F10 HZOEESTTIRTOMTBIINLTHEL CEHLAHEEZFOY XL

Commoh Nerd GeneBank 10 Descrigtion
4 he -
24 b Dowr—Regulate Gene (8 gones}
BTFZ, TFIH, BTF2P44, T-BTF2P44 AFOTOEH7  General trrscegtion facter IIH, miypeptide 2 (4440 subunit)
MRCKRB, KIAAI124 NMOOB0AS  COC42-tinding proten kinase bats (OMPK-like)
KYNU 055839 Fynure ninase {L-kyrumnine hydokee)
BTN3A3 NM_00E994  Butyrophiin, sutfamily 3, member A3
S100P MM 005960 StO0 caicksmtiEng protem P
KIAADE T MN21138  w527035% Soams meianctyte 2NoHM
Ugr-Regulmie Gare (3 ganes)
NRP BCO0Z3E!  Nuckoscme assembly protein 1 —Ha 1
£t C~1, PFIM NM 002623 Prefolsin 4
ACADSB NM CO1808  AcyCoenzyme A datworogenese, short/branched chain
48 hr Down-fegulate Gene (8 mnes)
HUA-F BE138628  xwPgalT xt NCICGAP_Pant
ANGPTL4 NM D16109  Anglopoietin—like 4
FLZO874 NMOTO006  Hypotheticat protein FLUEZ00T4
GFAS AWIIIST  habbart x NCLCGAP Pont INSULIN-LIKE GROWTH FACTOR BINDING PROTEIN
HOMSZ, AT Gt NM 021603 FXYD domaircomasung lon transport meguistor 2
CDHMN, NCAD M34064 Cadherin 2, tymm T, N~cadherin (neuronel}
HRY BESTIBT 801ODOBLAF1T NIH MGG 83
TRAMP BCOOGEET  Trangicating cheimeeea cisting membrane potein
PTFRF ADZGZE2T  wiBSg0l xt NCI CGAP Cald
Up—Rs gulote Gens (54 geres)
DHFZPSEEE 04 AL110238 DFFZPSGGEIO4 protein
MART AL BG287153 602381B6BFT NIH MGC B3
DONSON AFZ32674  Downstream neighbor of SON
MGC1223 NM_03C863  Hymtheticsl protein MGG1223
DC37, RPMSTS, MPR-515, FLJ 1564 NM_ 031280 Wrachondrial ritosomel proten 515
MGC4274 WM (30840 Hypothetical protein MGCA276 simiar to CGB1 98
FLM 1086 NM (B34 Hymathetical pratein FLA FO068
LR 269 KM 018372  Hypotreticel protein FL.& 1263
FL.J 0996 NM_O18044  Hypothatica proten
HSPC125 NM.014165 HSPC125 proten
133K2 NM_O1B691T  Chvomosoms 5 amn reading frame 3
HPT, MRS2 NM 020682 WMRSZ (S. careveioe)-¥ke, magresium homecstasis factor
P NMOZ0E51  Peliro (Drosophila) homolog 1
TMAT2? NM_ 16475 TPA raguiatad bus
Ba-002 NM_OT6817  Hypothetlesl protein
AR P AF-1P, MLLTS NM_C0TSEt  Epiderrmal growth Factor moepnr mthway substrate 15
ALDG NM 16607 ALEX3 protein
£ A ALLAS0HT  Eukenyctic trarsiation elongation factor 1 alpha t
TXN delks 3 ARQES241  SEE ALSO
ATPZEY 114561 PMCAT; sits mathvely spficed, plaama membrane calcium AT Paes lsoform 1 (ATPZE1) gere
TNRCH UBO736  Frinuckeotide mepeat containing 9
PAG 108+HB ALOSS285  SEE ALSQ
TPTY MRERTTE  wirdOH0B.xt NCICGAP_Utd TRANSLATIONALLY CONTROLLED TUMOR PROTEIN (HUMAN)
DKFZPS86C1 820 AASZ4526  ngé4hDd 51 NCILCGAP Col Home sapens cDMA clone IMAGESITEBS 3, mRMNA ssquence.
