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TF LI A ERUENT L 7=, £/ LRP5, DBP, GnRH., QPCT, ALOXI5 %3
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LUNMIMFUZ AR B IZHRE L FEEAIWTID e Z L 12, KEHESR
tEZ LN, 7 AREDTEFEHAL. DNAF 7 =707 LAk,
T A — LR & BEHIEE A EFE L7 genomic binding-site cloning EIZ XD
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HERL T OERN)RERBIEIIMZ .,
ZOFH LWEHERARCEFRBIC BT 4
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T AR BEMEIIBT ST
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TR hufUIRERETFOEFL. L
FOZEHOTIT-7, —2i. LS
v PEEEE & 0 EE U IEE A
fad v, &R (constitutive active form)
TAbuHF 27 F—(ERa. BEH
FRETT /) OANVAEHCTRRIRE
i, FHt 12 1R, 24 FERNH O RNA
EEMRL, HHTRENFEHINDIT A
Fa A vInElErE~vL 72T LAk
CTRE L, SonllizFoERED
Bimx, V7% A 5 PCR ETHERR
o bO—iF, TEHEMRKETHD
Hela {2 ER #EEMICHR S E/-ilas
fERL, =R busrmng 2 RERTE
BFERINIBEBEFE~S 72T LA
TRV —=7WicRBEL, o
BEFOPRHLEFFMRICBNTZR
R KL DRBAFTHEHEZTLLOZE
WL,

G BB AH LI rvaarFads
RIGERBEORERE (B8 EF)
AT v PEEE X DRI -
BHIFMIEE, BHEY, ROTRAary
VB, BV n ) UEETFTET THEIERE L,
&% 2 E, 4 BOEFMCT XA S
SUERML, BRBEYENALOGETE

A 7T LAICTHRELE,
@) FFEAIEELIZED TGF B RIS
TiZRIT BTN (4 H#1E)

Z v PR E FEMEE 12ratio T
AT D LICE DR passage & HY
mEEaEZFE L, & passage
IZBiF D 10%FCS TORFAE A2 b T
TGF 8 # #5148 R¥fflt oM O%E
fEEZ2ME Lz, 54T oML
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(5) ¥ Iy D3 ILEMHET pSTRP i &
BRI AR 2 BE
pS7¥®* J v 2 7w b U AMEFIF
i & B ps7hn o 7 L T
GTFoER (58 1)

ps7N ) o T U b O AHET v b
EET LV ER U -SSR EERARME
Ao, FEMeo 2k a ha—A & L,
RNA Z B L, BHRIZEEDH D HE
FreA 7T LLIECTRE LT,

(6) Hic3B T HH L\ TGF B IS E-IET
DR (i H L)

T v MRS REEMM,. v PEI{LE
MR 72 5N B D E{CEE SRR
Rz 1538 L. TGE B (10 ng/ml), Wnt3A(50
ng/mhd L <iX TGFB & Wnt3A Z[RIFFIZ
wmL., @ 6 REi%O mRNA %1%
ML, V7N# AL PCR IEIZT FGF2 72
5 UMZFGRIS B FORER 2 Hat L,
(7) FHMRICIBT S ELEERETO

R & Z{LISETHE T Metallothionein

R RIET R (5 FE)

EFAEBHRREOCETEAERE LT,
TiFfianELBHIF LN 5, AL
Rk vimeenFians 8
passage TOE hHRATHHENEA> 5 mRNA
ZHIH L. #IZE - TV RLVY 2 passage
@ mRNA #Za b —)LdLT<A7
07 LAEEANT, THFAROMERE
IZE D RE LR TI2RETROTICHE
FERTT28EEFEZVANTT 7 LT,
Z® Y A hthD Metallothionein (MTHZ{E
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LSz~ —2— ¢ O£ L
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QD Wnt-8 AT =P A{EERT
sFRP4 Dii{nF&RIAE Bz BT T4
& F IR bIT B DR E(ICET
% gt

LRP5/6, DKK1 & [ LT sFRP4 =
FITEITD Arg262 O SNP (CGC—CGT)
tZB L T, Tagman PCR £ % T
genotype D431 1T o Te, BB otk 379
AZxHE LT BMD & OBEE ML
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7 v hEAEETE H R AR A,

