1. FEL-oT=u—T7%8

up down total
Ohr 17 4 21
3hr 13 1 74
6hr 73 4 77
24hr 122 3 125
48hr 22 4 26

BEHEND 48 BB OVWTRNCRBW AR R T —
7 DORENT 177
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#2. HEREADH-TTn—T7 (BD. ER)

Probe Name

Fold Change

Description

X91234 _at

AF003835_at

rc_AA866299

g at
J03863_at

rc_AA892522

at

M33329_f at

re_Al176456_

at

J05181_at

8.813145467

6.482652041

5.353938487

5.06615485
5.05107131

4.70579786

4.536086939

4.246902063

R.norvegicus mRNA for 17-beta hydroxysteroid
dehydrogenase type 2.

IPP isomerase; localized in peroxisomes; Rattus
norvegicus isopentenyl diphosphate:dimethylallyl
diphosphate isomerase mRNA, complete cds.
UI'R-A0-ac-f-12-0-UlLs3 UI-R-A0 Rattus norvegicus
c¢DNA clone UI-R-AQ-ac-f-12-0-UI 3', mRNA sequence.
Rat serine dehydratase (SDH2) mRNA, complete cds.
EST196325 Normalized rat kidney, Bento Soares
Rattus sp. cDNA clone RKIAS45 3' end, mRNA
sequence.

hydroxysteroid sulfotransferase a (STa); Rat
hydroxysteroid sulfotransferase a (STa) mRNA,
complete cds.

EST220041 Normalized rat ovary, Bento Soares
Rattus sp. cDNA clone ROVBR96 3' end, mRNA
sequence.

gamma-glutamylcysteine synthetase; Rat
gamma-glutamylcysteine synthetase mRNA, complete
cds.
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®3. BFEREOb-TTu—7 (Y, 3FEHEE)

Probe Name Fold Change Description

M11794cds#2 134.9339904 metallothionein 2; metallothionein 1; Rat

_f at metallothionein-2 and metallothionein-1 genes,
complete cds.

D11445exon# 6.210810009 Rattus norvegicus gene for gro, complete cds.

1-4_s_at

M29249cds_at

D37920_at
D86745¢ds_s_
at
rc_AA859980_
at

X55286_g_at

AF003835_at

rc_H33426_g__
at

5.0565035921

4.794929842

4.572940926

4.511804357

4.503728437

4.377567955

4.332270932

Rat 3-hydroxy-3-methylglutaryl coenzyme A reductase
gene, partial cds.

Rat mRNA for squalene epoxidase, complete cds.

Rat DNA for small heterodimer partner homologue,

"~ exon 1.

UI-R-E0-ca-h-07-0-Ul.s1 UI-R-E0 Rattus norvegicus
¢DNA clone UI-R-E0-ca-h-07-0-UI 3' similar to

gh | M35797 | MUSTCP1X Mouse t-complex protein
(Tep-1x) mRNA, 3' end, mRNA sequence.
hydroxymethylglutaryl-CoA reductase (NADPH);
R.norvegicus mRNA for HMG-CoA reductase.

IPP isomerase; localized in peroxisomes; Rattus
norvegicus isopentenyl diphosphate:dimethylallyl
diphosphate isomerase mRNA, complete cds.
EST109414 Rat PC-12 cells, NGF-treated (9 days)
Rattus sp. cDNA clone RPNAR42 3' end similar to
M.musculus hypothetical protein (PIR:S12207), mRNA
sequence.
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x4, BERELOH-T=7u—7 (B, 6HIR)

Probe Name Fold Change Description

rc_AA946108_at 16.34292 EST201607 Normalized rat lung, Bento Soares Rattus sp. cDNA
clone RLUBB32 3’ end, mRNA sequence.

M12672_at 13.71191 Guanine nucieotide—binding protein alpha subunit; Rat guanine
nucleotide—binding protein G-i, alpha subunit mRNA, complete
cds.

L28135_at 7.093204 putative; Rattus norvegicus glucose transporter type 2 gene,

~ 3'end.