ROKEN cDMA 3 TOODZ9 09 perw PETABSE3  GO571521 V1 NIH MGC 55 Homo saplans cONA cione IMAGE 3838541 T, mANA sequenca.
DRFZP584F1123 ATFHE504  opStHI 2x1 NCLCGAP CoB Homo sepiens cDNA clona [MAGE1 028527 ', mRNA sequincs.
PRO275t BF781738  607251924F1 NIHMGG_B4 Homo saping cDNA cone IMAGE 4344333 5, mRNA sequence.
FLET827 fis, HEPOH1 7B AKRZS5E0  SEE ALSO
HHD, BCPM, PMR1, ATP2C1 A, KIAA 347 ABC37788  ATPasa, Cat+ transporting type 20, member 1
XPOT AIDBAOS  wi52c08 xt NCLOGAR Pam
GNAl ALD93]  Guanine nuckeotide bnding protein (G proteln), alphe inhidking sctivity polpetide 1
RABGGTE MO245  Rsb gemnvigemryitransferase, beta subunt
coted AF250343  COH &4 sctigen, smiomucin
CLGN NM D04352  Camegin
MAFG NM 002358  V-maf musculbaroneurotic fibrosarcoma (rnvien) ancogene family, prowen G
EBAGE AMBIZ215  obE4s0) 1 NCLCGAP.GCBI
NUCE2 NM_005013  Nuciobindin 2
KIAAOGCE NM 014733 Endosome—ssanchuted FYVE-toman protein
GOLTCH AUIS2134 AUIS2134 NT2RP3
CIS2, 8812, 581-2, S005-2 NM_OO3BT?  STAT induced STAT nhibitor-2
ATV, NES. AT-V1, AT=V2 NM_O0Z4ES  Nmegen brestage syndrame § {nibdn)
DCHT, SPAK MM 33233 Ste—20 mbtud kinase
KAN259 NM,007027 Tomeomersse (DNA) IT hinding pratein
CNOTB WM 004779 CCR4-ROT transcription comphex, subunit B
HUMAUANTIG NM_013285  Nuckolw GTFaee
MNIPSNAPZ Nit 001483 Glioblastome amplified sequance
NU, HCZ. PROS30 NI 002708 Py [l U subunit, sipha tyme.
DWBTNEZ ALSHOM  ALS4084 LTI NALOOG PLZ
RCN2 NM 002802 Retlculocaitin Z, EF=rard calchum kinding domesn
BFE NO01 868 Eukaryotic tranckation intigtion factor 4
NDUFAS NM_005000  NADH dehydm gonses (ubiqurnne) 1 slphe subcomplex, 5 {1 3kD, E13}
RAMAY AL1AB807  Stees—sssocistsd ardopeemic raticukm potan 1; ritnsome sesocisted membrane protein 4
HH72, PRLY, PRL-. FTP4AZ, PTRCAAXT, 8790 Protein tyrosine phosphatase tyre IVA, member 1
PTRCAAX }
KIAAOZA% NM 015153  KIAAO244 protein
72 hr Down—Ragulste Gene (2 genos)
APOC3 NM_000CM0  Acolipoprotam C-I0
CYES-M NM_ 030578 Cytochrome b6 outer mitochendrial membrane pracuresor
Up—Fa guiste Gene {7 genas)
MEFK2 AF238T08
R32184 3 AlBOS266 32002 x1 Soes NFLT GBC St
SQVIL AJCSESS  Nucieatica—sugar transormar simiar to C. elegans ag—7
TIM20A ABOZ0E35  TEBEP-imteracting pmoiein
CP34, NF-25, P450C3, P4SOPCNI AF1B2273  Cytochmma P450, sutfemily A {nk ire oxidase), foh ide 4
Rett1-FIP? BG2AG608 60231 S6TIF MIH MGC B2
DKFZPSE4A1 22 NM 5626 DFFZPSOAATZ2 proten
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#12 YH1 & YH16 oWHBETCEEICLEH T 285 F58E Troglitazone &
Rosiglitazone O THBIZEE 3 5HETH