10%FBS. 50 mg/ml 7 A2/ fE L
C5mM 8-7Ytre U BRI o-MEM
WTCHEE L, AT 4 ARKEEBE_ME
DA—ATITV, %43 H, 5A, 8H,
11 B, 13 H, 15 H, 18 Hi£iZ RNA %
R L, £ EN DR T D LRPS, sFRP4,
Kremenl, 7/ 4 VKRR 7 7 #—HE(ALP)
WM FRBEOE{%E SYBR Green Real
Time PCR {EZ THIT L 7=,
3) Wnt-LRP5 #5 & M FAAE

WNT-LRPS < 7+ NAEREE A Th
7% WNTI10B, FRZB, DVL3 %2 5 UNZ B -
catenin BiEFIcBIT 2R TERICEL
T, Tagman PCR {£% VT genotype @
SGEEIT->T. ARGELEEZHSLLE LT
BMD & DB#E A2 REt L7,
4) FiZBi+ D ALOXIS-PPAR vy FRH% & 47
ERIE

B b ALOX15 @ S bHisEE L &N
PPAR v B{zF Intron3 ZBiTA28{ETFE
BIZBI LT, Tagman PCR % HW T
genotype D3 EITo T, BR%Ltt%
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b KRR kE FHIIE 10%FBS,
50 mg/ml TAaLEVEEIU S mMB
7 UtV 7 EEEMN o -MEM 2 THEFE
L. b b B E i ke f R
Clonetics #F D #E fiE LA 72 & TN
SEF S E AV UIER 2T 12,
ALOXI15, ALOX15B. ALOX12, COL2Al,
ALP = FRIEOENL EEREAIZ SYBR
Green Real Time PCRIEIZ TR L=, B
FHC T F A2 10MZIRINL
N 6 HERSE D RNA R LR DR
thzx=1T->7,

(9) 7 uTA— LRI KB
B3 #Iy KISERAHDOE
F (i HE)

a7 A —LfETEERCT, BH
JalZ B W THHEBRER IR INE L TH
REOE T 2EOETHEBENICEEL
7o B MTIEMAERasE MG63 | HOS
BLO Saos2 #HWT, FHERIERE
WTHHEZIV K, (AT RL sy,
MK-4) OEHZ/E L1z, MK4 THifa
OB, ZIRITEERKRBEEANWCE
HEASEEL, 7~y —FVUTF T
N—(CBB) 5 2 WM T ERYLE 29T 1,
oy he—/ bt U TRREOET
AEAHARy Pz 2oWTH L4
(MALDI-TOF/MS)FEAT 247\, ERH %
RELE, RELEEATIZS2WT, ¥
TR 7oy PO RBRAGEOE{LE
figdr L=,

(104 2 K OFFMzT 5ER
WBITHARTEA F X ZTHEMEESXR)
DEHE (8 HE)

BIEMBICBITAEY I K OFL
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T, L7257 —ETFT oA EER
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ThisV 77y sI v K
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LEMRT-PCR IEZ A L=,
(ADEHEAEICETIEZI v K 6T
IZ SXR DIEMHE-T OfFT (o -

# k)

Flag # 7%t L7~ SXR, 1EF AL
MR SXR & LT VPI6 JEHEE FAA
vEFEES LT SXR (VP16 AD-SXR) A2 5
VN2 VPI6 IEHMEBI N A A D7 I /K
MR EEEFEA LI SXR (VP16 ADq-
SXR)ZER L, SXR DUV H v FTHSD
U770 rBIREZI Y K, (AF
¥ /-4 : MK4) 12 L 8B EMH LA H
iz, SXR DOEMEE T TH D CYP3A4
@ SXR IGERINERE LI VAR —F—

FRWTAL 72 F—ET w4 21T,

E D RIBEMNZER LI VPI6 ADgr-
SXR EHFFAI FEAWT, b MBHF
NAEE MR R MG-63 TR ERT Mgtk
Z{ERL L7, VP16 AD-SXR ZEFIM
FI(MG-63/VP16 AD-SXR)E L U=/ b
B — LRy F— A LR ERE
MG-63/Vec) Z ) 7 7 v B LU
MK-4 THIEXL, DNA Fv 7 %1757z,
DNA F v 7% Affymetrix #:¢> Gene chip
2R,

