Y EDREAIIEELTwA, i£o T, NC-1 FAS Y OEHEEHRTOIC,
NC-1 F X A ¥ @&{R ¥ alternative splicing V4 L TV AT RN H 5, £2 T,
NC-1 FAAL ViZ—%T A8 DNA %2 0 —= 7 L, alternative splicing &
WAMEREL 7,

B. fiRF&

1) VII B2 5 — 4 2 BT O RS

#19kb D VLB 215 — 57> ¢DNA % lFREESR (2T 1~2kB DR iZiH{L L,
JU—Z Y IRy =Ll ARG, REENFHRE L,
2) VIEIZ 5 =4 2D NC-1 F XA 2 ORERED BT

TTI/ >y 7ay MEIZT, VIR T — 5 mRNA /v FA H—
ThbHIEPHELZINTVEDT, alternative splicing 12 & 2 E 1L 500bp
PLTORETHAZLNTFERIN, £IT, AEZMHIA L2, NC-1 N X
A 22 —3F % cDNA % 300-500bp 2538l L. #hEh % PCR THIEL 72,
FLT. N FPEEET L0 L7 /-, alternative splicing 2THEFR
S, £DRGED 7/ L DNA %, exon-trapping X7 ¥ — ([Z#lA A,
EEFEMILIEA L, alternative splicing DA % 2D 72,

C. fIRER

1) VBT J — 5" 2 3B{ET cDNA &R O IEE T O #EsL
VII 25 — 5" 2@ 1{5F cDNA 2 &% 9000bp & 5 4%, #DONEKgH 5
2200bp DERLLIZ 27bp D AN R SN, FOEIETESNERARL L, #
DIMAIATFAL 0 T7OT 02T 754 b A BETAZ &
WEDELTW 2, B, TIVEPHIZOMbEDAT, F—F ) —F
YTV A3 RBR TR0l T, FOEOWEAL in vitro
mutagenesis $#Mi ThRF L 72,
2) VIEIZ T =7 D NC-1 FA A v OBRED R
FFE 1) DT, NC-1 FA A Y125 L\ alternative splicing 2372753 %
CENRMENT NC-1 FAS Y RBEEOIS S re533 0 bniks
W25 LTw5b, £2°T, Lo alternative splicing 25FFE T 5 &3 L 72,



FOWER, FHEAR, HEFAERLETH. Lo 2Tp DA LN
7o L2L. ZOMOEALIZIE, alternative splicing 3R 256 Hd o7z,
7o, BEREMEIZ TGE-BE A % & £ O alienative splicing 213 5
ZENEEE SN/, F7-. exon-trapping % T b £ O 27bp P alternative splic-
ing 2 L 72,

D. ¥ £

—MAEETISEREEEVRT20, BRIERPHAAINL I LAH S,
BEOERICHCONLELTIE, 72T 4L, WhRLEEERELDL-
Tk bk, 40, 4R LA VIR 254 E{RZT cDNA £RIZIE
EOFBADBRON o722, Fhdlksh, BETILERHEETFTHLI L
MR S L7z,

T, © bOTRTOT/ AOEEEFIHE L0z S, LIaiid 10 1 &
Zz2LbNIBE TR, 304 BERESN, 2L T, B2 LvEiz+a
L, e b OEAERENRT 1 2O FE L LT, alternative splicing 2%
FHENTWD, 4, e DIE L7z VILEIZ T — 4" cDNA ICFER 37t
WEOE AL, EROMBThMIls I, %O alernative splicing (3. &
TEHO7 I /BOBALTTELL, 612, Ml TGF-BOHRMNTZ D alter-
native splicing 2SEMT 2 Z &I, #0997 I/ BOHADBIGEHEIZEEL
TWwh I EMREINT,

E. &

E

FEBENOEAMTEECETTERICHVL I EATEE, VLI -
B BIETFRER LGS, 72, VLRI =4 Y D NC-1 FAA ZIZHHBRO
alternative splicing = H.Hi L7z,

