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HBEWTESTIZDWTDO RS AT h—
LERT—FENRLT—INR—AEBET
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WTHEE D IVT(in vitro transcription) &
BAEEZTEERHFEITORE LI L
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=8, T ADRBAZERICIE > THHEE

DIES5DEFRD SN BAC Tu—T D7
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—H~EDRT = R—= R B R LT,
FEEIIHR P ED 2 —HY— g v —T
— AL FDOHFEI L EICHONWT 2 —F DM
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