MG-63/VP16 AD-SXR #iZIZ I VT,
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Eiftay be— B LTI 7708
B XU MK4 O Y H 2 Rl X
DRERBEAREDONZHEETEZ SXR
ER & &E 2T, DNA F v 70O
REMRT D120, F898ETFO mRNA
HEEEE VT FRlE 12 RS
48 FERIE T real-time RT-PCR {Z L b #Xr¥
BT Lz, BB TIZ20nT,
SXR % iE BB MIMG-63/SXRIZ 51T 5
mRNA OREBFFL A FIRKICHRIT L, &
o, YZuAXvI FEMCL Y RO
BEHIGRERE LB TR
BEOELEFENT L, FEEFOIREFH
R > SXR IRERIH 2T —F ~N— A
HH#FE LT, WEB ¥4 b E® Tcoffee
TR TERWTT S BRIV 645
THREMEER L, mFGOos Iz T
mRNA OBREET T,
(IEHZERLEFOEBRRFOTHRR
EFEBBEFELTOHRS (HH
Hnjig)
Ao ZBEEI T FREERA
fvETu—T7EHEABEL, TR brF
GETTW2hORFHIL LTI &
n—L7 T Y Mg AR LA B
WT AF2 5B G R FES FOHPEE
Tholc, £z, Az, =X by »
SZHRED AF-1 IEHE28 5 AB iz 7
O—7ERELET 74 =F 4 —F 0O
N7 4=V —nTFoT
R AELEDTEIC L Y ARl BEERE
RT¥#HEEOBHEZTo7-, S5, full
length @A b1 7 ZFEEZEIHIC
FELT 5 MR ORI 21TV, SERM
Ao A su g BRERRELERT
BEEERE L, HEEL 28BS KO
BRNFORERZI_NTFF~AT 4 o H—
VT4 B DT T,
A BE S ERET LA b
TR EOMEFER ORI IIRERL
FRikL GST N F o ikiz k077,
Fio, HEHEOMEETFOMBNTOH
HEMRATIZ. RNAI &, 7 F Rk,
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(1) B £ 7 TG U B EE R B
fZF & LTOH LWt 1S
RF - 2R T ORE, HaEfitT (&
82 A
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i BERREEZN UTERT 25 HRE
FHROBRETHIEZI VKBLU=
A basF s FARBICOWTHETRY
BB FRESMOEREBITo 7, FRIZ
SHEX, AFETE X I CKEERTF
ELTDy-INERFL7—EBLUVED
T Z bR & 2% T3 HBGP (Bone Gla
Protein) IZ2>W T, Bz FHE~TAD
ER 2970, BB TOERICSNTHR
HMETI, &b, =AM rOvy
TR EZEP ORI TS
7odHliz, =A% — (ERa
BXUVERB), BIUVEOTRIELEL:
FHLEORABIZOWTERKEL Y it %2
ToTWL, BB, V¥4I UDIZELT
M. ARMFICERE O S5 T H D kL
(K - 4N - #83) PERICZOZAE
HBORGFRE~YTVAZERLTEY,
SHEEHE LT TWS, T,
STEFTRE TR - FHEANEME L
TERA MY rBLUEF I UKiZ2o0n
TOY 7T ERENICHRIAT S DI,
AMIEREETOSEER E LT TOMN
TEIT D,
in vivoCORRZTIX., EREELE
NS ETFHOEMCYWT, &£
{2381} % gain of functionZ 1T 9 EEF D
L, BLUOHREBTFUEET V8 OE
WMETHZ &k, MREICBTS
AbhaFr I VKYU T TADRER,
BLOWBREORIEEZEIET, LLEOR
TEREEPZITT A 00, £ EMERIZ
KEL DT D ESOHEMEDLE L 22
D, ZhoDHMEBLTERET LTI
DEREIT S,
L VHy FEEEREOER A be sy

