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Table 1. 5/6 Bt T v MEEBEICBWTRE LENROSNZEB R THO LM 30 U+
(Nx, 5/6 Bt S v  ; Unknown, KHEET)

Rank - Signal Ratioc Gene Name Category Accession
(Nx/sham) Number

1 1220 Unknown

2 901 Unknown

3 897 cardiac myosin light chain 2 Select calcium binding protein  NM30304.1

4 821 Unknown

5 663 ryanodine receptor type 1 ligand—gated ion channel AF130879.1

6 633 Unknown

7 625 Unknown

8 608 Unknown

9 607 Unknown

10 568 Unknown

11 561 Unknown

12 556 Unknown

13 532 Unknown

14 498 Unknown

15 460 Unknown

16 422 Unknown

17 420 Unknown

18 417 Unknown

19 413 Unknown

20 383 cholinergic receptor Acetylcholine receptor NM_017194.1

21 381 Unknown

22 316 putative phosphate-phosphoenolpyruvate translocator NM_153316.1

23 305 ) Unknown

24 281 oxcytocin receptor G-protein coupled receptor NM_012871.2

25 278 Unknown

26 278 Unknown

27 275 Unknowrn

28 257 doublecortin NM_053379.2

29 243 Unknown

30 238 phospholinase A2. group 10 Phospholipase NM 017176.1




Table 2. 5/6 B T v MNEREBCBWTRRETORD SNZBRTFHOLEM30 ) Xk
(Nx, 5/6 BHHi5 v ~ : Unknown, RHMEETF)

Rank Signal Ratio Gene Name Category Accession
(Nx/sham) Number

1 0.0004 Unknown

2 0.0008 Unknown

3 0.0012 Unknown

4 0.0012 Unknown

5 0.0013 Unknown

6 0.0013 Unknown

7 0.0014  olfactory receptor gene Olr724 G-protein coupled receptor NM_001000573.1

8 0.0015 Unknown

9 0.0017  heat shock protein 70 Hsp 70 family 775029.1

10 0.0017 Unknown

11 0.0019  capacitative calcium channel TRPC7  ion channel AY390391.1

12 0.0020 Unknown

13 0.0020 Unknown

14 0.0022 Unknown

15 0.0022 Unknown

16 0.0023 Unknown

17 0.0024 Unknown

18 0.0024 Unknown

19 0.0028 Unknown

20 0.0028  ras homolog gene family, member V G-protein, Small GTPase NM_138542.1

21 0.0029 Unknown

22 0.0030 Unknown

23 0.0030 Unknown

24 0.0030 Unknown

25 0.0031 Unknown

26 0.0033 aminolevulinic acid synthase 2  transferase NM_013197.1

27 0.0033 KRAB box transcription factor

28 0.0034 Unknown

29 0.0035 Unknown

30 0.0036 Unknown
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Fig. 1. EVOLUTIONAL TREES OF CLONE A AND B

__14__



HoO0—20D N RKipfle2staRksy Ny
B GFP T X)MLo#ic. HEK293 #ifzic ~
FUAT T arEITN., INHY N
B OMBEANBEICDWTHNE, TDREE,
yO—r A BEICHBENNIE DR LT,
70— B MK EICHEBT S ENR
B 5N, mRNA LULIZ& B 25 i#EE
F OB AT DN THTRIZAER, B OB
i, FFIR. NBROBROME S TICRBT
HIEMHSMNERHTz, BT, B D
T2 —=N— b EFEZSNSERTOEAE
F%&5EIZ RT-PCR LI X % mRNA L)L
D ERABTHER. & MRIEEdkK
(HEK) ###iH 293, b b gk
fid Caco-2, SW480. LS174T. bt hifiEk%
BrEMIAE K562, Jurkat, HL-60 KOk k
B R SRR M MKN OFN/= 2T ORI
WWHHBT B I ENBDS5 Nz, KiT, In
5 cDNA % HEK293 fifgic—@tRi s ¢
7=l % 30 FOBURMEEStamE 7o
— 7 & UTHBRERET o 12, TORE, R~
PEZEL TWaHkamideTt£EE L TR
BENIZNI EARENTZ,

