7592.seq 504 |gi|4759027|ref|NM_004164.1|REP2| Homo sapiens retinol-binding protein 2, cellular (RBP2) mRNA 9
7594.5eq 503 |gi}1262235|gb{US1280|HSU51280 Hurman chromosome 11 cosmid ¢SRL-183c2 containing Cys—tRNA synthetasg 0.56
m 497 |Ril3882166idbj|ABD 1 B266.1 ABD18266 | Horno sapiens mRNA for KIAADTZI protein, complete cds 0
7506.58q0 505 |el|780284{gb|U24080]|H5UZ4080 Hurnan immunoglobulin heavy chain YH3 (H11) mRNA, partial cds. E-181
7597 seq 508 | gi|450527|ermb|X55448{HSGEPDGEN H.saplens GEPD gene for glucose—G-phosphate dehydrogenase 0.14]
7598 seq 501 |gi|4758289 |ref|lM_D04444.1 EPHBA4] | Home sapiens EphB4 (EPHB4) mRINA >gil495472|gb|UI0TE95HSUO7E9S Humg o
7599 seq 511 [gl|4153853|gb|AC00627Q|ACL06270 Homa saglens chromosome 17, clone hRPK.556_0_8. complete seauence [Hor 0.037
[7600sea | 311 |2I|6165369)emblALO9ET71.11|HSJ238D1 Human DNA sequence from clone 238015 on chromosome 6q12-14.3, comple 0.085
7601.58q 502 | gi|4827323|gb]ACO06020.2|AC006020 _ | Homa saplens PAC clone DJ1049N15 from 7q31.2-7032, complete sequence 100E-14
760259 358 gi|3483158|gb|AF0B5844]|HUMYI46D0% | Homo sapiens full length insert cDNA clone YMEDR9 E-150
7603560 517 | gi|3366554|eb| ACQ03029|AC003025 Home saplens Chromosome 12024 PAC RPCI3~462E2 (Roswell Park Cancer 3.00E-8%
TE05 seq 511 | gi{532596igb|M1 2753|HUMIG.J02 Human lg J chain gene, exons 3 and 4. £-158
7606.560 514 gi|4159889]gh|ACDC5692]ACO05692 Home saplens PAC clone DJDB42K16 from 7932-g34, complete sequence [Ho 0.009]
7607 seq 504 gi}1 262342]emb|X93334|HSMITS H.saplens mitochorwrial DNA, comglete genome [4)
7608.5eG 4901 gi|6137796]ref]NC_O01807.2]| Hurnan mitochondrion, comolete gencme 0
T608.5eq 448{gH4504410{ref|NM_002124.1|H A-DRB1| Homo sapiens major histocompatitslity complex, class lJ, DR beta 1 0
T610.5eq 506 gi]3114220|gb|ACO0A08 7| AC004087 Homo saplens Xp22 GSHB-314C4 {Genome Systems Human BAC library) 0.57
7611.seQ 506 | gi|5738135|gh|AF 164041 J{AF16404F Homo sapiens WARTS protein kinase (WARTS) mRNA, cormolete cds 22
7612.5eq 501 |g{4885202|ref[NM_0D5230.1]ELK3] Homo sapiens ELK3, ET5-domain protein (SRF accessory proteln 2) NOTE: E-105)
7613.5eq 522 gil6249454]ernblAL035610.3{HSM17648 | Home saplens chromosome 21 PAC LLNLPT04M17648Q13, complete sequend 0.008
7614.50q 505 | gi|600587 1 jrefiNM_007214.1|SEC63L] | Homo saplens SECE3, endoplasmic reticulum transtocon component {S. 0
7615.5eq 501 | gi4505666{refiNM_001002,1|RPLPG Homo saplens ribosomal protein, large, PO (RPLPO) mRNA [s)
1616.5eq 503 | gi{1925047|ermb{Z 74730.1|HS214K23 Human DNA sequence from PAC 214K23, BRCAZ gene region chromasome 0.008
7617.seq 296 | 45066 34|refiNM_000994.1|RPL32} Homo saplens ribosomal protein L32 (RPL32) mRNA E-165
7619.5eq 516 gl;18481 3jgh|ME2402|HUMIGFEP4 Human insulin-fike growth factor binding protein 6 UGFBPS) mRNA, O
7620.50q an |_l