L32132_at 6.723433 Rat lipopolysaccharide binding protein mRNA, complete cds.

rc_AA893338_at 6.368506 EST197141 Normalized rat kidney, Bento Soares Rattus sp. cDNA
clone RKIBF24 3’ end, mRNA sequence.

M13100cds#2 s a 6.215382 ORFa": putative; ORFa; putative; ORFb; putative; ORFc; putative;

t ORFd1; putative; ORFd2; putative; Rat long interspersed repetitive
DNA sequence LINE3 (L1Rn).

r¢_AI011998_at 5.628796 EST206449 Normalized rat placenta, Bento Soares Rattus sp.
cDNA clone RPLAR43 3’ end, mRNA sequence.

rc_Al638960_at 5.604595 rx00909s Rat mixed—tissue library Rattus norvegicus cDNA clone
rx00909 3", mRNA sequence.

X65083cds_at 5.27687 R.norvegicus mRNA for cytosolic epoxide hydrolase.

rc_AAB891220 at 4.940445 EST195023 Normalized rat heart, Bento Soares Rattus sp. cDNA
clone RHEAQ68 3’ end, mRNA sequence. '

D13907 g_at 4.920271 Rat mRNA for mitochondrial processing protease P52, partial
sequence.

AF003835_at 4.883768 IPP isomerase; localized in peroxisomes; Rattus norvegicus
isopentenyl diphosphate:dimethylallyl diphosphate isomerase
mRNA, complete cds.

rc_AABT4926 at  4.514424 " Ul-R-E0-ck-h-06—0-Ul.s1 UI-R-EO0 Rattus norvegicus cDNA
cione UI-R-E0-ck-h-06—0~UI 3' similar to
gi|2887277lemb|Z98750|HS454G6 Human DNA sequence from
PAC 454G6 on chromosome 1g24. Contains trabecular meshwork
inducible glucocorticoid response protein, TIGR , myocilin, ESTs
and STS, mRNA sequence.

U20796_at 4512159 Rattus norvegicus nuclear receptor Rev—ErbA-beta mRNA, partial
cds.

M58040_at 4.510391 Rat transferrin receptor mRNA, 3’ end.

rc_ AA799812 gz at 4.436416 EST189309 Normalized rat heart, Bento Soares Rattus sp. cDNA
clone RHEAFG4 3" end, mRNA sequence.

X67859 at 4338556 R.norvegicus mRNA for autoantigen.

X91234 at 4.080328 R.norvegicus mRNA for 17-beta hydroxysteroid dehydrogenase

type 2.
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#5. HFERELOb-7u—7 (B, 24 KRR

Probe Name Fold Change  Description

X91234 at 7.570961 R.norvegicus mRNA for 17-beta hydroxysteroid dehydrogenase
type 2.

U20796_at 7.539212 Rattus norvegicus nuclear receptor Rev—ErbA-beta mRNA, partial
cds.

rc_AA893870 g at 6.268969 EST197673 Normalized rat placenta, Bento Soares Rattus sp.
cDNA clone RPLAMS6 3' end, mRNA sequence.

L32132_at 6.163417 Rat lipopolysaccharide binding protein mRNA, complete cds.

D11445exon#1-4 6.009331 Rattus norvegicus gene for gro, complete cds.

_s at

D37920 at 4.389386 - Rat mRNA for squalene epoxidase, complete cds.

L07736_at 4329642 Rat carnitine palmitoyitransferase I mRNA, complete cds.
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#6. BERELOL-ITu—T7 (B, 48 FEHFE)

Probe Name Fold Change  Description

AB016532_at 5.80815 Rattus norvegicus mRNA for rPER2, complete ¢ds.
X65083cds_at 501713 R.norvegicus mRNA for cytosolic epoxide hydrolase.
Y14933mRNA s a 4.99479 R.norvegicus mRNA for hepatocyte nuclear factor 6 beta.

t

rc_AAB00272_at 4512522 EST189769 Normalized rat heart, Bento Soares Rattus sp. cDNA

... clone RHEAN26 3' end, mRNA sequence.
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£7. HFERBOH-T-7a—7 (B, EE)

Probe Name Fold Change - - Description

rc AI179150_s_.at  75270.27 EST222834 Normalized rat spleen, Bento Soares Rattus sp. cDNA
clone RSPCC55 3’ end, mRNA sequence.

rc_ AABG6237 s_at 34.93122 UI-R-A0-bg—f-12-0-Ul.s1 UI-R-AQ Rattus norvegicus cDNA
clone UI-R-AO0-bg-f-12-0-UI 3’ similar to emb|V01222|RNALBU
Messenger RNA for rat preproalbumin
gil2028232b|JO0698|RATALBM Rat serum albumin mRNA, mRNA
sequence.