I-

LVEZFE—TdHAH(caER a B L T caER
BYNT ARV z =y 7=y ADERE
L O FE DR
287 I VKIETREy - IR X T —
BLXUEOTSEANF 2 ELT
DBGP, EDO vV ¥ I VKEEREGTFD
G UvAV 2oy 7T ADERE X
U DT
EHAFFEMIIRETUETE D0
FAMR R BEFiCre 2 BT B~ 7 2 D HE(
BLOERR O
I, 2, BLU 3 TERLBEFRE~
UAERRESEDH I EICL Y, B
FEIZ gain of function T DHEHT L,
BHUEE TCOEEER I PO TRET 5,
(14 FEN o 7 F NARER T - R A -

BEREAOFTHBERBREFELT

OFEH (GriE 8
1) 2 WRERIKE - AR fFic k550
U CEHEDRERNT

&2 DRIPETHIENOF a2y R
fbic¥ o &5 BEBEZ 200%E T
T5, KEZIE, Vot Fue v v2g
ARy POEELEFBET 550 T
A, RoARy MITIVH LT
BEOMICE>TREEITILELRH D,
BT RICHTD Y B ERED
HEREDLDTENZ G, U b
FrirEERERAHEREL THLM
oo ENEELY, FODITET,
my BT a Rk 4G10 ZHNWT
FRAEEE IR % S L Y 2 FiEiRo
PR THD, HMLEZERAY 2
WIREKKENZNT, ADARARy b &
B THEET S & & biC, EEET
ARAEHEERY) VB EFa o bk
X3z Rxy o Tay FTHITL, F
ni ) UBEEREERETS, 2o
IO LTHHEEL Foxrr/EAHT
DARy bEAERBYREIE L., BIFEIZ
L BREBE, VrBtoREOCTLERE
BT D, EEE Ny 7EAH She,
IRS-1, FRS2, Cas. Dok, Gab-1 72 ¥iZ



DWNTH, Rk, VUBkFos
VHERLERRRATY A Z T oy b
fEtr L. ) Bk Fus rEREOEL,
HEEAHOR{LR FEEET 5,

2) A b rofiticsdamin
TF R ORZAT

HHIAEBWTIHT R b & DR
BB ERIC W TIRE DB
HEHENTETEY, HATOERIL2
WTHEMRIGE TS T 55—k L
BoTETWLHLOD, Bkl /)
NRFRIZ O TEITH bR TR,
2001 #EIZ Kousteni i, FiMlao = k
RV FIZEATHRP—V AR, = A
B o7y FaAriEaLcitliand
EWHHRIZ, TREOE~DRTESCH
ey e MiIaN S 7N EENEES LT
ZZEERHALMILE, BriXIOT—
LIS E, BREREO=R bu R
BZTWBHL TPV EHLENITEED
TTA Il UEENAAL % Flag # 7
MU TRICRRT S AT
7 FEERLUBESFEICESTHER
TEHYULUEESNICEIVRET S, &
HItRIE LT R ba &y o ZEEME S
T A MR oREREOSMIEBU
AWIERIZ DWW TENT 2ED ., Src
F—EFOEEED SN VIZTONT LN
~5,

3) AR A F A AV R o
Fifk, EECEbLIF o) VR EE
B DT

TR ORI CREE MRS Ic s L
sealing zone #JEMT 5 Z LIk 0 FRPES
BN BREO:-OD 4 Lixs,
ZDEO AT v LI BRI O 7= DI kR
BDTHETHY, ZOBRICELIEE
MR OEAER L EMERTOMEDT=D
WHEARBOTHDEELZLNRTWD,
Fe 2 3B AEREHER O 72D O ItAHI R
DL IRNE
ZOERERPIEBERICEbS T
YEHEERHORBAED T EI,

WG ARER 2T 7 VIl - T,

I-7

ESBhAE Y —TRRT TR SN
& AEaER Hu-09 13, BiBEE, Kic
%ﬂ@ﬁﬁﬁ%n%nﬁﬁmiénfﬁ
n . ZHEORIZIHESRERCETRE
KREBeFVBHD, ZoFRAENROE
ThEELEF AN L TV L2 DS
Fu, FhThoRiEoEARTT., i
Fuyr) CEBEERBEOMITICE VT
EMT 3 R HIZIFE R D T &
77 ZOBET Sric 77 XY —FF—+
LOPOEHRORRABIEETH D
IEBRAENIRATER, VZAF
Tov b, FF—¥T vtA., MlahsE
PAELYOFEIANTINEDSG TR
Src 77 2 U—O - HEE~DHD
0 EBHNNIT B,