RT-PCR

€
I
p=
w

Lipofectamine
.|| Control siRNA

| siRNA

Clona & 7 e
GAPDH Eainzstiesl s

UPTAKE ( % of control RNAI)

[ Control sifNA EEEY siRNA

Fig. 2. EFFECT OF mRNA KNOCK-DOWN BY siRNA ON
FUNCTION OF CLONE B

S HIZ, siRNA ZHWE /v 75y &
HAETA, 70— B O mRNA L)WE

RHRAEEICE TR NN, a2 o
—)V siRNA 12 & 2 HNIRD 5 N/ah > 7z,
T THARBENGIRZRANT, 8REEOK
FTEEEE LD Y- T BT
el lAh, —WOEKBELEYREEEL
ThHEsN (Fig. 2),
HERMELHNEEETHEERZOE
£S5y MELDEMERMEZRBL, F4
M E IS EENEOREF TS AR~
& O FETLF Hi 2 BRI R 5 B R OB E
TilATz, REE T, EALRME O BRES
HROBEER OB EFORF EZTV, B
HEOEWRERZEZB LD OLMRIN AT,
B2, v b (1) OCT2 ORBHEILEY
ELTHIB NS T A MATFOVEETIVES
W& L THL, rOCT2 mRNA FEHEH) %15
a2 ho—) )b U TR EZERE., O
R.OGEMRME OBEE 2 RicBI5 74
IR AF R & EAVRE NI,

D. ¥ LBR

BUEBELL I v bRV EE ¥
1 :5/6 BEHALER 24 BB (W6 » H)
R80Ty MREE KRG XIE
RLPRMIE % Bl L . DNA F v TR 21T-
Pl A, KEBAEOREICB T D HEA
H#ZRTEETFD 95 . —HRBLRER
TEHMETN 82 @RIHINE, INET.
whole kidney % =B nFRIRMBATNILA
ATONTERED, RPERLTIIEMEA
O=IOT 7 —2, U 2/NEROB M
ML O WE5E 7 EVHEER N S5 DS INTH
0. BREMBICBT2EETRRL TR



WAL ELIINEETH S, 51T, BiRO
BB TH D 7003, RERKRIZEE
i, EMRHE (S1. S2. S3). A
SUTFITHL A LD BATHL KW BT
WO(ERE. RE). BdiEmE . B
M. BEE (FE. EHE. #EAR)
E 12 HEICHEINS, TNETNO
SRR EREEEAEL TS 2 &5,
whole kidney % /=@ & T REEH
S, Blx OMIBRICBIT SHEEICHT S
AR AZIEMICIA D Z LT TERN,

FHRTIE, ChHE2ERBRTHEDIT. &
BELA<A 70T VA fEREERLZ, T
bbb, BEBAEET NI Y FNEXLD A
BRAR N NIRRT E & SRR BEMEE T TH
Bd sl licko> T, BH—afila URME
sre) BEEZEFAEL., s Eah/z RNA =
HRE LT —T7 > F A RNA O
BRET STz, TORER. Table 1 RO 2
FROONDH LI, TNETEEEAS
DARHICBWTEREE TS I ERENT
WBREMY A M1 2V ICBEET ZEET
HINaho ., TNSDORERIT. &
NETHE 5N TEERKYPBEAREITBIT
LIIEMT A DAA P EETORBETLEX
BREME T, ©UAREMICS
TRRBRTLEE KR L TN Z &R X

Nz, —4. Table 1 ® 30 fIics o &
NTWBT7F A 7418 — A2 &, RIE
RISTHDT IF RVBHAr— RO5|&E
BIC2D I ENS, EARME LRI
BVWTOHBRERIEVED Z EbRBEINT.
12, 5/6 BMHUERERNZEER TR