D10261 g at 25.46433 Rattus norvegicus mRNA for 59-kDa bone sialic acid—containing
protein, complete cds.

M20131cds_s_at 18.72246 cytochrome P4501IE1; Rat cytochrome P450IIE1 gene, complete
cds.

M58634 _at 14.94043 Rat IGF binding protein-1 (HGFBP-1) mRNA, comlete cds.

M96548_at 8534863 renal transcription factor; Rat zinc finger protein (kid—1) mRNA,
complete cds.

- D0O0753.at 7.565812 Rat mRNA for contrapsin-like protease inhibitor related protein

(CPi—26).

576779 s_at 6.748534 apolipoprotein E, ApoE; This sequence comes from Fig. 1; ApoE;

_ rApoE=apolipoprotein E [rats, liver, mMRNA Partial, 951 nt].

X15512_at 6.671134 Rat mRNA for apolipoprotein CL

rc Al112173_at 6.65684 UI-R-Y0-mi—-e-08-0-ULs1 UI-R-YO0 Rattus norvegicus cDNA
clone UI-R-Y0-ml-e-08-0-UI 3', mRNA sequence.

J02810mRNA_s.a 5562573 glutathione S—transferase Yb—1 subunit; Rat prostate glutathione

t S—transferase mRNA, complete cds.

X16481_r_at 5.552522 Rat mRNA for zinc{2+) binding protein.

rc AA891842 g at 4.993273 EST195645 Normalized rat kidney, Bento Soares Rattus sp. cDNA
clone RKIAH53 3' end, mRNA sequence.

M96601_at 4880311 putative; Rattus norvegicus taurine transporter mRNA, complete
cds.

rc_AI639384_ s at 4.497137 rx04495s Rat mixed—tissue library Rattus norvegicus cDNA clone
rx04495 3', mRNA sequence.

rc_ Al230614.s at 4.276992 EST227309 Normalized rat embryo, Bento Soares Rattus sp.
cDNA clone REMCZ06 3’ end, mRNA sequence.

rc_AA892128 at 4251753 EST195931 Normalized rat kidney, Bento Soares Rattus sp. cDNA
clone RKIAME9 3’ end, mRNA sequence.

rc_AA945321_at  4.242516 EST200820 Normalized rat liver, Bento Soares Rattus sp. cDNA
clone RLIAK72 3’ end, mRNA sequence.

X67948 at 4154407 - CHIP28: R.norvegicus mRNA for channel integral membrane
protein 28.

L37333_s_at 4.120517 putative; Rattus norvegicus glucose-6—phosphatase (G6Pase)

mRNA, complete cds.
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%£8. AERENOH-=Tu—7 (M. 3ERETE)

Probe Name Fold Change Description

rc_ Al178150_s_.at  1899.469 EST222834 Normalized rat spleen, Bento Soares Rattus sp. cDNA
clone RSPCC55 3' end, mRNA sequence.

rc_AA860062_g at 154.8087 UI-R-E0-bz-h-06-0-ULs2 UI-R-E0 Rattus norvegicus cDNA
clone UI-R-E0~bz-h-06-0-UI 3’ similar to emb|V01222|RNALBU
Messenger RNA for rat preproalbumin
£i|202823|gb[JO0698|RATALBM Rat serum albumin mRNA, mRNA
sequence.

rc_AA866237 s at  112.9002 UI-R-A0-bg—f—12-0-ULs1 UI-R-A0 Rattus norvegicus cDNA
clone UI-R-A0-bg—f-12-0-UI 3’ similar to emb|V01222|RNALBU
Messenger RNA for rat preproalbumin
gi|202823|gb| JO0698|RATALBM Rat serum albumin mRNA, mRNA
sequence.