4) Src 77 2 ) —FF—EoOr I
iz & 2 MR RE DR O K 3T

Atk E 512 Src 772U —
MR X AEMHRE oM, ZEERY
D EEETRKE L FOIEENGIBEN
HEWVWI R EFRE D, 1o T Src iED
PR EBIT A Hh-» THEHEEOT
Ta—FRh oD, F5IE. in
vivo DY AT A~OEBMHELR IS
B2 - BBt L TS, b — AR —
YO EIZFD ATP FEEIOTa v
Thh, EB, BERESHHEDATHS
BEAYOXFF—FIHEBARN ZOERE
FiZEBrbDOTHD, AFERMER Src ¥
F—EOEFHRILIZEAE ATP fEETT
PRETAEEZONRS, BMEAIXED
A ORGSR B o F - —F iz
HEERADEP LI LENBENETH
%, Src ¥FFT—YOEBENERILEIEE
T B HiEE L T—2ik Csk A2 FDEAZ
LW iEERSEF a2 Y U ET S
Z &, Sre-SH2/SH3 7rhusizloks
WEM L FOREEMNET A EMNE
ZAbh3d, BBz Sic ¥ F—¥ikoT
Far) VEbEZT AT L
TY UMbk E T ey T DK, U ER
fLickvATFH 7P ZilE+o o &



BEZLND, ZOEDITEERTST
DRITE « WEEFRT B M L 72 5T L B8,
Src FF—EDFELL DAY ERMEGE
O o TS E DHEEE D 2 O IE H 3k 5 " HE
HdH 5, MEME IR RNAI OFik
RV, BRBERATOXESFOR
MEMZBZ LT, BFEMARICBWTIR
Z ORIt EEIZ., BWERRIZBW
THRZ OO EFRECHBERICE D
L ORI T 5, e D
yua—=w7 L%k Src FarrF—=F
DEGERILE Cas 12 2W TR MRS
B aryFaoarN, v rF7 o b=
T ADERETTOHTEY ., TR
RErith+ 5,

(fR B ~DEE)

AR FEFERFMER e 72 b ONT 45 3
FERFERRHICIATER 25D Mm%
BESMMHEELTEY, b M. Bz
T 2 SEGR, ERBYMORD FEWESE
TeARWFIEIZ > W TRE 2 & THI AR
AR IR, FEEHCt o TSI X
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Ietbp3Mouse DNA sequence from clone RP23-20C9 on chromosome 11

DIk1 (delta-like and Gtl2 gene) Mus musculus DIK1 gene for delta-like and Gtl2 gene
decorin - Mus musculus decorin (Dcn)

Adhl Mus musculus clone rp23-393j8

Scg2 Mus musculus, Similar to secretogranin I, clone IMAGE: 4481580, mRNA

Xist inactive X specific transcripts, full insert sequence

Adamts2 ADAM-TS 2 precursor (A disintegrin and metalloproteinase with thrombospondin motifs 2)
{Procollagen I N-proteinase) (PC I-NP) (Procollagen N-endopeptida)

Gasl Mus musculus growth arrest specific 1 (Gasl), mRNA

Nrg! Mus musculus odd Oz/ten-m homolog 4 (Drosophila) (Odz4), mRNA

Colla2  Mus musculus procollagen, type I, alpha 2 (Colla2), mRNA

Smoc2  Mus musculus secreted modular calcium binding protein 2 (Smoc2), mRNA
Chlal Mus musculus osteoblast specific factor 2 (fasciclin Hike) (Osf2-pending), mRNA
Col8al  Mus musculus procollagen, type VIII, alpha 1 (Col8al), mRNA

Gast Mus musculus, growth arrest specific 6, clone MGC:6124 IMAGE:3592398, mRNA
Prdc-pending  Mus musculus protein related to DAC and cerberus (Prdc-pending), mRNA
Agtr2 Mus musculus angiotensin I receptor, type 2 (Agtr2), mRNA