Troglitazone Rosiglitazone YH-1 YH-16
A B
1h Down-Regulate 18 3 20 4 10
"
Up-Regulate 14 3 9 " 3 11
Ahe Down~Regulate 5 Q 4 7 [+] 0
Up—Regulate 17 1 18 23 1 33
24 h Down—Regulate 14 5 23 4 [+] 10
r
Up—Regulate 20 § t8 12 1 17
Down—Regulate 8 3 " 6 3 23
72 hr
Up-Regulate 12 2 1" 15 B 51

#13 YH1BIUTYH 16X o THBEEHT HHELTFD Troglitazone & Rosiglitazone
MBEFIZER T 5 B{ETF L 0dEH

YH-1 YH-16
Troglitazone Rosiglitazone  Trogiitazone Rosiglitazone
1h Down—Regulate 4 2 2 4 2 2
r
Up—Regulate 5 1 1 3 1 2
Ah Down—Regulate 1 [4} 0 0 0 0
r
Up-Regulate 5 3 6 2 2 2
Down-Regulate 0 0 0 3 2 3
24 hr
Up-Regulate 3 Q 4] 4 2 4
Down—-Regulate 1 1] 0 1 4] 1
72 br
Up-Regutate 1 1 1 1 1 1
Total 20 1 10 18 10 15
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%15 TSA & SAHA OFBECTHBIIEE T 5RIETHE P-Me & P-Urea DMRET
fEicEH T LRIZTFR

TSA SAHA P-Me P-Urea
i3] Pis ]
ih Down—Regulate 2 Q 5 Q 2
r
Up-Regulate 20 3 16 [ 14
an Down—Regulate 277 100 327 537 26 60
r
Up—Regulate 51 22 79 46 5 16

%16 P-MeLUPUrea - o CRREEHT 2EF O TSA & SAHA BEKFIZKT)

T4 B{EFE0HFEH
P-Me P-Urea
TSA SAHA TSA SAHA
e A
1h Down—-Regulate 0 [1]
r
Up—-Regulate 2 2 7 K]
ah Dowr—Regulate 95 34 81 i
r
Up—Regulate 15 9 18 3
Total 114 45 1 21 yi 10
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Lot41Control vs Lot42Control

Lot42 Control (RETRAA)

1 ¢ im0 1000 10000

Lot41 Contro! (MiE=T-HHE)

1 JESHE Lotdl & FEERERY Lotd2 OEMIBEIZBIT D38
{ZFREME DL

Lot41Contral vs Lot100Control

10000

100 |

Lot100Control (R FRBRR)

1 10 ] 1000 10000

Lot41Control CREFRRE)

2 FESAET Lotdl &4Ea5RIAEE Lot100 M iEMIERFIZ 1T
ARG F R OB
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Lot42 Control vs Lot100Control

Lot100 Contrel (RETRME)

1000 10000 100000

Lotd2 Control (REFRAR)

F3 FedR Lotd2 & 35 B Lot100 OEMIEEFIZB T 5

AL T- RIS O HBL
Lot42Control vs Lot42APAP

Lotd42 2mMAPAP (REFRAR)

1 1o 10000 100000

100 1000
Lot42 Control CREFHIR)

B4 FEBER Lot42 OEMEEL 2mMT7E M7 I/ 72V
WLFRBE I BT B REF RO
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HaC o
NH
o o CHj ,I:::r/\‘/ﬂ\OH
HO Nep' N0

CHs L

Troglitazone YH-1

S
e & g O
(Yo s GO
P

Rosiglitazone YH-16
®5 mFRICAVW: PPARy fERIZE

O O H O

N X “NHOH @’ N\n/\/\/\)LNHOH
\N O
l Trichostatin A N-hydroxy-N-phenyloctanediamide
TSA SAHA
O 0]
H H
o) H o) H

methyi 6-anilino-6-oxohexylcarbamate  6-[(aminocarbonyl)amino]-N-phenylhexanamide

P-Me P-Urea
6 BRIV EAN /BT EFVEERER
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#1

FrHHERR G OERAERETIX

] 7 -2 K] -3 Py <-4 55 -5 >10 <0 1§
Acetsminopher] 311 530 33 56 7 10 2 D o
lccu 877 465 155 81 &4 13 14 2 ol
|Carbamaz ; 1450] 1239 264 443 147 233 73 154 10 :gl
Isoniazid mel 1001 250 148 18 41 1 1 0 1 0

%2 AUBEBSCORMETRIVY — OHBEE (TRTCOF— & 24EH)