D00753 at 18.5171 "" Rat mRNA for contrapsin-like protease inhibitor related protein
(CPi-26).

D10261 g at 18.05822 Rattus norvegicus mRNA for 59-kDa bone sialic acid-containing
protein, complete cds.

X15512_at 12.96675 Rat mRNA for apolipoprotein CL

S76779 s at 11.86553 apolipoprotein E, ApoE; This sequence comes from Fig. 1; ApoE;
rApoE=apolipoprotein E [rats, liver, mRNA Partial, 951 nt).

J02810mRNA_s_.a 11.74381 glutathione S-transferase Yb—1 subunit; Rat prostate glutathione

t S—transferase mRNA, complete cds.

X16481 r at 8.982164 Rat mRNA for zinc(2+) binding protein.

K01933_at 8.890218 preprohaptoglobin; Rat haptoglobin mRNA, partial alpha—, complete
beta—subunit and 3’ flank.

rc_Al176456_at 7.957656 EST220041 Normalized rat ovary, Bento Soares Rattus sp. cDNA
clone ROVBR96 3' end, mRNA sequence.

U02506UTR#1_s_  6.991308 Rattus norvegicus clone 7 polymeric immunogiobulin receptor

at mRNA, 3’ untranslated region microsatellite repeats.

M62642_at 6.25402 Rat (clone pRHx1) hemopexin mRNA, complete cds.

S87544 at 6.182713 This sequence comes from Fig 1; polyprotein

. 1-microglobulin/bikunin [rats, liver, mRNA, 1162 nt].

M20131cds s.at 5062102 cytochrome P450IE1; Rat cytochrome P450lIE1 gene, complete
cds.

X16273cds_at 4.580231 Rat mRNA for serine proteinase inhibitor—like protein, partial.

D00512 g at 4082665 Rattus sp. mRNA for mitochondrial acetoacetyl-CoA thiolase

precursor, complete cds.
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*9. AELREAOH-7e—T7 (BN, 6EEE)

Probe Name Fold Change Description

rc_Al179150 s at  57689.41 EST222834 Normalized rat spleen, Bento Soares Rattus sp. cDNA
clone RSPCC55 3’ end, mRNA sequence.

rc_AAB60062 g at 1667.541 UI-R-EQ0-bz-h-06-0-UlLs2 UI-R-EO0 Rattus norvegicus cDNA
clone UI-R-E0-bz—h—-06-0-UI 3' similar to emb|V01222|RNALBU
Messenger RNA for rat preproalbumin
2i|202823|gb| JO0698|RATALBM Rat serum albumin mRNA, mRNA
sequence.

rc_AAB66237_s.at 313.6355 UI-R-A0-bg—f-12-0-UlLs1 UI-R-A0 Rattus norvegicus cDNA
clone UI-R-AQ-bg—f-12-0-Ul 3’ similar to emb|V01222|RNALBU
Messenger RNA for rat preproalbumin

i gil202823|gb|d00698|RATALBM Rat serum albumin mRNA, mRNA

sequence.

M11794cds#2 fa  288.3804 metallothionein 2: metallothionein 1; Rat metallothionein—2 and

t metallothionein—1 genes, complete cds.

rc_Al176456_at 137.4604 EST220041 Normalized rat ovary, Bento Soares Rattus sp. cDNA
clone ROVBR96 3" end, mRNA sequence.

M20131cds_s_at  28.34975 cytochrome P450I[E1; Rat cytochrome P450IIE1 gene, complete
cds.

DO0753 at 25.13978 Rat mRNA for contrapsin—iike protease inhibitor related protein
(CPi—-26).

X15512_ at 19.4226 Rat mRNA for apolipoprotein CL

U02506UTR#1.s. 17.77753 Rattus norvegicus clone 7 polymeric immunoglobulin receptor

at mRNA, 3’ untranslated region microsatellite repeats.

K01933_at 15.1866 preprohaptoglobin; Rat haptoglobin mRNA, partial alpha—, complete
beta-subunit and 3’ flank.

§76779_s_at 11.23561 apolipoprotein E, ApoE; This sequence comes from Fig. 1; ApoE;
rApoE=apolipoprotein E [rats, liver, mRNA Partial, 951 nt].

