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#2. BREGOH B ABC BERRET

GENE Accession UniGene ID CYTOBARND C.V RMAD
ABCA3 NM_001089 Hs. 26630 16p13. 3 0.51 0.33
ABCAB BX647672 Hs. 195395 17q24.3 0.70  0.50
ABCA12 NM_015657 Hs, 134585  2q34-q35 1.01 0.67
ABCB1 NM_000927 Hs. 489033 7q21.1 0.59 0,35
TAP2 NM_018833 Hs. 502 6p21. 3 0.41 0.33
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ABCB4 NM_01884% Hs. 287827 7q21.1 0.42 0.26
ABCB7 AAB99620 Hs. 370480 Xql2—ql3 0.49  0.36
ABCD3 NM_002858 Hs. 76781 1p22-p2l 0.38 0.28
ABCD3 BQO25562 Hs. 76781 1p22-p21 .01 0.36
ABCEL NM_002940 Hs. 12013 4q31 0.40  0.30
ABCF2 NM_007189 Hs. 438823 7q36 0.37 0.29
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