X58196.1 Mus musculus H19 fetal liver mRNA (H19), mRNA

Emb Mus musculus embigin (Emb), mRNA

PdgfraMus musculus platelet derived growth factor receptor, alpha polypeptide (Pdgfra), mRNA
[af2 Mus musculus insulin-like growth factor 2 (Igf2), mRNA

3.66 51452 14058 MGP matrix gamma-carboxyglutamate (gla) protein, full insert sequence

3.579 1241
3.496 725
3.474 586
3.429 1346
3.421 976
3.363 3264
3.345 431
334 710
3.288 654
3.284 440
3.203 216
3.049 290
3.005 4395
2.949 9461
2.902 2703
2.886 408}
2.881 159
2.878 694
2.872 730
2.863 312
2.857 3811

346
207
168
392
285
970
128
212
198
134
67
95
1462
3207
931
1414
55
241
254
109
1334

2.852 159895606

285 110
2.842 503
2.838 3147
2.827 1944
2.826 2082
2.822 2423
2.817 180
2.812 394
2.808 310
2,598 3086
2.567 7253
2.555 402
2.553 1714
2528 365

38
177
1109
687
737
859
64
140
110
1187
2825
157
671
144

Col6al  Mus musculus clone IMAGE:3486796

Pmp22  Mus musculus peripheral myelin protein, 22 kDa (Pmp22), mRNA

Nfib Mus musculus nuclear factor I/B (Nfib), mRNA

Pdgfrl homolog to PDGF RECEPTOR BETA-LIKE TUMOR SUPPRESSOR, full insert sequence

Txnip Mus musculus thioredoxin interacting protein (Txnip), mRNA

Ramp2  receptor (calcitonin) activity modifying protein 2, full insert sequence

Seppl Mus musculus selenoprotein P, plasma, 1 (Seppl), mRNA

Sdfl Mus musculus stromal cell derived factor 1 {Sdf1), transcript variant 1, mRNA

Serpingl serine (or cysteing) proteinase inhibitor, clade G (C! inhibitor), member 1, mRNA, complete cds
L0901 D03-3 Homo sapiens similar to v-tnaf musculoaponeurotic fibrosarcoma oncogene homolog (avian), mRNA
Zacl UNKNOWN: Similar to Mus musculus

Nedd4a Mus musculus neural precursor cell expressed, developmentally down-regulated gene 4a (Nedd4a), mRNA
Apoe  Mus musculus apolipoprotein E (Apoe), mRNA

Cst3 Mus musculus cystatin C (Cst3), mRNA

Oxct Mus musculus 3-oxoacid CoA transferase (Oxct), mRNA

U54984.1 Mus musculus matrix metalloproteinase 14 (membrane-inserted) (Mmp14), mRNA

Clu Mus musculus clusterin (Clu), mRNA

Smocl  Mus musculus secreted modular calcium binding protein 1 (Smocl), mRNA

Colla2  UNKNOWN: Similar to Mus musculus procollagen, type I, alpha 2 (Colla2), mRNA

Pcsk5 Mus musculus, clone MGC:18501 IMAGE:4036159, mRNA, complete cds

Empl Mus musculus tumor-associated membrane protein (TMP) mRNA, complete cds

Osteonectin Mus musculus secreted acidic cysteine rich glycoprotein (Sparc), mRNA

Agpt2 Mus musculus angiopoietin 2 (Agpt2), mRNA

Al413331  UNKNOWN: Similar to Homo sapiens LOC157935 (LOC157935), mRNA

All15348  Mus musculus, clone IMAGE:5134400, mRNA, partial cds

K0324A06-3 UNKNOWN: Similar to Homo sapiens integrin, alpha 11 (ITGAIL1), mRNA

Al450948 UNKNOWN: Similar to Mouse DNA sequence from clone RP23-412P21 on chromosome 13
DI10Ertd73e UNKNOWN: Similar to Mus musculus clone MGC:38258 IMAGE:5324816

