#1. 774 2e—RUOTa—7

Sindbis virus
5-CAGGACGTCTATAACGCTCC-3
5-GAGAACCTGAACTGGGTGGTGTC-3
HSV-1
5-GCGTCATGGTACTGGCAAG-3
B-TTGACTCTACGGAGCTGGCC-3
5 -TGGAGCTGATGCCGTAGTCGG-3' (TagMAN Probe)
SV-40
5-GACATTCCTAGGCTCACCTCAC-8
5-ACCTTGCCAAACTGTCCCTTAAA-3
5-CTTGAAAGAAGAACCCAAAGA-8 (TagMAN Probe)
Adenovirus
5-TCCGGTCCTTCTAACACACCTC-3
5-ACGGCAACTGGTTTAATGGG-3’
TGAGATACACCCGGTGGTCCCGC-3 (TagMAN Probe)
Poliovirus
5-CCCGAGAAATGGGACGACTA-3
5 TGGAGCTGTTCCGTAGGTGTAA-3'
5 "ACATGGCAAACCTCATCAAATCCATCAATC-3 (TagMAN Probe)
PPV
5-AACAACTACGCAGCAACTCCAATA-3
5-ACGGCTCCAAGGCTAAAGC-3
5-AGGAGGACCTGGATTT-3 (TagMAN Probe)

Real-time PCR/TR-PCR THW=75 4 w—& 7 u—7, Sindbis virus DiH4E
VX Syber green * v iz,
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#2. PEIBRE-XIL-TEHEIRDZ VAR

214ILA BE LA =g PEIRES
VAN E—-XRH
AR A JLZIE (HSV-1) Bk DNA + +
RIAILIA Ek RNA - -
TR TAIL R (PPV) T4 DNA - —_
KEHDORLZTAILZ(VSY) b RNA 4 +
Sindbis®7 4L Ek RNA 4+ +
SV-4051)ILR HIL DNA — +
HARAHADAILR H ) DNA + +
TOAAMBIAILA T9R RNA + 4
FTFI/oM4ILAR Ek DNA - +
BEIFF LA N A (HBV) ek DNA + +
CEF X914 ILA(HCV) Er RNA + +
ERRETRZIAINA(HIV) Er RNA -+ +
AR 204 VX (HAV) E- RNA - -
HSV-1
40
d:m
=
2 20
<)
(&)
10 T
= T
0 { ] |
original MW1,800 MW10,000 MW70,000

M1 RUI=FLoAIronTFReE VA NVABRENR
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SV40

H
|_|

Copy No. ( x 10%)
O = N W H T & ~ © ©
|

[ ) I L

original pH5 pH6 pH7 pH8 pH9

1 l

B2. PEIRRE—-XTLDVANVARMHNRO pHIZLSER

Adenovirus HSV-1
5 ° T - T
x 6 — =] =—
. > ‘
=4 + G 2
o | =
g2 1z I
o ‘ — g

o— O | |—L—| .

o 0 " —
original  PAA PEl  PLL orignal PAA  PEl  PLL

PPV SV40
3 T € 4 -
c ] X
) ;
2 S 2
3 3 i
(=% (=%
S [ , J 3o — 1L 1.
0 original PAA  PEI PLL original PAA  PEl PLL

B3, R FICESTIIFA R >—DBWNI LD VA VABREHROE
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RUFUYNLTIL(PAA) ABY-L-YPY (PLL)

MW 150,000 MW >>300,000
- (CHZ-CEH)n - - (NH-CHZ-CHz—CHz—GHz—(?H—CO)n -
CH, NH,
NH,
(18&7=V) (1#R/288F =)
RIITFLAL3Y (PED
MW 70,000
- (NH—CHZ—CHZ-RIJ—CHZ—CHZ—NH)n -
o
CH,

NH, 1§/ 28/38T73>)

4. UANABRZRANEAF A AR Y - —ORFER

250
ceruloplasmin _, 150
C ] tC3 ™
omplemen 100
[eM heavy chain _,
—-ij - - 75
Complement C4 ! albumin
- 50
o |
;! 7
PEIE—X  + - 25

5. PEIRER L —XIUA LR L ELICEGEENS
ME/RSTOEAEO MS/MS 2 X 5EE
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T U

-
=N }

~nN
(=]

