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(5348 BrRimE

AFIVKBHERBUSIIC BT 2 RS ROME
SWPFEE R B RIERFREREAHARBHMRA
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ERMELT, AF VKSR ED 2 RETERER L, TR,
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E 0 AF VKB E RTEET ORI, WEAOMEHREI D
ETMEEGEE L, MEATORRAOYEREZIE. Tk
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BEEAOEBERF L& 25, CPYRIET Y R — AN B
DEERBEMNAF VK EBERIC ST 3 2 ENER I RE, ChE
TIZ, BREDI Y BV — L2 LI A Ot & A F L RBERE O
BURICDWT ORI < ABIFETES N MRIZ A F RSB OBEN
BB D20 DA ERFIND VIR HOEBDND,

A, BFEREB

INET, BABETHIEICEST
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ERICRELUTERN, ZOAETIX
ETOBREBTERNEBRTEZ
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TFREERSATIU—-2HNT. §
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B. WFEAE
1. RO AF VKU 22T
E:EE O single colony % 2 mL O SD

(all+) ErHLICHEEs L —MdREE IS 3R 1R

Z OERWEE SD (all+) HHHIT 1X
10%cells / 180 pLiZ/2d LI ITHR
L7z, ZOFNIBIE%E 96 well plate
12 180 pLEmig. Hifb AF )Lk

(B &2 0, 20, 40. 60. 80, 100,
120, 140 nM) 20 pL ZEEMML.
30 CT48 hi%#E,. 600 nm®
e YERE 2R U TR ORI E TN
7= 723, MEE LT BY4AT42 DAL
¥ER W,

2. HIFWHRICBT B AT )VIKEEET
HICHE R 5 X DNG T OMRER

W F3ESR T 96-well plate IZf&7E L
THHHIFRERF BY4742 BROBnT
REMET 1 75— (Euroscarf) 5
uL %, 195 uL @ SD (all+) DO
Hi A o 7= 96-wellplate IZf£ L.30 C
T A48 h B U7z, b A F )Lk ER (i
EEE 60nM) 20 p L. & SD (all+)
BEHh 175 L ZMRA 7z 96~well plate

1240 AU 8K 5 nLZ2MA,

ZN%E 30 TTHE LI, 24 h ik
R TEIDOE A FIVKGRHERH
PRELUTRUNABhBEHZEL THAEAT
TRM DI DEATF L KREBE
PR E LTRAR, TLT, 20
A F VARG R, EIE AT

TREBEESZEGARICDWT, AF))
REBITH T D EERABRZ TV, AFI)
KPS HE R X 2R T &
HE LT,

3. HRREHROMRME
VPS27 REEE. TOEKTH 2

BY4742 $34: £ D single colony %
SD (all+) ¥ 10 mL ~A#E L .30 T
T—MIREEHR Lz, £0%. 50mL
Fa—715mL®SD (all+) it
AN, T 1X108cells OFEREZ
MA Tz RNTAFIVIKEREE % ik
BET2HBVWL4AnM ERBEDITH
mi., 0 T&30 TTENENI0H
FIs53E L, 3000 rpm, 5 Zrfl=r L
TR E UTIRE L7z, 1 mL O Mi
QK ZANA. Bk 2 R\ 1.5 mL
DLy R Fa—T7IZHL,. 15000
rpm. 10 BEOLTHEEE L THA
U7ze 1 mL OFFEKTHERL =,
100 pL OFEIKICEE L. BRIERS
e Uiz,

4. FREOPAL & He £t

AF VKR TOE U FZEERET DK
iz, BRAIRIEEZ gkt
~EFRGRIC L DAIEL =, 20 mL
DHEEBREW 1 mL OFALRIER (R
M . BfHER=4 1) Z2mMZ.
T ZIT50 uL OFFRHE&HRZMNA .
120 CT156~20 pKIGE ¥z, K