JO2810mRNA_s_.a 9.438373 glutathione S—transferase Yb—1 subunit; Rat prostate glutathione

t S-transferase mRNA, complete cds.

M62642_at 7.909897 " Rat {clone pRHx1) hemopexin mRNA, complete cds.

$87544 at 7821137 This sequence comes from Fig 1; polyprotein
1-microglobulin/bikunin [rats, liver, mRNA, 1162 nt].

M27434_s_at 7.742383 Rat alpha—-2-u globulin mRNA.

rc_Al010453_at 6.691975 EST204904 Normalized rat lung, Bento Soares Rattus sp. cDNA
clone RLUBZ64 3" end, mRNA sequence.

X16481_r at 6.132993 Rat mRNA for zinc(2+) binding protein.

D10261 g at 5.35011 Rattus norvegicus mRNA for 59-kDa bone sialic acid-containing
protein, complete cds.

M96601_at 5.167167 putative; Rattus norvegicus taurine transporter mRNA, complete
cds.

X16273cds_at 4.109053 Rat mRNA for serine proteinase inhibitor—like protein, partial.
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£10. BEREOD-Tv—7 (GBI, 24 KEEK)

Probe Name Fold Change  Description

rc_AA860062_g at 4245488 UI-R-E0—bz—h—06-0-ULs2 UI-R-E0 Rattus norvegicus cDNA
clone UI-R-E0-bz-h—06~0-UI 3’ similar to smb|V01222|RNALBU
Messenger RNA for rat preproalbumin
gil202823|2b|J00698|RATALBM Rat serum albumin mRNA, mRNA

sequence.

rc_ Al179150 s at  504.3588 EST222834 Normalized rat spleen, Bento Soares Rattus sp. cDNA
clone RSPCCES 3’ end, mRNA sequence.

rc_AA866237 s at 358.3839 Ui-R-A0-bg—f-~12-0-ULs1 UI-R-AQ Rattus norvegicus cDNA

clone UI-R~AQ-bg-f-12-0-Ul 3" similar to emb|V01222|RNALBU
Messenger RNA for rat preproalbumin
- gi[202823|gb|JO0698|RATALBM Rat serum albumin mRNA, mRNA

sequence.

M11794cds#2 fa 112.6566 metallothionein 2; metallothionein 1; Rat metallothionein-2 and

t " metallothionein—1 genes, complete cds.

K01933_at 29.83485 preprohaptoglobin; Rat haptoglobin mRNA, partial alpha—, complete
beta—subunit and 3' flank.

DO0753_ at 26.7832 Rat mRNA for contrapsin-like protease inhibitor related protein
(CPi-26).

X15512_at 20.48195 Rat mRNA for apolipoprotein CL

rc_Al176456_at 16.14616 EST220041 Normalized rat ovary, Bento Soares Rattus sp. cDNA
clone ROVBR96 3' end, mRNA sequence.

D10261_g at 11.24312 Rattus norvegicus mRNA for 59-kDa bone sialic acid-containing
protein, complete cds.

S87544 at 10.18476 This sequence comes from Fig 1; polyprotein
{-microglobulin/bikunin [rats, liver, mRNA, 1162 nt].

rc_AA945321 at 961571 EST200820 Normalized rat liver, Bento Soares Rattus sp. cDNA
clone RLIAK73 3’ end, mRNA sequence.

rc_AI010453 at 8.869136 EST204904 Normalized rat lung, Bento Soares Rattus sp. cDNA

_ clone RLUBZ64 3’ end, mRNA sequence.

576779 s_at 8.333658 . apolipoprotein E, ApoE; This sequence comes from Fig. 1; ApoE;
rApoE=apolipoprotein E [rats, liver, mRNA Partial, 951 nt].

X16481 r at 8.254272 ~ Rat mRNA for zinc(2+) binding protein.

U02506UTR#1_s_  7.955546 Rattus norvegicus clone 7 polymeric immunoglobulin receptor

at mRNA, 3’ untranslated region microsatellite repeats.