7621.5eQ §16|gi|57545/emb{X51615(RRCX26 Rrattus RNA for connexin protein Cx26 0.5
7622.50Q 518 |gil3850556/gb| ACO0S294IAC005294 Homo sapiens 12q15 BAC GSHB-410F4 {Gename Systemns Human Bac Librar| E |2§|
T624.5eq ref|NM_001614.1|ACTG1| Homo sapiens actin, gamma 1 (ACTG1) mRNA, [}
T625.5eq 520 gi|5524737{gb| AF 111169.2|AF111168 Homo saplens chromosome 14 BAC containing gene for KIAAGT5Y and other 0.037]
7626560 502 {gl|232341 Vigh| AFQ15930]AF01 5930 Homo saptens MHC class | antigen HLA-A (HLA-A} mRNA, partial cds D)
7627 5eq 504 | g)|4757825jref|NM_004048.1|B2M Homo sapkens beta-2-microgiobulin (B2M) mRNA O
1628.seq 488 |gi|3935193]|gblACDOSOTTACOOE07T Homo sapiens chromosame 5, P1 clone 254f11 (LBNL HE2), complete O
7629.3eq 393[2_!];6@7339@1%19101B.HAF'ISH]! 8 Home sapiens E21G3 (E21G3) mRNA, comeplete cds 0,
7630580 283

76323580 507 igild_&&SSOGlde[APOOD‘ZST.I |AP0O0237 | Homa sapiens genornic DNA, chvomosome 21622.1, D213226-AML region, 0.036;
T633.5eq 505 | g1 3357908|dbjiAB0 6436.1]AB0164096 | Mus musculus MRNA for intelectin, complete cds 6.00E-81
T634.seq 501 | gH180145,gb|L1 167T{HUMCDS7TGB Human transmembrane giycoprotein (CD53) gene, exons 2 through 8. 0
7635.5eq 476]gi{4914348|gb|ACDOTS37.3]AC0O07537 | Homo sapiens 12pt2 BAC RPCIT1-267123 {Roswel Park Cancer stitute o)
7636.5e0 50624450257 8jref|]NM_001226.1ICASPE| | Homa saplens caspase 6, apoptosis-—related cysteine protease (CASPE) [s)
T637.5eq 422|gi|4502930{ ref|NM_001866.1JCOXTB)| Home saplens cytochrome ¢ oxidase subunit Vil (COX78), nuclear [3)
T638,5eq 447 [ gi|4502904fref|NM_001831.1|CLU| Homo sapiens clusterin (complement ysis inbibitor, $P-43,40, [¥)
7639.5e0 507 | ei3779035{gblAC004526{AC004526 Homo saplens chromosome 17, Newrofiromatasis 1 locus, complete sequence 0.002
7640.58g 514 gi[4314421|gb{ACO05971]AC005971 HMomo sapiens chromosorne 17, clone hRPK.E51_L. 9, complete sequence 0
7641.seq 506 gll4758045|ref{NM_004743.1|CPR2| Homo sapiens cell cycle progression 2 protein (CPR2} mRNA [+]
7642.50q g SO8|reftNM Q01757 1CBR1| Homo saplens carbon reductase 1 {CBR1) mRNA E-177
7643.5eq 149 |gl]1200181]eb|L)3331 T{HSU33N 7 Human defenskn § {(HC-6) gene, complete cds 4 00E-76|
T644.5e9 gblAF186111.1JAF186111 Homao sapiens NEU1 protein mRNA, complete cds [a]
7645.58q €1|3308972|dbi| ABOO4S4E|ABO04546 Homo saplens mMRNA for peroxisome assernbly factor-3 (PAF-3), complete [1)