BREFEED 2D Z &2k o T AR
MBI HBRETFHRRE IO T 7 1 IV
BIEONAZENTREIN, HE5NET
— & & W e H T T B B RE R AN TN
WEEEO TRMERICER D I SR
TNb,

R AR IRBETOIO—Z
T BADBBCHERERLES v NEBEBE TR
BHF—IR—Z2HNnBZEICL>T, #
B9 AR—FIRBETE 2 @iyn—=
T BHIENTER, AELETFIE. cDNA
FATSU—IZBNWT, 0.1%L L DOFHEBR
BWEEZRTTF—IR—ALDHtxN~EZ
ENS, BREBWTERRENHFTEZH
BT THd, —FH. MOFKRIEIREFH
MR, FEETOMBICEET S 2 &0
Lz, a5, MNOBETLEYEE
HATESBRESINTWE I ENS, il
DA R £V HEEICED S 2 &
PR IND, 5, Z7O—2 BiZDW
T, —HOEERLEaZR#RT DT
EMBLIRBEINT, TNET, KMEAEY
ERETDEN I AR—FIIRMTHSD T

EMNS, MO TEERFERICENEZ &N
Hifsains, BERETAEOEREMREL
THY., AERTNO—RT2YNIE
DEBZANBREIOHEHDO AL ST, JO—
> B #ENE L AIBREBIE~ EBNS T &
B EN D,

B OREMRMEOEBRET VML, T4
LLC-PK1 ®- X MDCK 7z EFET B,
) AEHROFEELEZER, U7X, vk



HFEOFEHZHDIXF EAEE N, THIT,
xS AR—F RBPEITEE I St
M in vivo TIThNTW3 A, day BALOK
HTHOEBENICHHT S5O TR, £
IT. oy bEXDIEMRMEZBEEEL, FL
T EIEEYEOEET TS 2 AR—
5 DREBRE & EHENICHN D RRROEE
EilAlz. REETE, BRRNEHNFA
Y hIUAR—H rOCT2 ZEFINVEETFE
LTV, SRR O BEES OV B
DR G A DRRFT B A T2,

BALLE. ¥Rk 16 FETIIBEBRRL2ET
Wy bZEERL, EALRME IRk
RENREBEFRETO T 71 JIMERDE
DORBRFROMLE, HHEFS O AR—%F
BEBEGTOVO—Z 2T %73 ZENTE
2o G, BWAOERICEDSHERE
T O EFRENDOBEDDEZ S MIC
LTWSFETH S,

E. BRBE
1. WCRH

1) Shimizu, Y., Masuda, S., Nishihara, K.,
Ji, L., Okuda, M.,

and Inui, K.,

Increased protein level of PEPT1

intestinal H7T/peptide cotransporter

up-regulates absorption of
glycylsarcosine and ceftibuten in 5/6
nephrectomized rats. Am J Physiol
Gastrointestinal Liver Physiolin press
(2005)

2) Omae, T., Goto, M., Shimomura, M.,

Masuda, S., Okuda, M., and Inui, K.,

T rapsient up-regulation of P-

glycoprotein reduces tacrolimus
absorption after ischemia-reperfusion
injury in rat ileum. Biochem Pharmacol
69 (4) 560-567 (2005)

3) Fukudo, M., Yano, I., Masuda, 8.

Okuda, M.,

and Inui, K., Distinct

inhibitory effects of tacrolimus and

cyclosporin A on calcineurin
phosphatase activity. J Pharmacol Exp
Ther 312 (2) 816-825 (2005)

4) Sakurai, Y., H., M., Ueo, H., Masuda, S.,

H., Okuda, M., Mori, N.,

Saito,
Maysuura, M., Doi, T., Fukatsu, A.,

Ogawa, O., and Inui, K., Expression

levels of renal organic anion
transporters (OATS) and  their
correlation with anionic drug

excretion in patients with renal disease.
Pharm Res 21 (1) 61-67 (2004)

