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Table | Demographic characteristics of the groups of MAP psychosis, schizophrenia, and healthy controls

Patients of MAP psychosis Schizophrenics Heal thy
Controls
Transient Prolonged Persistent
Groups Type Type Type
Lightly Severely
Disturbed Disturbed
Group Group
Number of 48 16 14 18 1 7 30 30
subjects
mean age (Years, 44 (105 32.048.1 31.9410.8 34.047.2  24.5%5.0 33.1#10.1  34.848.8  31.5i5.3
meanzSD)
Gender (M:F) 34:14 9:7 9:5 16:2 10:1 6:1 20:10 21:9
mean years of
full-time
. 10.3+1.5a 10,8%£1.7 10.5%1.5 9. 7%1. 2a 9.540.8Ba 10.0+1.7 10. 8+1, % 11.940. 5
educatioft
{mean+SD)
dose of
medication at
the test . 1016£1353 4884556 5964520 1810+1872c,d 161041416 2125+2531c 13634899 -
(chlorpromazine
equivalents)
(mg, mean+SD)
meandurationof o o 0 0 6.246.2¢ 3.743.3e 7.645.4f  T.245.5  B.045.6 14. 149, 3 -

iliness (years)

Gender for 3 groups (x2=0.150, d.f.=2, p=0.6981)

a P<0.01 versus Healthy controls (ANOVA with Scheffé)
b P<0. 05 versus Healthy controls (ANOVA with Scheffé)
¢ P<0.05 versus Transient Type (ANOVA with Scheffé)

d P<0. 05 versus Prolonged Type {ANOVA with Scheffé)

e P<0.01 versus Schizophrenia (ANOVA with Scheffé)

f P<0O. 05 versus Schizophrenia (ANOVA with Scheffé)

A BEHIX B.ZME & R~ E

Fig. 1 BERREBHREICAVZR (BSFRER)
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Table 2 BPRS at the test, GAF at the time symptoms stable, and family history in the groups of MAP psychosis
and schizophrenia

Patients of MAP psychosis Schizophrenics

Transient Prolonged ,
Persistent type

Groups Type Type
Lightly Severely
Disturbed Disturbed
Group Group

Total Scores 10.545.0a 8.9&4.2a 11.124.5a 8.743.8a 16. 046. 2b 31.2+17. 0

Subscale for

Positive 1.742. 1la 1.4%2.3a 1.3+1.2a 1.5+1. 1a 3. 343, 6b 7.3+£3.8
BPRS Symptoms
Subscale for
Negative 1.4£2. 3a ¢. 0a 1. 1£2. 7a 1. 91, 4a 4,342. 6 7.543.6
Symptoms
GAF ‘ 54 347.8a 57.6+44.7a 54.0£11.3b 55.2+2. 3b 46, 1+5. 7 42. 7+14. 8
family history of 9 2 3 2 2 10
schizophrenia (18.8%)  (12.5%)  (21.4%) (18. 2%) (28. 6%) (33. 3%)
No family history 39 14 11 9 5 20
H 1
O Tamiiy MISters (81.3%)  (87.5%)  (78.6%)  (81.8%) (71. 4%) (66. T%)

Family history for Map psychotics and schizophrenics (x2=2. 131, d.f.=1, p=0, 1444) , four groups of MAP
psychosis and schizophrenics (x2=2.893, d.f.=4, p=0. 5759}

a P<0. 01 versus Schizophrenia (ANOVA with Scheffé)

b P<0.05 versus Schizophrenia (ANOVA with Scheffé)

14 - 14 — -
*% L E
12 - 12 o
10 - &10-
F‘L; J
8 < - ) 8

%
6 L 6
4 A h
4 3 ;4-
2 - 8 27
0 L o -
B Y PP B ®S e

=

¥ FARHE okt TR EgbiEE  EURE O SSBE 0 3R
ANOVA with Scheffé L p0<0.08 ., p<0.0L

Fig. 3 6ECLARIGHERE R 27 OHE

ANOVA with Scheffé L, 0<0.01

Fig. 2 3BICLA3RGHERRA 7 OHE
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& —RiAETY /L, DNA 2B U. BB
OFEFTICER L.

DRD2 BinF TIHBENZHTH D T LB
HS5NhTWwa 7O —F —ERITH 5-
141Ins/Del % B, exon? 3% % non-
synonymous £®T#H 3 Ser311Cys. 3°F
B Taql AZE 2T LR 1 ). Tag
[AZE EL-141Ins/Del ERO TS5 14 v —B &
DRAREREEEREFCER LZFE
T 7,8er311C v s 8L Arinami &
2 ) HEICHEW, 5 -ACCAGCTGACTCTCC
CCGACCGGTS', 5'GGAAGGACATGGCA
GGGAATGGGAC-3' 751 v—%xAW., 7
—— 16 0ET PCR gL, Cir13l T
YIkR1% 4.5 % agarose gel THRATL =,

DRD3 #EF Tid exon2 @ Ser9Gly &8
% Llannfelt 5 PO F B W, b5~
GCTCTATCTCCAACTCTCACAZ’, 5'-AAG

"TCTACTCACCTCCAGGTA-3 D /31 <
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