Nkdl Mus musculus naked cuticle 1 homolog (Drosophila) (Nkd1), mRNA

Mdk Mus musculus midkine (Mdk), mRNA

F2r UNKNOWN: Similar to Mus musculus thrombin receptor (Cf2r) gene,

Rbbp7  Mus musculus, retinoblastoma binding protein 7, mRNA, complete cds

lgibpd  Mus musculus clone MGC:29917 IMAGE: 5123738

Rad2l  Mus musculus RAD21 homolog (S. pombe) (Rad21), mRNA

Racl Mus musculus, ras-related C3 botulinum toxin substrate 1 {rho family, small GTP binding protein Racl)
Col5al  Mus musculus procollagen, type V, alpha 1 (Col5al), mRNA

I-12
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0.263 -1.925
0.265 -1.916
027 -1.889
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0.36 -1474
0.362 -1.464

0.367 -1.447

0.396 -1.338

0.397 -1.334
0.399 -1.324
0.403 -1.31

0.413 -1.276
0414 -1.274
0.414 -1.274
0.418 -1.26

0.424 -1.237
0.426 -1.23

0.436 -1.197
0.445 -1.167
(.449 -1.156
0.455 -1.137
0.457 -1.129

0.471 -1.086
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60
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100
85
421
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45

47
36
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Dby Mus musculus Yp BAC GSMB-187H15 (Genome Systems Mouse BAC Library)
K0515B06-3 Similar to Homo sapiens chromosome 5 clone CTD-2060010
pP57Kip2 Mus musculus cyclin-dependent kinase inhibitor 1C (P57) (Cdknlc), mRNA
Segnl0  Mus musculus superiorcervical ganglia, neural specific 10 (Scgnl0), mRNA
Eif2s3y Mus musculus eukaryotic translation initiation factor 2, subunit 3,
structural gene Y-linked (Eif2s3y), mRNA
Col2al  Mus musculus alpha-1 type II collagen (Col2a-1) gene, exons 51 and 52 and partial cds
H3022G12-3UNKNOWN: Similar to $.pombe chromosome | cosmid c22H10
Tnfrsf1 {bMus musculus mRNA for osteoclastogenesis inhibitory factor, complete cds
L0824B04-3 UNKNOWN: Similar to Homo sapiens chromosome 15, clone RP11-673C5,
complete sequence
Dbnl Mus musculus drebrin-like (Dbnl), mRNA
JO416H11-3 UNKNOWN: Similar to Human DNA sequence from clone RP11-185K11
on chromosome 10, complete sequence [Homo sapiens]
JO9OSHO4-3 UNKNOWN: Similar to Human DNA sequence from clone RP11-396K16
on chromosome 6 Contains ESTs, STSs and GSSs. Contains a mitochondrial 165 rRNA
{(MTRNR2) pseudogene, complete sequence [Homo sapiens)
J0248E12-3 UNKNOWN: Similar to Mus musculus adult male testis cDNA, RIKEN full-length
enriched library, clone:4930500F21:unclassifiable, full insert sequence
J0426H03-3 UNKNOWN: Similar to Caenorhabditis elegans cosmid CO9E7, complete sequence

L0246D08-3 UNKNOWN: Similar to Humulus lupulus chs3 gene for chalcone synthase, complete cds

Ctbp2 UNKNOWN: Similar to Mouse DNA sequence from clone RP23-47A2 on chromosome 13,
complete sequence [Mus musculus]

Rgs17 Mus musculus regulator of G-protein signaling 17 (Rgs17), mRNA

Pbx2 Mus musculus pre B-cell leukemia transcription factor 2 (Pbx2), mRNA

NM_009465.1 Mus musculus AXL receptor tyrosine kinase (Ax), mRNA

L0834B03-3 UNKNOWN: Similar to Homo sapiens chromosome 8 clone PAC 87.1 map 8q24.1,

complete sequence

Elk3 Mus musculus, serum deprivation response, clone MGC:25726 IMAGE:3980310, mRNA,
complete cds

J0421D03-3 UNKNOWN: Similar to Homo sapiens 12q BAC RP11-611E13

(Roswell Park Cancer Institute Human BAC Library) complete sequence

K0248G09-3 Mus musculus, Similar to calcium/calmodulin-dependent protein kinase (CaM kinase)
I1 beta, clone MGC:29431 IMAGE:3675224, mRNA, complete cds