7646.5eq 503 | gi|1136423|dbi|DEOOOA|DEO004 Human mRNA for KIAAQ1B2 gene, partial cds 0
7647 s8q 504 M12759|HUMIG JC2 Human Ig J chain gene, exons 3 and 4. E-119
7648.5eq 509 | gl|3786332jcbi| ABO16242|AB01 6242 Cariida albicans gene for mRNA S-triphosphatase, complete cds 0.036]
T649.5eq 433 [gl|28335]ermnb|X63432|HSALCTE H.sapiens ACTB mRNA for mutant beta-actin (beta'-actin) ]
7650.3eq 513 gl|4240386]ebiar 067 B44| AFO657844 Homo sapiens chromesome 10 clone PTEN, complete sequence [Horo saplend o
7651 seq 518|g!|2772666|eb]AC003999|AC003999 Human PAC clane DJ1139P01 from 7p15-p21, complete sequence [Homo 0
7652.96Q -~ 348|gi|30029]emb]X15880/HSCOLIC Human mRNA for collagen VI alpha-t C—terminal globular domain 0
7653.5e0 500|gH5729967|refiNM_D06T13.11PC4) Homo saplens acthvated RNA polymerase H transcription cofactor 4 0|
7655380 502 gi|395086]errb| X1 4070{HSBTF3 H.saplens mRNA for transcription factor BTF 3 0
7656.5eq 511 gil450661 Biref|NM_000986.1{RPL24)| Homo saptens ribosomal protein L24 {RPL24) mMRNA ]
7657 589 508 | gll4506862iref|NM_0003T3.1|RPLS] Home sapiens ribosomal protedn LB (RPLB) mMRNA 0
7658.5eq 512 gIl6180012] 2bjAF191339.1|AF 191335 Homo sapierts h promoting complex subunlt 5 (APCS) mRMA, 0
7660.5eq 504 |gI|577 1401 |eb|AFO967 71.1|HEMLCKKRH Homx saplens miyosin ight chain kinase (MYLK} gene, exon 31, and 0
1661 seq 3470[refiNM_001402 V[EEFIA1] | Homo sapiens sukaryotic transiation elongation factor 1 alcha 1 9
7662 580 i|4566 145|gb|AF1 15384.1|AF 115384 Homo sapiens LRS (LRE) mRNA, complete cds of
7663580 515 | gi[206808|gtfMIS237|RATRTA Rat pot. G protein coupled receptor (RTA) mRNA, complete cds. E-103|
T664.580 503 | gil4506898iref|NM_0030186.1{SFRS2} Homo saplens spcing factor, arginine/serine-rich 2 (SFRS2) mRNA O
7665 .s8q 342 gll4758963jref|NM_004762,1|PSCD1| Homo sapiens pleckstrin homology, Sec? and coiled/coll dormaing D)
7666500 501 | gh185275|gb|MIA0IZHUMIGHC XM Human fetal ig heavy chaln variable region (clons M35) mRNA, 5 E-131
7667.5eq 502 gil6466447 [refiNM_006870.2| ADF] Homo sapiens destrin (actin depolymerizing factor) {ADF), mMRNA O
| 7668.5eq 507 gi|42351 41 |gh|ACO06533|AC006539 Homno sapiens chromesome 19, BAC 39498 (CIT~-B-26123), complete sequer] 5.008-57
[7669.5e0 503 i|3882282|dbjlAB01 8324.1)ABD18324 | Homo sapiens mRNA for KIAADTS! protein, partial cds 1]
T670.5eq 504 git4567304ref|NW_000034. HALDOA| Homao sapiens aldolase A. fructose—blsphosphate (ALDOA) mRNA 4]
7671580 456

