#®5 HFH B LFRBIANIIVARE DR

I DNA(+) HiE DNA(D
IFiRas 1 ILA . | .
ol () 22 @3%) 13 59%) 35
PR 2ET) A LA . .
i 29 57%) O 41%) 38
51 22 73

This difference in the incidence of respiratory genome detection
was not significant (P=0.211).
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FT6 ANIRRDA )AL

ANJILRATDA | ANILRAIA | P value
JUADNA (+), | JLADNA (),
n=16 n=57

M_ummwmwm 12(75%) |29(51%) |0.086
N=41

2.0

Mm@wﬁMﬁ 7 (44%) 18(32%) |0.365
N=25

BUERES | 12(75%) |24(42%) |0.020
(N=36)
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R IAILR | FEERERI7AILA | P value
/L (+),n=35 | 5 /L), n=38
PHEFEAR | 21(60%) 20(53%) 0.526
(N=41)
REEFER | 14(40%) 11(30%) 0.320
(N=25)
SHEFER | 17(49%) 19 (50%) 0.903
(N=36)
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WO M P value

DNA (+), n=51 | DNA (=), n=22
PERFEE 32(75%) |9(51%) 0.084
(N=41)
REERER 120(39%) |5(23%)  |0.173
(N=25) |
BHitERE R 128(55%) |8(36%) 0.146
(N=36)
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& 1. Clinical outcomes of pediatric acute otitis media compared between groups with and

without myringotomy.

Age Early recurrencet Recurrent AOM# OMETT
(months) p value (%) p value (%) p value (%) p value
Group A (n=36) 2215 0.528 11/36 (30.6) .o.,.;c 9/36 (25.0) 0.334  6/36(16.7) 0.036*
{With myringotomy)
Group B (n=23) 2013 8/23 (34.8) 3723 (13.0) 10/23 (43.5)

(Without myringotomy)

AOM-=acute otitis media, OME=otitis media with effusion

tEarly recurrence was defined as the return of pretreatment signs and symptoms within 1 month after
initial improvement,

¥Recurrent AOM was defined as three or more episodes of AOM occurring during a 6-month period.

ttOME was defined as an accumulation of middle ear fluid persisting for more than 3 months without any

acute symptoms or signs.
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m _ Spot Intensity | - RATIO[

‘coordinate/ 1 P1 Ratio |Difference| UP | ) Gene

| ADS 27 47 1.74 20| 1.7 { |+kB (-kappa B} alpha chain; RUIF-1 gene product

Caoe | 2| 38| am0 || 17 [GUSspecic yeinE GoNE)

: C08b 10 19 19 41 9119 | _|cytochrome P-450 4F6

. C09a 9 17 1.89 8l 19 liver arginase 1 (ARG1)

| D14k 12 93| 775 | 81| 78 macrophage inflammatory protein-2 precursor

L EO01f 31 58| 1.87 27| 19 | |CXCchemokine LIX

| EO02k 6 108 18.00 | 102|180 small inducible cytokine A3 precursor (SCYA3), macrophage
: inflammatory protein 1 aipha precursor (MIP1-alpha; MIP1A)
| E04n 23 59 257 177736 | 26 interleukin 1, beta

. E06d 11 20| 1.82 8| 18 early growth response protein 1 (EGR1); nerve growth factor-
; . induced protein A (NGFI-A)

- E11k 23 41| 178 | 18] 18 Syp; SH-PTP2; adaptor protein tyrosine phosphatase

. FO03a 8 1517188 | 7| 19 | |adenylylcyclase 4

| F11a 21 87 414 | 66| 41 | |tissueinhibitor of metalioproteinase 2 (TIMP2)

L G27 36 81| 189 | 25[ 17 | |glyceraldehyde 3-phosphate dehydrogenase (GAPDH)
LG43 15| 27| 180 12118 | |cytoplasmic beta-actin (ACTB)
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. AOBa 'k 20| 18 | 9| 1g !proliferating cell nuclear antigen (PCNA); cyclin
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. C09a 33 | 64| 1.94 31| 19 .:,mq arginase 1 (ARG1)

| Dosf 23 390 1.70 " 16| 17 |somatostatin receptor 2

- Dl14c 10 25 2.50 15| 2.5 ileukemia inhibitory/cholinergic neuronal differentiation factor

| - (LIF/DIF) B

. D14k 14 178 | 12.71 164 5 q ‘macrophage inflammatory protein-2 precursor

| EO01f 6 381 Up | 32| yp |CXCchemokine LIX

W EOQ2k 11 204 | 18.55 193 _m 5 mmBm__ inducibie cytokine A3 precursor (SCYA3); macrophage
linlammatory protein 1 alpha precursor (MIP1-alpha; MIP1A)

' FOle | 10 24| 240 14| 94 RalGDSB; GTP/GDP dissociation stimulator for a ras-related

D ; GTPase

. FOtk | 26 | 45| 1.73 19 {7 _nxw.vnmmm?o_m‘mmwmmmmmg.mmm&a (FRAPY), rapamycin target

| ” .Eoﬂm_: (RAFT1)

. FOgj | 29 50 T2 21 1.7 idipeptidase (DPEP1) -
| FOSh | 16 31| 194 15| 19 |cathepsin B
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. Al12d 15 26| 173 ~ 11| 1.7 casein kinase I beta subunit (CKI; CSNK2B; CK2N); phosvitin’
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. c121 96 304 | 3.7 208| 32 [clusterin (CLU); testosterone-repressed prostate message 2
I{TRPM2); apolipoprotein J; sulfated glycoprotein 2 (SGP2);
; dimeric acid glycoprotein (DAG)
D14k 13 100 7.69 87| 77 imacrophage inflammatory protein-2 precursor
EO1f 2 NA Cv ) 19 Up 'CXC chemokine LiX
t E02K 5 89 Up 84| Up small inducible cytokine A3 precursor (SCYA3); macrophage
T:*_mBBmﬁoQ protein 1 alpha precursor (MIP1-alpha; MIP1A)
: E14k 22 40| 182 | 18| (g irabl4, ras related GTPase -
. F09g 41 06| 234 55| 93 icathepsinL
FOgh 12 28 233 16| 2.3 |cathepsin B B
. Fi1a 21 37| 176 | 16| 1g [tissue inhibitor of metalioproteinase 2 (TIMP2) )
! F13n 31 53, 171 |  22] 17 wo%_s
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