F. BEGERIERH

Bk L
G. iIRRE

W FE 3 < IR Rt
H. SINBMEOHE - 38K

izl Lo



MTRBRROATICET 5 —BERGER

RERERYG | WmXY 1 PV 2 55 |H AR
Akiyama M, | Compound heterozygous TGM1 | Journal of 116 | 992- 2001
Takizawa Y, | mutations including a novel Investigative 995
Suzuki Y, missense mutation L204Q in Dermatology
Ishiko A, a mild form of lamellar
Matsuo I, ichthyosis
Shimizu H
Ishiko A, A novel leucine to valine Journal of 116 | 991- 2001
Akiyama M, | mutation in residue 7 of the helix | Investigative 992
Takizawa Y, | initiation motif of keratin10 Dermatology
Nishikawa T | leads to bullous congenital
Shimizu Y ichthyositorm erythroderma
Shimizu H | |
Akiyama M, | Novel mutations of TGM1 ina | British 144 | 401- 2001
Takizawa Y, | child with congenital Journal of 407
Kokaji T, ichthyosiform erhthroderma Dermatology
Shimizu H
McMillan J, | Desmosomes:structure and Journal of 28 291- 2001
Shimizy H function in normal and diseased | Dermatology 298
epidermis
Sato- Toenail dystrophy with COL7A1 | Archives of 138 | 269- 2002
Matsumura KC, | glycine substitution mutations Dermatology 27
Yasukawa K, | segregates as an autosomal
Tomita Y, dominant trait in 2 families with
Shimizu H dystrophic epidermolysis bullosa
Yasukawa K, | Exclusion of COL7A1 mutation | Journal of the | 46 447- 2002
Sato- in Kindler syndrome American 450
Matsumura KC, Academy of
McMillan J, Dermatology
Tsuchiya K,
Shimizu H




Sawamura D, | The majority of keratinocytes Journal of
Yasukawa K, | incorporate intradermally Investigative
Kodama K, injectedplasmid DNA regardless | Dermatology
Yokota K, of size but only a (in press)
Sato- small proportion of cells can

Matsumura KC, | experess the gene product

Tanaka T,

Shimizu H

Xianmin Keratinocyte gene therapy: Experimental
Meng, cytokine gene expression in local | Dermatology
Sawamura D, | keratinocytes and in circulation | (in press)

Ina §,
Tamai K,
Hanada H,

Hashimoto |

by introducing cytokine genes

into skin

Itai K, Keratinocyte gene therapy: Clinical and 26 531- 2001
Sawamura D, | inducible promoters and in vivo | Exprimental 535

Meng X, control of transgene expression | Dermatology

Hashimoto I

Okubo M, Clonal chromosomal Canser Genet | 129 | 30-34 | 2001
Tsurukubo Y, | aberrations accompanied Cytogenet (1)

Higaki T, by strong telomerase activity in

Kawabe T, immortalization

Goto M, of human B-lymphoblastoid

Murase T, cell lines transformed

Ide T, by Epstein-Barrvirus

Fruichi ¥,

Sugimoto M




Imamura O,
Fujita K,
Shimamoto A,
Tanabe H, Ta
keda S,
Furuichi Y

Matsumoto T

Bloom helicase is involved in
DNA surveillance in

early S phase in vertebrate cells

Oncogenc

20
(10)

1143
-1151

2001

Kawabe Yi,
Branzei D,
Hayashi T,
Suzuki H,
Masuko T,.
Onoda F,
Heo SJ,
Ikeda H,
Shimamoto A,
Furuichi Y

A novel protein interacts with the
Werner’s syndrome gene product

physically and functionally

The Journal of
Biological
Chemistory

276
(23)

20364-
20369

2001

MABROHTH - Bt




20010869

LIFEDAR—J 5 MEBFICREESNAXEAVETODT,
RARRDOTITICAT S —ERIZTSRILZN,