5) Horiba, N., Masuda, S., Takeuchi, A.,
Saito, H., Okuda, M., and Inui, K.,

Gene expression variance based on
random sequencing in rat remnant
kidney. Kidney Int 66 (1) 29-45 (2004)
6) Uwai, Y., Masuda, S., Goto, M,
Motohashi, H., Saito, H., Okuda, M.,

Nakamura, E., Ito, N., Ogawa, O., and
Inui, K., Common single nucleotide
polymorphisms of MDRI gene have no
influence on its mRNA expression level
of normal kidney cortex and renal cell

carcinoma in Japanese nephrectomized



patients. J Hum Genet 49 (1) 40-45

(2004) H. KA HE O BRAGIR
7) Nakamura, N., Masuda, S., Takahashi, 1) REriE 75l

K., Saito, H., Okuda, M., and Inui, K., 2) ERHERE U

Decreased Expression of Glucose and 3) Tl AV,

Peptide Transporters in Rat Remnant
Kidney. Drug Metab Pharmacokin 19
(1) 41-47 (2004)

8) Mikkaichi, T., Suzuki, T., Onogawa, T.,
Tanemoto, M., Mizutamari, H., Okada,

M., Chaki, T., Masuda, S., Tokui, T.,

Eto, N., Abe, M., Satoh, F., Unno, M.,
Hishinuma, T., Inui, K., Ito, S., Goto, J.,
and  Abe, T, Isolation  and
characterization of a digoxin
transporter and its rat homologue
expressed in the kidney. Proc Natl
Acad Sci USA 101 (10) 3569-3574
(2004)

2. FoRK
1) EE¥ER
(1) S Masuda, N Horiba, C Onishi, M

Uesugi, M Okuda, K Inui:
Decreased expression of NaGLT1
protein  and  glucose/fructose
reabsorption in rat remnant
kidney, ASN CKEIE¥%) Renak
Week 2004, October 27—
November 1, Cent Luis, USA

2) EWNER
A




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.3
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize false
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.00000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.00000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 300
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.00000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org)
  /PDFXTrapped /Unknown

  /Description <<
    /ENU (Use these settings to create PDF documents with higher image resolution for high quality pre-press printing. The PDF documents can be opened with Acrobat and Reader 5.0 and later. These settings require font embedding.)
    /FRA <>
    /DEU <>
    /PTB <>
    /DAN <>
    /NLD <>
    /ESP <>
    /SUO <>
    /ITA <>
    /NOR <>
    /SVE <>
    /KOR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe7f6e521b5efa76840020005000440046002065876863ff0c5c065305542b66f49ad8768456fe50cf52068fa87387ff0c4ee575284e8e9ad88d2891cf76845370524d6253537030028be5002000500044004600206587686353ef4ee54f7f752800200020004100630072006f00620061007400204e0e002000520065006100640065007200200035002e00300020548c66f49ad87248672c62535f0030028fd94e9b8bbe7f6e89816c425d4c51655b574f533002>
    /CHT <FEFF4f7f752890194e9b8a2d5b9a5efa7acb76840020005000440046002065874ef65305542b8f039ad876845f7150cf89e367905ea6ff0c9069752865bc9ad854c18cea76845370524d521753703002005000440046002065874ef653ef4ee54f7f75280020004100630072006f0062006100740020548c002000520065006100640065007200200035002e0030002053ca66f465b07248672c4f86958b555f300290194e9b8a2d5b9a89816c425d4c51655b57578b3002>
    /JPN <FEFF3053306e8a2d5b9a306f30019ad889e350cf5ea6753b50cf3092542b308030d730ea30d730ec30b9537052377528306e00200050004400460020658766f830924f5c62103059308b3068304d306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103057305f00200050004400460020658766f8306f0020004100630072006f0062006100740020304a30883073002000520065006100640065007200200035002e003000204ee5964d30678868793a3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
  >>
>> setdistillerparams
<<
  /HWResolution [1200 1200]
  /PageSize [612.000 792.000]
>> setpagedevice


