R2=0.943879

LTy DF Type I 8S Mean FiA Pr>F
Square
EXPR 3 6487.933500 2162.644500 66.16 <0001
TRT 4 110.602000 27.650500 0.85 0.56227
EXPR
MCF7, El11 65.04
MCF17, E9 50.10
SK-BR-3,E11 49.44
SK-BR-3, E9 15.84
TRT
Cont. 47.750
E 42.900
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E+T6 45.425
T6 41.950
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IL. FIREERATIC & D RBLBEF ORI
LA L2 RAL TV A RETFR

Cytokine; interleukin 18 precursor (IL18); interferon gammarinducing factor (IFN-gamma-inducing
factor; IGIF); interleukin 1 gamma (IL1-gamma)

additional; insulin receptor substrate 1

signal/oncogene; retinoid X receptor alpha (RXRA)

translation/detoxification; glutathione-S-transferase homolog

cell cycle regulation; cyclin-dependent kinase 4 inhibitor 2B (CDKN2B); pl4-INK4B; multiple

tumor suppressor 2 (MTS2)

transporter; type I cytoskeletal 18 keratin (KRT18); cytokeratin 18 (CK18)

Transcription/Repair; high mobility group protein HMG2

signal/oncogene; jagged homolog 2 (JAG2)

signal/oncogene; microtubule-associated protein 2 (MAP2)

Drug Metabolism; nm23-H4; nucleoside-diphosphate kinase; nucleoside 5'-diphosphate
phosphotransferase (NDK)

Cytokine; MHC class I molecule; MHC class I subunit-related protein A (MICA); PERB11.1

Transcription/Repair; ubiquitin-conjugating enzyme E2 17-kDa (UBE2A); ubiquitin-protein ligase;

ubiquitin carrier protein; HR6A

signal/oncogene; RIBOSOMAL PROTEIN S6 KINASE (S6K)

Transcription/Repair; RAD51C truncated protein

FLAARIER ILIZBE< BRL TV AR T

signalloncogene; epidermal growth factor receptor (EGF receptor; EGFR); ERBB proto-oncogene

transporter; cytoskeletal keratin 7 (KRT7); cytokeratin 7 (CKT)

Cytokine; tumor necrosis factor receptor superfamily member 1A (TNFRSF1A); tumor necrosis

factor receptor 1 (TNFR1); tumor necrosis factor-binding protein 1 (TBP1); CD120A antigen

signal/oncogene; ras-related protein RAB5C

transporter; type II cytoskeletal 2 oral keratin; eytokeratin 2P ( CK2P)

signal/oncogene; ERBB2 proto-oncogene; NEU proto-oncogene; HER2

Transcription/Repair; thymidine phosphorylase precursor (TDRPase); platelet- derived endothelial

cell growth factor (PDECGF); gliostatin

signalloncogene; cell surface glycoprotein MUCI18; melanoma-associated antigen A32; CD148
antigen; melanoma adhesion molecule

RhoFamily; rho GDP dissociation inihibitor 2 (RHO GDI2; RHQO-GDI beta); LY-GDI; ARHGDIB;
GDID4

Drug Metabolism; cytochrome P450 reductase

Growth Factor; insulin'like growth factor binding protein 5 precursor (IGF-binding protein 5;
IGFBP5; IBP5)

apoptosis; caspase 4 precursor (CASP4); CASP5; ICH2 cysteine protease; ICH3; TX protease; TY
protease; ICE(REL) I1I

L ZERIRARNIC X Y IR 2RI 5 B1ETF DRl

Hi2n /A ZOERERECLVER L, FHAPERETORTETo%k, REOFEMEIE X
LVWA~BIZLYVREST (BE) 2HHL, BRTo 77 A LOEEREFTELE, GEA
B

26



BEo LAY N OBRGTF RN OERERB
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3. BRAEY v IATHRACBRVERETFORIR (PR

a) B TERAOEEGTPBMC & D)
cadherin 3 (CDH3); placental cadherin precursor (P-cadherin; CDHP)
proliferating cyclic nuclear antigen (PCNA); cyclin
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casein kinase I gamma 3 subunit (CSNK1G3)

insulin receptor precursor (INSR; IR)

heat shock protein 40 homolog (HSP40 homolog); DNAJW

wingless-related MMTYV integration site 8b protein (WNTSB)