Pdlim!  Mus musculus PDZ and LIM domain 1 (elfin) (Pdlim1), mRNA

K0337H07-3 Mus musculus procollagen lysine, 2-oxoglutarate S-dioxygenase 2 (Plod2), mRNA

Cirbp Mus musculus cold inducible RNA binding protein (Cirbp), mRNA

H3148G07-3RIKEN full-length enriched library, clone:2810481G 13:t-complex-associated testis
expressed 3, full insert sequence

2831 6010 Osteopontin Mus musculus secreted phosphoprotein 1 (Sppl), mRNA

I-13
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Transcription Factor

human forkhead gene, freac-6 (FKHL10)= mouse Fkh10
NFRKB (Nuclear factor related to kappa B binding protein)
Smadl

Cancer related gene

TAN-1 (the human homolog of the Drosophila notch gene,
Notch (Drosophila) homolog 4)

Bcl-2

Bcl-3 (B-cell CLL/Tymphoma 3)

IPL / Tssc3 (Tumor suppressing subtransferable candidate 3)

c-abl

Cell cycle
Transcription elengation factor B (SIII), polypeptide 1 (15kD, elongin C)
p2160 (Cyelin-dependent kinase inhibitor 1 A) *

Cell aghesion molecule

DSCAM (Down syndrome cell adhesion molecule)
ALCAM/CDI66 (Activated lcucocy te cell adhesion molecule)
Integrin alpha 7 chain

Desmoplakin (DPI, DPII}

WD-repeat protein 1 (actin interacting protein 1)

NAD related gene

NADH:ubiguinone oxidoreductase MLRQ subunit homolog
Lactate dehydrogenase A

SCO (cytochrome oxidase deficient. yeast) homolog 2 (SCO2)

Collagen
Collagen, type III, alpha 1 (Ehlers-Danlos syndrome type 1V, autosomal
dominant)*
Collagen, type IV, alpha 2
Collagen, type VI, alpha 1*
Collagen, type VI, alpha 2
Collagen, type VI, alpha 1 {epidermolysis bullosa, dystrophic, dominant
and recessive)
Fibronectin 1*
Osteonectin / SPARC (Secreted protein, acidic, cysteine-rich)*

Chaperone
BiP (glucose-regulated 78K protein)*
Crystallin alpha B chain

Others

NIK (Nck interacting kinase)

FKBP12 (FK506-binding protein 1A (12kD))

PAF-AH2 (Platelet-activating factor acetythydrolase 2)*

Parathyroid hormone receptor 1

human serum amyloid A (SAA2)

QOxysterol binding protein (OSBP)

Glutamate receptor, ionotropic, N-methyl D-aspartate 2B
Dihydrolipoamide branched chain transacylase (E2 component of
branched chain keto acid dehydrogenase complex; maple syrup urine
disease)

Coagulation factor XIII, Al polypeptide

Poliovirus receptor-related 2 (herpesvirus entry mediator B)

carbonic anhydrase VI (CA6)
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Metallothionein 1H

Metallothionein 2A

Mitochondrial ribosomal protein S15

Mad4 homolog

Cytochrome c-1

Olfactory receptor, family 7, subfamily E, member 47 pseudogene
Glioma-associated oncogene homolog (zinc finger protein)
Latent transforming growth factor beta binding protein 2
Caspase 3, apoptosis-related cysteine protcase
Glutaminyl-tRNA synthetase

Eukaryotic translation initiation factor 2B, subunit 5 (epsilon, 82kD)
ADP-tibosylation factor-like 1

Serologically defined colon cancer antigen 28

NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2
Aminomethyltransferase {glycine cleavage system protein T)
Ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase}
POU domain, class 3, transcription factor 4

X-linked retinopathy protein

RAB2, member RAS oncogene family

Hydroxyacyl-Coenzyme A dehydrogenase

hydratase (trifunctional protein), alpha subunit

Laminin, alpha 4

Neuropeptide Y receptor Y5
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ST 2HRNZER PXR BLEHTHD
ZEETRLE, 5T, SXR DEEREIC
ST 5ER T 5T, SXR &
TEFE AR % AV T Real-time RT-PCR
HBIZX0, BE~—F— mRNA %
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