W, MilliQKZEMAT1ImLICA
AT7v7L, FEOSBD20 pLicD
WT B BRI TR I 1T K D KAOKSR
mEAFE L= b, fbFE—kA%
AW TR 2 ERR Uy FRKERALE
HU7z. BN EMNSERHD
ICEENDKIMEZERD, 30 CTH
FURERNS 0 TTERELUEER
D 1X10° cells HizEHENBHAKE
REZELUGIWEE, BHE 1X10°
cells ¥7z DITHERE N/zKEE (ng)
&L,

(v ERE N\ DALER)
FHFETREWEIEATT. &9

ELTHROARZER WS, LzA>T,

{HERTI OIS 2 S5 & Ly,

C. #R &%
1. HIFRFEHC BT 5 AF I KBRS
HICEEE L2 AMETOBRER
HIZFREREIC BT, AF ) IKEREM:
FEBUHEM S XL UB BRI b 5 R
FT2F57-0, AFIIKERZHEICE
BELS DU ETRIENRZRRL /=,
MR F RS 4 8 5 0FEHAICDON
TR V== T ETWN, ZOH
TRIBIZE D AF)IVKEIEZERL
7=b D% 33 flifa (Fig.1-1~Fig.1-6)
BLK HEZEERLEDLOZ 17
% (Fig.2-1~Fig.2-3) BEdT5 2
IR 7z,

SERIOEBA T V== T TRE
SN RIRIC L O A FIVREhHES
RTBETORIE. BiE~OYE G
REIZBH BIET (VPS4 VPS28,
SNF8, VPS45, VTAl, VPS63.
VPS68. VPS45) M&EHEEL =,
DT EMS, MERICBT B A
DYIE % & AF I KBEIETEBIC
IS MOBRNH 2 PIHEENE XS
ha,

2. /NREEHEICEDARTOXREICE

B A F N IKRGUEAZ IR IT T B 3

RR L& 5z, A OW s
EERHZ BT 2 A F )Lk BT S
IS MO THEGT 2 RettnNE
bbb, HEBRRET. MaEhs
MEZITUTINDHEE TN 8,
R SCANRBE N, & G ~GEIT
N5, FOHRTHERRNEINSI DD D
FIET 5, WEAOmER, TPk
NS EERRAESER TH S ALP
B, R TRY—AZN L TH
ARSI TH 5 CPY BRENIEE
7% (Greg, Christopher and
Scott ,1998), E/z. L2 R¥a h—
VAL TRDRAENEZDET
> R — Lz U THRIBAESNERER
HHFET S (Camilla, Rusten and
Harald , 2003). SEIDOHBA 7 ) —
DT TRLNERBHROZ I, &
JANOY I EIZBH 28 ETFOR



B TH o7z, T I T, WEANDHEIE
B9 B & & DFRER & A F )V KR
HEORbL Y AT BDIC, [
G A L ) —Z T T AF I KEmHE
MR SN0 FRET RIEHED
S & & OIRIEICET D B RIBFRIC
DNWT, FFEFEMIC AF VKBRS
AT BEEERE L

CPY &#MICBH 3 PEPIZ2®, I
BV =LA RCHEREL, TRV —A
M B ERANOIRIZEH H5HT
(VPS27, SRN2, STP22, VPS25,
VPS36. DID4. VPS20, VPS24,
SNF7). B X ONERB ORI L /MY
O AT BB t-SNARE & U TR
LTW3 VAM3IWE., TOXRAIZED
AF I KEBIZH U TlittE R R LU
(Fig.3-1). L L., ZOo/Nfak
&IV PR O/NREEIZED 2
EMP24, EMP47 %, )M 5K
FAANAIENE TSR EE TH D ALP
BRI B APL5, APL6. flifnst
MEYEEROADEETHE T
Ry h—2 M H B ENTI.
ENTZ2, ENT4, END3 Z /RIS T
B, ENd AF IR T B8
3o o)L THB BY4742 B4
FREFEAEER LMo
(Fig.3-2), Lk Z & XD, i~
OYEMRBEOH TS DIV PHRNEH
AN DEIERRIED 1 D TH D CPY £
B, ERRITY RY—LAhSHEAD

AERE YA F LK RFAEFEB] & ] 5 2
DEREN D D AIRIENRE I NS
(Fig.4).