M62642_at 7.71284 Rat (clone pRHx1) hemopexin mRNA, complete ¢ds.

rc_AA945169 at  6.211567 EST200668 Normalized rat liver, Bento Soares Rattus sp. cDNA
clone RLIAH44 3’ end, mRNA sequence.

M27434 s at 5.87013 Rat alpha—2—u globulin mRNA.

J02810mRNA s.a 5.545174 glutathione S-transferase Yb—1 subunit; Rat prostate glutathione

t S-transferase mRNA, complete cds.

X16273cds_at 5.479021 Rat mRNA for serine proteinase inhibitor—like protein, partial.

M96601_at 4.979739 putative; Rattus norvegicus taurine transporter mRNA, complete
cds.

137333 _s.at 4890219 putative; Rattus norvegicus glucose—-6—-phosphatase (G6Pase)

mRNA, complete cds.
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£11. HERBOh-T-Ta—T (EH. 48 BER%)

Probe Name Fold Change  Description

rc_AA860062_g at 3410252 UI-R-EO0-bz-h—06—-0-ULs2 UI-R-E0 Rattus norvegicus cDNA
clone UI-R-EQ-bz-h—-06-0-Ul 3’ similar to emb|V01222|RNALBU
Messenger RNA for rat preproalbumin
gi|202823|gb|J00698|RATALBM Rat serum albumin mRNA, mRNA
sequence.

M1179%4cds#t2fa 201.5166 metallothionein 2; metallothionein 1; Rat metallothionein-2 and

t metallothionein—1 genes, complete cds.

rc_Al178150_s.at 1825472 EST222834 Normalized rat spleen, Bento Soares Rattus sp. cDNA
clone RSPCC55 3" end, mRNA sequence.

rc_AABGB6237 s_at 70.04697 UI-R-AD0~bg—f-12-0-ULs1 UI-R-A0 Rattus norvegicus cDNA
clone UI-R-A0-bg—f—12-0-Ul 3’ similar to emb|V01222|RNALBU
Messenger RNA for rat preproalbumin
gi|202823|gb| JOOB9SJRATALBM Rat serum albumin mRNA, mRNA
sequence.

rc_Al176456_at 63.86542 EST220041 Normalized rat ovary, Bento Soares Rattus sp. cDNA
clone ROVBR96 3' end, mRNA sequence.

D00753_ at 17.13627 " Rat mRNA for contrapsin-like protease inhibitor related protein
(CPi-26).

M20131cds_s_at 15.89488 cytochrome P450IIE1; Rat cytochrome P450IIE1 gene, complete
cds.

X15512 at 6.922464 Rat mRNA for apolipoprotein CI.

X16481 r_at 5.92596 Rat mRNA for zinc(2+) binding protein.

M58634 at 4.498067 Rat IGF binding protein—1 ((IGFBP-1) mRNA, comlete cds.

M19257 at 4362967 cytosolic retinol-binding protein; Rat cytosolic retinol-binding
protein (CRBP) mRNA.

L37333 s at 4355612 putative; Rattus norvegicus glucose-6-phosphatase (G6Pase)
mRNA, complete cds.

D10262_at 4278625 Rattus norvegicus mRNA for choline kinase R1, complete cds.
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I -3. [ERE]
1 -3-1. =4 ATV CIREDBEEFREBDOIE

E'S DNAMBEHEEOLEIIDNABED-BETH Y., BHITE., X7 LAF FREESE
(LAF. NER) #ERE##E % (UL F. HRR) BAEET S, <4 h~vA1 2 C (BT, MMC)
ITEERE LTELTHY ., TRF—VAZRBITIENALN TS, BERELRD
E1-bOTEERLE LT, b MY UoERIZ0.025, 0.1, 0.3 MOEE CTMMCIZIREE =4,
3 B#E BB OES Y T, BBREUMENLMBEKOETT2RBENH -T2
01y MEBICHEEOETAALN, REBRTIH0.025L01 o MD 2REEX, THEN,
EaE (L) BEOEERE (H) & LTU U BRIZIEE L., total RNAZ I, cDNA, cRNA
%4 L, DNAF v 7 (HumanGenome U133A, Affymetrix) & /~f 7 ) # A A=, B
FORBES O T 7 ANEET, AU EOBLEEREL L Cary ba— Vel L L
“A3E (HHEIE. EFO0ME) OFu—7RNEELW-L, av ba— /L tHEDHE
TIXTE (FCE6E., (EF1#) AEEZZ V7 LE, Hx0BETT, BETEHO
L LTTH b= RCH - T ABAD BRI 2 BRI L ERCED-6D BTN 4 S,
MMCiz & B EM~DEERIED—H & B L bitiz, BMONERE 7ZIZTHRREEDEF T
A EORBAOEER LELDITI RN oT,