—
W

Copy No.(x10%)
=

5

0
PEL-beads - +
Anti Poliovirus MoAb - - +
Anti mouse Ig GP IgM - - + +

6. HAETFETCOPEIRE Y —XIC L 2RI F 0L V2D

Copy number (x103)
5 2

g

PEI-bead ad + +

H7. PEIKRE—XIZ X3 HCV OIRHE

o~ 100F 1ml 10 ml
2 r ™ r hl
» T.
g 10 S
g ;
&
S i
17 c §
-
i
PEI-bead - + + + +
Anti-HBV - - + -

X 8. PEI IR — Xz k5 HBV Oififs & 5l HBV Hifk B4k
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® 3. T LDV AL bhA L DOAREAT

position cytokines
1A Pos nositive control
1B Pos positive control
1iC Pos positive control
10 Pos positive control
1E Neg negative control
1F Neg negative control
1/G ENA-78 Epithelial neutrophil-activating protein 78
1H GCSF Granulocyte—colony stimulating factor
11 GM-CSF Granulocyte—macrophage colony stimulating factor
iJ GRO Growth Related Oncogene
1K GRO- o Growth Related Oncogene—Alpha
2A -309 [-309
2B -1 Interleukin 1 Alpha
2iC IL-18 Interleukin 1 Beta
2D IL-2 Intsrleukin 2
2[E IL-3 [nterleukin 3
2fF IL-4 Interleukin 4
2|G IL-5 Interleukin 5
2H [L-6 Interleukin 6
21 -7 Interleukin 7
24 IL-8 Interleukin 8
2K IL~-10 Interleukin 10
3A IL-12 Interleukin 12
3B IL-13 Interleukin 13
3C IL-15 Interleukin 15
3D IFN-7Y Interferon gamma
3E MCP-1 Monocyte Chemoattractant Protein 1
3F MCP-2 IMonocy'te Chemoattractant Protein 2
3|G MCP-3 lMonocy‘te Chemoattractant Protein 3
3H MCSF lMacrophage-colony Stimulating Factor
31 MDC IMacrophage—derived Chemokine
A Mo IMonokine induced by gamma interferon
3K MIP-1 8 |Macrophage Inflammateory Protein 1 Beta
4A MIP-1 8 Macrophage Inflammatory Protsin 1 Delta
4B RANTES regulated upon activation, nermal T—cell expressed, and presumably
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secreted
4G SCF Stem Cell Factor
4D SDF-1 Stromal cell-drived factor
4E TARC Thymus and Activation—Regulated Chemokine
4F TGF-81 Transforming growth factor-beta 1
4G [TNF- o Tumor necrosis factor-alpha
4H TNF-5 Tumor necrosis factor-beta
41 EGF Epidermal growth factor
4J 1GF-1 Insulin-like growth factor-1
4K IAng lAngiogenin
5lA OSM Oncostatin M
58 TPO Thrombopoietin
5C VEGF Vascular Endothelial Growth Factor
5D PDGF-B Platelet-derived Growth Factor-B
5E L_eptin Leptin
5|F BDNF Brein—derived neurstrophic factor
5|G BLC B-lymphocyte chemoattractant
5H Ck B 8-1 Chemokine—-bsta—8
51 Eotaxin Eotaxin
5\J Eotaxin—2 MPIF-2 (Myeloid progenitor inhibitory factor—2)
5K Eotaxin—3 MIP-4-alpha (macrophage inflammmatory protein-4-alpha)
6lA FGF-4 Fibroblast growth factor-4
6B FGF-6 Fibroblast growth factor—6
6/C FGF-7 Fibroblast growth factor=7
6D FGF-9 Fibroblast growth factor—9
6E Flt-3 Ligand fms—like tyrosine kinase-3 ligand
6|F Fractalkine Fractalkine
6lG GCP-2 Granulocyte Chemotactic Protein-2
6H GDNF Glial~derived Neurotrophic Factor
61 HGF hepatocyte growth factor
6\J IGFBP-1 Insulin—like growth factor binding proteins~1
6K IGFBP-2 Insulin-like growth factor binding proteins—2
7IA IGFBP-3 Insulin—like growth factor binding proteins—3
7B IGFBP-4 Insulin-like growth factor binding proteins—4
71C IL-16 Interleukin 16
1D IP-10 Interferon gamma inducible protein-10
1E LIF | eukermia Inhibitory Factor
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liaHT