BCL2-interacting killer protein (BIK); NBK apoptotic inducer protein; BP4; BIP1

cadherin 6 precursor (CDH$); kidney cadherin (K-cadherin)

N-sam; fibroblast growth factor receptorl precursor (FGFR1); basic fibroblast growth factor

receptor precursor (BFGFR); fms-like tyrosine kinase 2 (FLT2); heparin-binding growth factor

receptor (HBGFR-alpha A1); HBGF-R-alpha-A2; HBGF-R-alpha-A3

glutathione S-transferase M4 (GSTM4) ‘

insulin-like growth factor-binding protein 2 (IGF-binding protein 2; IGFBP2; IBP2)

metalloprotease/disintegrin/cysteine-rich protein precursor (MDC9)

mitogen-activated protein kinase 6 (MAP kinase 6; MAPK6; PRKMS6); p97-MAPK; extracellular
signal-regulated kinase 3 (ERK3)

6-O-methylguanine-DNA  methyltransferase (MGMT);  methylated-DNA-protein-cysteine

methyltransferase

RADGO

caspase 9 precursor (CASP9); MCH6; ICE-like apoptotic protease 6 (ICE-LAP6); apoptotic protease
activating factor 3 (APAF3)

b) SFETREANEVREFPBMC & OEE)

growth-arrest-specific protein 1 (GAS1)

selectin  precursor (SELE; ESEL); endothelial leukocyte adhesion molecule 1 (ELAM1)
phenylethanolamine N-methyltransferase (PNMTase); noradrenaline N-methyltransferase
ATP-binding cassette subfamily G (white) member 2 (ABCG2); breast cancer resistance protein
(BCRP); mitoxantrone resistance protein 1 (MXR1)

caspase 3 (CASP3); apopain precursor; cysteine protease CPP32; YAMA protein; SREBP cleavage
activity 1 protein (SCA1)

inhibitor of apoptosis proteinl (HIAP1; API1) + IAP homolog C; TNFR2-TRAF signaling complex
protein 1; MIHC

retinoblastoma-related protein p107

DNA polymerase alpha 70-kDa subunit (POLA2)

bleomycin hydrolase (BLM hydrolase)

cyclin-dependent kinase 4 inhibitor 2D (CDKN2D); p19-INK4D

glutathione S-transferase mul (GSTM1; GST1); HB subunit 4; GTH4
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REHM3 BRUESEERTFOFBEBERE Y L— FOEIT OB L 208 & 181 2565,
R, FEEN0, 1HERURGESES2+ELTT. EOONRRARRETEEIED
ZEERLUSMIBBWZ & ETFT,

32



Ek14
FR My b1 26EFBIR LABEFHCHE LULREREHES D £ LAIZIZTRR T
72

33
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I1

—
=

-In(p-value)

Savage Score
Percentiles == 25% — 50% — 100% — 250% — 50.0% =— 75.0% -— 90.0% 95.0% — 97.5%
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HWHEH17. group 1B X T 20BEFDAUCE F v Xtk

group GenBank AUC Od_ds 2.5th Percentiles 97.5th Percentiles
Accession no, Ratios of Odds Ratio of Odds Ratio
1  Y00486 53.7 7.58 296 36.67
1  L19067 527 13.63 3.18 425,78
1 AF017736 49.0 6.99 1.83 38.34
1 AF011792 48.0 491 1.80 19.40
1 AF048700 46.8 329 1.28 15.85
1  X05030 46.2 0.71 032 0.92
2 M62402 43.7 6.60 2.50 38.65
2 X76220 435 2.44 1.44 4.79
2 U66879 427 0.22 0.01 0.83
2 MS81934; 578187 42.7 436 1.85 14.37
2 U09178 40.0 3.38 1.55 10.60

* AUC: Area Under the Curve
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