3. VPS27 RGBT A~

D A F I IKERHR 0 3k HFE DfRES

I RYA b= ARARERR
MRRAOF (FVERE) 2HllE
MR A S RaER EITlbh > T
W3, TOH, T RYA1 b= X
Wk o TAFII KBTI DA
ENDREENEZISND, RIETA
FIVKBME R R L VPS2713xL
By — L Eoftiz, MR Eicb i
FELTWAZENHENTWS (Roza
and Joanna, 2001), F®D7kx=H, T
RYA F—2XZHEEL TSN
H L, TIT. RETAFIVK
Rtz RU = VPS27 REikkE, 2
> hO—)L & LT BY4742 DE 4k
W DWTAFIVKEOI D IAHDEE
HMERHLZ. 2 M, 4 tMDXAF
JVZKSR DIz BT, BY4742 &
VPS27 R¥Ekk & TR A FIVKBOE
DRAAHRITEIRD s o7
(Fig.5), ZDZ&EXD, VPS27 D
REFEEEN A FIVARERHEZR R LD
3. MR D A F )V KERREDIEF AL BRI
AL TR nh o &%
Ao g
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=D

HEHE

Metallothionein expression activator with similarity to SwiSp, has three tandem

Ace2 C2H2-type zinc fingers, required for delaying G1 phase specifically in daughter
cells
Ald6 Cytosolic acetaldehyde delydrogenase
Barl Secreted pepsin-like protease that degrades alpha-factor (barrierpepsin)
Bres Ubiquitin protease, associates with Ubp3p to de-ubiquitinate Sec23p, mutant is
i sengitive to brefeldin A
Bud22 Protein with possible role in bud site polarity. has possible coiled-coil domain
Irsd Protein involved in silencing of ribosomal DNA
Met25 O-Acetylhomoserine sulfhydrylase (OAH SHLase), catalyzes the conversion of O-
o acetylhomoserine into homocysteine
Zinc-finger protein involved mn transcriptional regulation of methionine
Met31 - ) T
metabolism, has two tandem C2H2-type zinc fingers
Leucyl-tRNA synthetase, mitochondrial, forms a-temary complex with bl4
Nam?2 maturase and bI4 intron and stimulates b4 intron splicing activity, dontinant
alleles suppress nmutations in the bl4 maturase
Nid2 Protein with similarity to human desmoplakin [ PIR:A35536
Rav2 Regulator of the (H')-ATPase of the vacuolar and endosomal membranes
Rhr2 DL-elycerol phosphate phosphatase (sn-glycerol-3-phosphatase)
Ruiyl Ribonuclease of the ribonuclease T2 family
Histone deacetylase required for full repression or full activation of many genes,
Rpd3 member of the histonie deacetylase family, which catalyze removal of acetyl
groups from histones
Rps0b ‘Ribosomal protein SO (E. coli S2; rat Sb), nearly identical to Rps0Ap
Ros6b Ribosomal protein S6 (yeast S10; YS4: rp9; human, mouse, and rat S6), identical
b3 to Rps6Ap
Rip8 Protein involved in cleavage at site A2 in pre-fRNA in the pathway of ribosomal
P RNA processmg

Table. 1-1 RBICKYAFIVKBHIEZRT
BEFNRO—FTH5E0EHEOREE
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g8E

HREE

Protein that associates with and contributes to function of the protein phosphatase