FUGT BB R V- Pl AT
| Acatami Acetsmmnopl Acstami CCH 4w |CCHM b GO 7&)1r Haomiazid Ahilsonisrid 24§iacninzid 72h
Agetaminophen 4hd 1 0012 0103 0.351 -{1.067 0.042 0.347 ~(.061 0042
Acetaminophsn 24 0017 1 0039 -0.129 0§44 -{.182 -0.088 0819 ~{} 186
Acataminophen 724 {).103 0039 00748 ~0.102 | 3452 0079 -G D70 0,467
CCi4 dhr 0351 -0.129 0078 H -0.163 0110 0.783 ~{. 140 0131
CCI4 24hw ~0.067 0844 -0.102 =0.163 i -0 281 ~D.138 0} 744 ~0.175
CCl4 T2hr 0.042 -.162 0.452 o.tig| -02381 1 0.063 - 263 0.434
[isoniazid 4he 0.347 ~0.0(38 0.078 0.783 ~0.138 0.063 1 -0.308 0.121
{eoniazid 24 -0.081 0.619 ~{.070 =-0.140 0.744 0263 | -0.108 1 -0.092
lsoninzid 720r 0042{ ~0.186 0.467 0.131 -0.17% (434 0.121 ~0.082 1

#3 BWMEBSTOREFRENY — > OHERE (Threshold 2.0 Ll 1)

Threshold 2.0 4 b5 -~ & 448 7
Thcotaminopt Acetaminopt Aostamimon§COH dhr — OCM 24he _ GCIA T2hw_Fsoniezid Abw lsomiazid 24t Lsoniszid 72
Acetaminophen dhr 1] o0028] 0084] o4t -0092] o0046] 0413] -0094] 0033
[Acetaminophen 2ane] 0028 3] _ops4] -0031 | 0851] -0186)8 00061 0620] ~0151
Acetsminophen 72h 0.084 0.054 1 0060 | -0.148 0.502 0069 | -0.108 0.508
CCl4 4nr 0411 -0.031 0060 1 -0.139 g.121 0815 ~0.113 0.085
CClA 24hr ~{,082 0.851 ~0.148 =0.138 1 =(.351 ~0.117 8.78) =0.181¢
JCCld T2k 0046 -0.186 1.502 0.121 ~0.351 1 0.068 | -0.332 0474
[soniazid $nr 0413 0.006 0068 08151 01417 0.068 | ~0.086 0062
[seminzid 24h ~0.084 0840} -0108) -0.113 g81| -0332) ~0.088 1] ~0105
Isomarid 17h peaaf —0151) 0s506] 10085 o] ©0474] o0062] -0105 1

#4 ENEEETCOREFRE/ Y — Y OMEFHE (Threshold 3.0 PL L)

Threshold 3.0 34 L@ F ¥ &-{E 1
Acatams ¥ GOl #hr CCIA 24he  COW 121w _[isoniazid Ahe lsoninzid 28 (sominzid 12h
- - ____ ]
Acetaminophen 4he 1 0.038 0.059 0,450 - 154 0053 0439 0125 D061
Acataminophen 24hr] _ 0.038 0100 -0055[  0850}) -02i11] 0013} 0836] -0.136
Acetsminophen 72hr] 0059 | 0100 7l o088 | -—01s4f 0506 oo0BB| —0135] 041
CCIS dhe 0450 | _-0055] 0088 1| -0233] 01638 0855 -0181] 0103
CCH 24hr =0.154 | 08501 ~0.194] ~0.233 3| —0434§ ~0.194 | 0838 | -0203
CCH T2k 0053 -0211| ©506) 0183 -bada i} o113l —0403f 0492
isoniszid 4hw 0438 -0013 0088 0.885 «{},194 0112 1]l ~0.157 050
Isonszid 24hr ~0125] 06361 -0135] —0.181 | 0.830| -0403] -0.157 I -0.123
lsoninzid 72w 0061 | -0136)  0470] ©0103] -0200] ©0492] 0050| -Di23 1
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#5 PPARy EHERERORHLHAETFH (77 R)

Threshold 2.0

o ltr s |4hrstip  [Pdhws U [73hrs Uo |1k Down |4hrs Down [24hre Dowi 72hrs down
Piogistazone 200mp kg 489 39 654 50 ~§9 -307 ~-3% ~-174
Rosiglitazone 200mpk, 411 83 86 54 -89 -38 -585 ~81
Troglitazone 200mp ke 238 29 34 45 -162 -22 -§3 -178
Threshold 3.0

T m—— b Up dhrs Up |24hrs Uo |T2hrs Up [1hr Down  |dhrs Down [24hes Dowr| 72hrs down
Pioglitazone 200mg/ kg 108 4 8 5 -7 -62 -4 ~-2%
Rosiglitazone 200mg/k 89 8 I8 8 -10 -5 -135 -B
Troglitzzone 200me ke 60 4 5 4 ~11 ] -1 -10

