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%1 RETIO77-A)EEHTL R
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Heart Total RNA Ambion7966
Thymus Total RNA Ambion 7964
Spleen Total RNA Ambion 7970
Ovary Total RNA Ambion 7974
Kidney Total RNA Ambion 7976
Skeltal Muscle Total RNA Ambion 7982
Pancreas Total RNA Ambion 7954
Prostate Total RNA Ambion 7988
Small Instesine Total RNA Ambion 7984
Colon Total RNA Ambion 7986
Placenta Total RNA Ambion 7950
Bladder Total RNA Ambion 7990
Breast Total RNA Strategene 735044
Uterus Total RNA Strategene 735042
Thyroid Total RNA Strategene 735040
Skin Total RNA Strategene 735031
Salivary gland Total RNA Clontech 64026-1
Trachea Total RNA Clontech 64091-1
Brain, Cerebellum Total RNA Clontech 64035-1
Brain, Whole Total RNA Clontech 64020-1
Testis Total RNA Clontech64027-1
Liver Total RNA FEiriEk
Stomach Total RNA Fafeat et
amygdala PolyA RNA Clontech 6574-1
caudate PolyA RNA Clontech 6575-1
corpus callosum PolyA RNA Clontech 6577-1
hippocampus PolyA RNA Clontech 6578-1
thalamus PolyA RNA Clontech 6582-1
pituitary gland PolyA RNA Clontech 6584-1
spinal cord PolyA RNA Clontech 6593-1

39



2 MBS RORET
Tissue Tissue-specific | Tissue-selective
I Whole_Brain 169 890
2 Brain_Amygdala 0 53
3 [Brain_caudate_nuclers 2 87
4 |Brain_corpus_callosum 1 163
5  [Brain_hippocampus 1 67
6 IBrain_cerebellum 22 431
7 Brain_thalamus 2 66
8 Pituitary_Gland 17 212
9  Balivary_Gland 4 340
10 Thymus 18 282
Ll Thyroid 11 168
12 ITrachea 11 84
13 IBreast 6 69
14 Skin 46 219
15 Spinal_Cord 2 57
16 Skeltal_muscle 13 608
17 |Heart 5 271
18 [Liver(N4) 75 624
19 Spleen 19 332
20 Kidney 9 147
21 |Pancreas 13 211
22 Small_Intestine 19 227
23 Colon 9 112
24 Bladder 4 91
25 |Prostate 4 42
26  [Testis 175 987
27 Ovary 2 138
28  |Placenta 35 329
29 [Uterus 3 70
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%3  housckeeping BT

Probe_Set UG_Title UG_Symbol Mean SD CvV
hypothetical protein KIAA1259

229356_x_at KIAA1259 625 721 0115
SET translocation (myeloid leukcmia—associé.ted)

200630_x_at SET 644  97.0 0151
unr-interacting protein

200870_at UNRIP 634 996 0.157
signal recognition particle 14kD (homologous Alu

200007_at __ RNA binding protein) SRP14 1,045 1729 0.165
signal recognition particle 9kD

201273 _s_at SRPY 819 1378 0.168
phospholipid scramblase 3

56197_at PLSCR3 570 966 0174
heterogeneous nuclear ribonucleoprotein K

200097_s_at HNRPK 531 945 0178
VAMP (vesicle-associated membrane protein)-

208780_x_at _associated protein A (33kD) VAPA 930 1845 0.198
sorting nexin 3

208781 _x_at SNX3 742 1508 0,203
proteasome (prosome, macropain} subunit, beta

214288_s_at  PS 1 PSMBI 859 1783 0.208
unactive progesterone receptor, 23 kD

200627 _at P23 719 1507 0,209
coatomer protein complex, subunit alpha

208684 _at COPA 509 109.2 0,215
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