Sapl90 Sitdp
Class E vacuolar sorting protein involved in Prclp vacuolar trafficking patinwvay
Snf8 and glucose derepression, component of endosomal sorting complex required for
transport II (ESCRT-II) _
Cyclin-dependent serine/threonine protein kinase of the RNA polymerase I
Ssn3 holoenzyme complex and Komberg's mediator (SRB) subcomplex, involved in
regulation of pseudohyphal growth
Trl N2 N2-dimethylguanine tRNA metllylltransferas._re, required for methylation of
G26 of both muitochondrial and cytoplasmic tRNAs
Ubpl6 Putative ubiquitin-specific protease, ubiquitin C-terminal hydrolase
Vid's Protemn involvffd ir1 the deg-radati on of fructose-1 ,fi-bisphosph.ata'se, possibly
required for full induction of IME? during early meiosis
Vpsd Protein mvolved in vac.uolar sorting that causes a novel ])fe-vac‘tlolax‘ (.)rganelle to
become protminent, member of the AAA ATPase protein family
Protein required for traffic to the vacuole through the endocytic and biosynthetic
Vps28 pathways, component of endosomal sorting complex required for transport
(ESCRT-1) with Stp22p and Sm2p
Vpsds Protein of the Seclp family essential for vacuolar protein sorting
Vps63 Protein involved in Prelp vacuolar trafficking pathway
Vps68 Class F vacuol.ar sqltipg 1_)1'0tein involved m Prclp va.cuolar trafficking patlrvay,
has high similarity to uncharacterized C. albicans Orf6.1817p
Vtal Protein involved in endosomal transport and-protein sorting in multivesicular
body, may regulate function of Vpsdp
Y)1200c | Protem with similarity to aconitase, has potential mitochondrial transit peptide
Y1023 ¢ Member of the uncharacterized protein family (Hiy-II or UPF0073), which may
be hemolysing
val311c Protein that may be involved in am_ino acid metabolism, contains an cyclin-
associated F-box
Yurl Mannosyltransferase of KRE2 family involved in N-linked glycosylation

Table. 12 RBIZKYAFILKBRAMEETT
BEFAI—FT5E08E0H#EE
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HHE

B HE

Branched-cliain amino acid penmnease, also transports alanine and aromatic and

Bap2 sulfur containing amino acids
Bre? Component of the SET1 and COMPASS complex, mutant is sensitive to brefeldin
A
Ckb2 Cagein kinase Il Protein kinase CIC2, reaulatory (beta-prime) subunit
Glycerol channel protein that is also involved in uptake of As3™ and Sb3™,
Fpsl member of the major intrinsic protein (MIP) family of transmembrane channel
proteins
Gypl GTPase-activating protein for Yptlp and Secdp
Phosphofiuctokinase alpha subunit, part of a complex with Pfk2p which catalyzes
Pik1 ATP-dependent conversion of fiuctose-6-phosphate to fructose-1,6-bisphosphate,
a key regulatory step in glycolysis
_ Mitochondrial NADH kinase required for resistance to oxidative stress,
Pog3 mitochondrial function, and arginine biosynthesis, has similarity to Utrlp and
YelO41p
Psd? Phosphatidylserine decarboxvlase, converts phosphatidyl-L-sertne to
phosphatidylethanolamine, 1sozynie present in the Golgi and vacuole
Rodl Protein that mediates resistance to o-dinitrobenzene (O-DNB)
Rpel Ribuloge-5-pliosphate-3-epimerase, wterconverts ribulose-5-phosphate and
xylulose-5-phosphate
Rps21b Ribosomal protein S21 (yeast S26: YS25; rat S21), identical to Rps21Ap
Ydl1 73w Protein of unknown function
Yil120w Protein of unknown function .
YIn039¢ Member of the phenaziie biosynthesis-like protein family, has moderate similarity
to uncharacterized S pombe Aeslp
V1014w Protein of unknown function. hz.:s modera.te'similarity to uncharacterized C.
albicans Ipf3035p
Yirlllw Protein of unknown function
Protein containing four WD domains (WD-40 repeat), which may mediate
Yol087c¢ protein-protein interactions, has low simularity to uncharacterized C.

psendotropicalis Yol087p

Table. 2 ﬁﬁlhchU)‘?)bﬂ(ﬁm@%ﬁ’é'ﬁT
BEFNI—FT5EREOHEE
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