1F LIGHT

G lMCP-—4 Monocyte Chemoattractant Protein 4

7H |MIF mesoderm inducing factor

n |MIP-3 o Macrophage Inflammatory Protein-3 aipha
FiN NAP-2 Neutrophil Activating Peptide 2

TK NT-3 neurotrophin—3

8A NT-4 neurotrophin—4

8B Osteoprotegerin |Osteoprotegerin

8/C PARC Pulmonary and Activation-Regulated Chemokine
8D PIGF Placenta growth factor

8E TGF-82 Transforming growth factor-beta 2

8F TGF-83 Transforming growth factor-beta 3

8|G TIMP-1 tussue inhibitor of metalloproteinases—1
8H TIMP-2 tussue inhibitor of metalloproteinases—2
8l Neg negative control

8J Pos positive control

8K Pos nositive control
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[<ele BESN e T w) BNV S R

10

250

150

100 - T

(L]

75 - 4k
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0 - — 16
9 e

37 - 7
1 20
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20 - B

15 - 3
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30 46 54 62 70 91
1 ) t
46 54 62 70 91 120

Calsyntenin-1

AP endonuclease 1

translation initiation factor eIF-5A
moesin

ezrin

coronin 1A

Protein disulfide-isomerase A3
PA2G4 protein

Azurocidin %

Actin-related protein 2/3 complex

subunit 2

11
12

High mobility group protein 1
myelopercoxidase, splice form H17

13
14
15
16

18
19
20
21
22
23
24

myeloperoxidase
myeloperoxidase, chain ¢
Protein disulfide-isomerase A3
NCL protein

phosphoglycerate kinase
fructose-bisphosphate aldolase A
BC002338

Myeloblastin %

CTCL tumor antigen HD-CL-08
Elongation factor 1-alpha 2
eyclophilin b, chain A
peptidylprolyl isomerase B

11, BHESELESKE/SDS-PAGE 2 L HHbamsks v A7 Eoaete Rk
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(B)AH I CD31 AC133

) 0.2%
(A) 4IRS VEGF _-:'! Iﬁ ;
12
£10- T
3 1.02%
o g Mix —
o
X 6
84 . (C)FHM
2 T 5
1 ﬁ
% VEGF 3
VEGF  Mix VEGF Mix 3
- ) S
Eifm i 2
Mix 5 13.03%

<

Log Fluorescence Intensity =————————.

1 2. AC133 IBtE#Ela% SCF % TPO HE T Tt Lo — A& ICHET 5
CD31 sa5t#mka & AC133 IRtk

eNOS

KDR

B41 3. AC133 [5i#BAE %2 SCF R° TPO F1E T I8 LA FRICHER L T< 28k
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(B) EPCOFACSIZ &2 H
R H¥sm

Cont I 0.46%] | Cont 10.35%

A

(A) fBRa%%
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(=]
1

200

Cell Number (X104 cellsAwell)

150 +

100

50 ¥

SCF TPO Mix

X14. AC133 Bitt#Ela% SCF <2 TPO FEE TITIEH LB eI & HELL T<
% CD31 3REB AR D bR

1day TQays |

KDR

15. 774 7axsFr BCHEH# LK M BRoENRATBRMRO KDR 250
=ik
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CD3ickd Cx 37 Cx 40 Cx 43
SE%

1 day

H16. FRiFMBRMENERIEFMIROEE 1 HE & 7 HBIZKIT 5 Cx37, Cx40,
Cx43 O%HIR

W CxITRBROEREIL

0 day
(B) Cx372 KAV —H—eLi-Himt —X 4 HEk
OCDI D RBMAT
negative

positive

Relative cell number

4 day

CD31-FITC

7 day

—
Cx37- Rhodamine

X1 7. XKi§fhsd AC133 BHEARIRIZRIT B Cx37T RIEDOBRHE(L L Cx37 2 HE~—
H—& LIERR e —XoE %O CD31 SBHAT
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1 8. AC133 B3 CD31 B U* Cx37 BB 2 E23 L= ke KDR b ikizafnia
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VEGF(Cont) VEGF+SCF+TPO(Mix)
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VE-cadherin-PE
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K2 0. EPC @ CD31 & VE-cadherin » _HIiRE
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E21. CL6G52#MEILKEDRRZEIL

GFPO R IEIZ L HCLEGS 2D R EOBEELERT . T2 T
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MEM ¢ BB P CHRBELTOLHERStZFBL, SEFRRBOM2:EM %
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A. Factor Loadings Plot
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