#*6 PPARyFRAERBRORBREIEERTR (7717 -t M)

Troglitazone Troglitazone Rosiplitazone Rosiglitazone

30 ntM 3 uM 30 uM 3 uM

RIREFH 6628 8004 7473 8003

1hr B 570 75 140 50
B 98 32 64 33

R RETH 7060 6638 6736 7318

shr  REBUMD 52 38 62 30
RBED 106 61 70 77

AT R T 9305 8533 8801 8411

24hr RERAM 103 132 87 134
RBEHD 87 69 84 96
RiTRETH 7376 8731 8403 8555

72hr  SEREM 519 52 139 83
LHRD 105 46 65 51

#F7 FXRKIEH < X 1%LCA & 5-EEIC BT 2 BHEEHA{ZL T (Threshold 2.0)

BiEEIGLCAIRE KBENNLCAKE B e o fiich < RIBRINLCARE
SEHERESRm S RABREE N R SRR R SHHEINLCAR S
SRiEm 1444 293 423 991
RE R 944 110 1812 2080

HH 1-16



%8 FXRKIRE< Y 2 DERIC B TEEA S 2 BETE

Energy and cell component transport:

Abcal (Cholesterol efflux to HDL), Abca3 (Peptide transport), Abcall (Bsep), Slc16al
(Lactic acid uptake), Sle35a5 (UDP-GlucNAc), Atp7a (Mit. Cu++ transporting
ATPase), Atpbvs

Sinusoid:

Nidogen 1 {TGFb-activated), Occludin {Bile duct tight junction)

Dyling or regenerating:

Calpain, Glucosaminyl transferase, Adam 9, 10, 17, Tcf4, Metaloproteinase, Ubiquitin
associated 268 proteins (Proteasome)

Hypoxisa:

Von Hippel-Lindau protein, HIF1a, Hypoxia-induced gene 1

Growth factor & Cytokine:

Epidermal growth factor receptor interacting protein, FGFR inducible 14, NS-1
associated, IGF binding protein 7, Platelet-derived growth factor receptor, TGFbR,
Activin A, TGl:‘b*induced, TNFa'indi(':led protein 1& 2, RIP, C:ﬁlin

HBE 1-17



Threshold 3.0

¢

Acotamicphen 2mM COK 03mM Carbamareprm fi

Escxviazid 1M

K1 FeUEXZEENORERNERLTER{ZFE (Threshold 3.0)

Threshold 4.0

A cetaminophen 2roM CCid 0.5t Carboragepion Im® Isorsazid 1ms

2 FERFEFNREROERNRERZEHEEFE (Threshold 4.0)

HHE 1-18



@-05-0 Bp-0500.5-1

Acsteminophan 4nr

:
i
£
;
3

M3 RETFHEE/SY— > oFFHEEE ($XTo7— ¥ 244H)

0-0.3-0 B0-0.5 00 5-¢ t

Acytaminophes 24t |

E5 BETFRE/Y— > 0FTHIHEE (Threshold 8.0 L E)
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A ®6 FEFRR F—OHBR (BAHE)

Threshold 2.0 Up-regulation

Acctammophe)

FN: Fibronectin

isouazid

TG tissue transghnaminase
RAR: retinoic acid receptor
GLS: Glutaminase FI/2RM, 47T /BMHEH

PSAT: Phosphosennc aminobansforase, PS040, 1400, SLA =58

|meraest
i .
] - f-wvacd )
. fusriien
Carbon Tetrachloride !
&=
oD
fanan | ) .
| oot 3% *
¥ Tnstls
ks
e s

SBCAD: Acyi{oA dehydrogenase shortbrunched chain
specific, /AL RILER. /UL RESR
PPARa: Peroxisomw proliferator activated receptor alpha
HMG-CoAS: Hydroxylmethylglutaryl-CoA synthase
AFo— LB

RAChr: nicotinic aeetyicholine neceptor

' 1-20



&=
REM: Ribonucieosicie- diphosphate reductase
e EVSSL Y, EYSDLENEER c-Jun
. FO L] TG Eb: ransforming growth faclor beta
— CYPIA; Cyviochrume PESU3A HEP: hewt shock proten

