immune library
ThVHEBFRMND /8K LT mRNA
ENRHICRIATE 2 Z L TERKY A
IWARTNEEZF T D Fab 28T 52



EDRFRETH Tz, SHITS BITIERR
U AN ARFEERESEV I B— 2 S
HIBAIL, BRIl a—ieo
WT Fe B2 BT 52RO IgG 73 FIC
TH L., WFEE LRSS T Y = &
fLEeZ @bz F 21BN L & b 72 53
EITHOZEBMETHDEEEZILND,

E. #&3
Ty —UT 4 AT VA EEAVTER
WA NACH L THFEEEFETHE
N4 Fab HUAEDERUIZ R L7z,
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# 1 Fab BROERFKE U A L X hfniEE

Reagent Dilution Focus counts

(% reduction) *

Virus control -- 46
RV vaccinated serum control 1:1024 0(100)
Fab preparations:
Di6D3 T 1:2 58 (0)
EP1C6* 1:2 51 (0)
EP5G3 1:2 11 (76)
1:4 37 (20)
GD2D12 1:2 20 (57)
1:4 27 (41)

Rapid fluorescent focus inhibition tests (RFFIT) using strain CVS (challenge virus
standard) were performed. Data shown in focus counts are the average of duplicated
tests. The Fab preparation EP5G3 and GD2D12 was expressed and prepared from a
clone isolated from the phage pool panned against RV virions and the purified
RVG-protein, respectively.

* % reduction was calculated as (number of foci of virus control - number of foci in
each reaction) / number of foci of virus control.

+ Human Fab preparation that did not bind to RV was used. Di6D3 was selected from
the same library.

T Human Fab preparation that bound to RV shown in ELISA was used.
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£ 2 BRUTRIK VA LA G EEIZKT S Fab A O ATENE

. ELISA titer to:
Fab preparation — : - ; ¥
RV virion purified RVG-protein anti-human F(ab’),
Di6D3 * 0 0 2.2
EP1C6 2.1 0.2 24
EP5G3 0.8 02 2.4
GD2D12 0.2 02 1.8

* All ELISA titers are presented as (titer of each sample)-(the titer of negative control).
Bovine Serum Albumin (500 pg/mL) was used as the negative control in each ELISA

reaction.

+ Reactivity to anti-human F(ab’), was determined to confirm the amount of soluble

Fab in each preparation.

+ Human Fab preparation that did not bind to RV was used. Di6D3 was selected from

the same library.
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