Mitomycin C {LAF, MMQ) &, WALV,
FUAEMETHY, MREEE?PH D, £<
DOBADFERIRIER I TS, OF
Lo L TRBEL Th DA, MERN TSR
Wk EN L ENEEREERESE.DNA O
FERESME crosslink (ICL), 77 = ~Off
MERTESD, Z0H B ICLIE, B—0D57
Fiz ko T DNA2 EREOHBHEREITI
EEHANTEXBR 0T, HRCERE, Bt
ZOBICNEL 2D 2 EREOBREEE
Anbd, MMC OHIREESEMHL, FE2 LT
DNA ffiEiz k5 & &h, £V bit, =i
BERET L F ARIZ Lo TAT S ICL I3k
FEORRKE ENTWA,

MMC (Z3# 7 Decarbamoyl mitomycin
C (DMC) IXE—Hfe T ICL B TE W
EEZ LTV, CHO Mg~ v A3
BRAE S EMT6 Ml &2 (KBRS IRE TH & L
=184 . DMC iT MMC Izl TolEml
DWW ERTRIRhTWHS, £IZ T,
Palom® & /X EMT6 #AiE % (KEERKAE T
MMC %7213 DMC (ZIRE S HTHE LT
A % fRAT L7-, MMC JLEREETIIA—4&H
iz e xY w2, ICL, 4 EOBE—(IIER
TEX O LT, . DMC Tit 2D fER
MBS — R & 2 O RRM ICL 3£

iz, DMC & MMC & Tit. DMC ©F
25 20~30 {EAHMEN TE LT, DMC
Lo TEEEINZE—ME L ICL # 1
845 LRTES 10 £ <. ICL T
MMC & R&%p, 2Rt Th -, DMC H
MMC & RiROHMBEEEZ ~T O ICL
OENRIETHHI L EEETHEERD
. ICL OHIAFEIC & ~TEESEETRLT
WA,

RBEESPTER2EZEYICBVTIL ICL
DEEIIX 7 LI F FREEE (LT,
NER) tHE#HE#Z (BT, HRR) O#A4
S TiThih5, NERIZ X o TICL 2B
L., EUEFy v, BERI2EY
— L% FF—L LT HRR IC LW EESH
%, BEECIL NER B T&72\ RAD3 £ &
fEk& . HRR A TX 72\ RADS2 EEEDH
R, ICL #4757 L F 1 {LA
Rt LTRSS ER BV, HFEERICY T
VIREIHETEHE L ICL IZ81T5 HRR
DOEELREINATN S,

HRR 8% R BIBOERE T, =8
BT A F MRS ELE L, BER
EABICEIT 5 DNA BHICRBIT A4
2 DEENEAR LR LOTHD Z & Zmit
LTW5, XTRANC, Ko NEREZ X
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‘Schedule

Day.l  Lymphocyte Isolationand
Stimulation by 4 { g/ml

Day 0 3 hours MMC exposufe”
at 0.025,0.1,03 u M ;

Dayt ~ Cownt24housafier

Day3 ~  Count72hoursafter

1. cell viabilityD R &7

Cells were cultured with RPMI 1640
medium with 100 unit /ml Penicillin, 100 Y
g/ml Streptomycin, 4 f¢ g/ml PHA-M at
37°C, 5% CO,
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2.
ells were seeded on 6 cm diameter
etli dish with 2 mm grid.
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control 0.025 0.1 0.3
micro M

X 4. Cell viability (Day 1). SD
Results were tested with
Mann-Whitny’s U-test. | mean
*: p<0.05 |

b
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