. ALDDH: Aldehyde debyvdropenyse HSPT0: heat shock protein 70

S = ALDH: Aldehyde dehydropanise (NADY) IGF-BP: msalin-like growih factor binding protein
Rl Bel- X1 : IGF-BP1IGF-BP3

8;‘;1‘ T2 STATH: sgnal ransducer and activator of

wranscngtion 3 C1BP): C-termunal binding protein §

& = Ship2: Sre homology 2 containing peafcin fyposine UBC: biquitin camer protein

il PN onplitase 2 e

= S% QL-t:ug: in;l;ﬂwkjr:i} receptor UDPGT: UDP-glucuronosyl ransferase
MERK2: MAPK/ERK kinuse kinoee 2 UDPGTIA, VDPGTI-1

M7 7Eb73I77zv, BEARE A V=77 FOEBICERRNLLTT 4 v
b=z
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Threshold 2.0 Down-regulation

Carbon Tetrachlurid:

=D DD

Bfl'Al: Bel-2 refuted protein Al
Cudberin:

N-cwtherin:

lamin A:

FKHRL1: forkhead protein (03

134-3-% 14-3-53 protein

K¥Nme: Kyrureninase $RL- 258, MITHI7488
TRIULEERS

S
\\;‘

sn—GrodP
GK: Glycerolkimse 9]0 VESHFHEEERE . 00—
D g c-MET: met proto-oncogene tyrosine kinase
PSPase: Phosphoserine phosphatase #7488, U438

AR

,

o
E/ﬁ

M8 7t 73/ 7z, MEARE, A V7Y FCHRBIERRBL LESFF vy b
T2
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Threshold 2.0 Up-regulation

Acetsminophen Carbor Tetrachiorik

{sonazid

cde2: eell divinion cyele 2

GADD: growth arrest and DNA damage inducible¢ protein
Wecl: Weel-like protein kinase

Fexdrink: fodem bera chain

o
s G
T s
Y.~
ATRNEEE -}
gEvE
‘\1.- s>
i *a .@
. mES

SHTR.: 5-hydroxytryptamine receptor
SHT2R: S-hydroxymypramine 2 receptor
SHT2CR: S-hydroxytryptamne 2C receptor

a-catemn: alpha-catenin
a-actinin: alpha-actinin

ALDHipYx: Aldehvde dehvdrogenase (INAD(pY-t
HhTa—ATIARM, T
LA, FOLIAUH,
FLAZLALM, ERASELAM,
EAF UL RN, 2T AT M

Amt: AhR nuclear translocator

XAP2: X associated protein 2

ERK2: extraceHular sipnal regulated kinasc 2
PP2A: serine/threonine protem phosphatase 2A

BH 123



CHP: calcivm-binding proten CHP

FRBP: K-506 hinding protein

Cyclophilin

INK: e-Jun Netenmnal hinase

ERK: extracellslur signal regulited kingse

1L-%: mterlcukin-8

11.-12B: interkeukin-12 beta chain

Al-AdoR: Al adencsine reccptor

AdoR: Adenosine receptoy

HMGCR: hydroxymethylglmaryl-CoA reductase(NADPH)
ApeC-l: apelipoprotein C-11

FruBPAL: Fructose-hisphasphare alidolase
Aldoluse B: Fructose-brsphosphate aldolase B
Faetor X: blood cospulation factor X

Factor Xa: blood coagulation factor x activied
facwor VII: Mood coayulation factor Vi

Factor VIk: biood coagulation factor VIE achvated
CTil

APP-251: Amyhoid beta Ad protein-751

APP-605: Amyiond bota A4 prolein-693

APP: Amyloid beta Ad protein
APP-770:

b-amvioidd 2: arnyloid beta protein 42
APPs-tx Soluble APP-beta
b-ainylowddl: apvlnid bota pritein 40
LTe0

AICD: APP intracethilar domain
APPs-a: Soluble APP-alpha
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CGRCP: Calcitonin gene-related peptido-receptor coimponent protein
RAMP: Receptor sctivity-modifying protem

EH 124

Dl sewinent polarity protein dishevelled bomokogy
cuswinK2: cascin kmase 2

MAPK: MAP kinnse

CRT: culrehculin

TIFL: wanseriphon intermadiary factor )

Fitarsin

Filamin A

Collagen

COLL: collagen type |

[nt-a2: integrin afpha-2

Int-a10b1: integrin afpha-1{beta-1