T672.5eq 308 NM_001 157 3]ANX11| Homo sapiens annexin X| (564D autoantigern) (ANX11) mRNA E-170
T673.5eq 512|gil5725511|ekfAFQ72097. V| AFOT 2097 Home saplens beta-2 microglobulin gene, complete cds o
7674.5eq 339|gi|1262342|emiiX93334|HSMITG H.zapiens mitochondriat DNA, complete genome 0
7675580 503 | ei|450661 B|refiNM_000986.1[RPL24| Home saplens ribosormal protein L24 (RPL24) mRNA 0
T676.580 509

1677 seq £I[4096823gb|Ud1724.1{HELMIT24 Human fibr {FNT} mRNA, alternative splicing variant VO, 1)
T678.5eq zlh B7768|ghiKD2403|HUMMMC4A Human lernent component C4A mRNA, complete cds. ]
7619.5eg 505 gi{4503470jrefNM_001402.1JEEF1A] | Homo saplens evkaryotic ranslation elongation factor 1 ajpha 1 0
7680.5eq 508 | gi|3721650]dbj|ABD12910{AB012510 Homo saplens MRNA for arti-HBsAR Immunogicbulin Fabr kappa chain, 0
7681.5eg 484 §i|3962497|gbiACODS) 16JACO0E1 16 Homo sapiers chrormosome 19, BAC CIT-B-39315 {BC301323), complete 1.00E-04)
7682.5eq A121&i|5106794|sb|AFDB4458.1{HSECH1 Homo sapiens secB1 homoko mRNA, comglete ciis o
7683.5eq 497 {81 182398)2b] JO5262|HUMFAPS Human farnesyl pyrophosphate synthetase mRNA, complete cds, 9
7684.5eq 496 | gi 184173|gbiM1 1886|HUMHLACFO Human MHC class | HLA-C allele HLA-4, partial cds. O]
7686.5eq 507 [gil37847 [embi X1 B47TAHSVIMCD Hurman mRNA §-fragment for vimentin N-terminal fragment 0
7687.5eq 511 |gl}645360] jemblAL133113.1|HSMBO1334 Homo sapiens mRNA; cDNA DKFZp4340158 (from clone DKFZ2p4340158) 0.
7688.5eq 501 |g1}5453635|reflNM_006442.1 [DRAP 1| Homa saplens DR 1-asscclated protein 1 (negative cofactor 2 alpha) 3.00E-12
7689.5eq 338 {2i|4995638]emblALO45798.7|HSJ797M1] Human DNA sequence from clone 7T97M17 on chromosome 1922~24.3. Contail 0.002]
7690 seq 507 | @i[532596|gb|M12759|HUMIGJO2 Hurnan tg J chain gene, exons 3 and 4. E-148]
7691.5eq 502 |g|4982556]gb)AC005921 IJACO05821 | Home saplens chromosome 17, clone hRPK.284_J 22, complete sequence Q.14
7692580 507 | £i{60135041gb] ACD11331.1AC011331 | Genomic Sequence for Hormo sapiens clone H_NHO514911, chremosome 18, 1)
7693.5eq 503

7694.58q 410 gi|4502592[ref|NM_0D01867.1JCOXTC| Homo saplens cytochrome ¢ oxidase subunit Vil (COXTC), muclear E-180
T69%.5eq 502|gi|4506864|refiNM_003002.1]SOHD)] Homo sapiens succinate dehydrogenase complex, subunit D, integral 0
|7606.5eq 503! gil6005823]refiNM_0QT190.1|P125] Homa sapiens Sec23-interacting protein pt25 (P125), mRNA 0
7697 .seq 502 |ei61T9867|gb]AF103774,1{AF103774 Homo sapiens clore P11 anti-phespholipid immunoglobulin 8ght chain E-175
7698.5eq 500 | 21| 28287 80{gb|ACDO3051|ACO03051 Homo sapiens chromesome 17, clone 289A8. complete sequence {Homo 6 00E-04l
17699.5eq 447 | gil 181517|ebit 01131 |HUMDCNOT Human decorin {DCN) gene, exon 8, complete cos. Q
7701 seq 499 | git4587122|dbj|ABC19392.1]ABD19392 | Homo sapliens mRNA ot muscle specific gene M9, complete cds 9
Ti02 seq 503 |&1]19097Blgh|M18363[HUMREGA Human islet of Langerhans regenerating protein (reg) mRINA, compiete o
T703.5eq 506 E{STZSS\ 1|gh|AFGT2097. HAFOT209T Homo sapiens beta-2 mikroglobulin gene, complete cds v
7705 5eq 510|gi|5031780|refNM_005532.1|IF127| Homo sapiens interferon, aloha—inducibie protein 27 {IFI27) mRNA 0
1106.seq 500|gi|4093224)gblAF1 122191AF 112219 Horo sapiens esterase D mANA, complete cds ]
T708.seq 506/ £i]3327183(dbi|ABQ14585|AB014585 Homo sapiens mRNA for KIAAGGSS protein, complete cds 0
7709.5eq 445 gij4503070lref|NM,_003651.1)CSDA| Home saplens cold shock domain protein A (CSDA} mRNA [s]
7710580 27311505094 |dbjlD31 TEMHLIMORFKGIF Human mRNA for KIAAQQSE gene, complete cds E-147

23



Homo sapiens transformer-2-beta {SFR510) gene, alternatively sphiced

7712.sea 5241 gi|4377847|gb|AFOST159|AF057159 4}
7713.5eq 500 | gil4826757 [refiNM_004965.1]HMG 14] Homo sapiens high-mobtlity group {nonhistone chromosomal} protein 8]
771559 208]2H3882772|dLi|AB018319.1]AB018319 _| Homa saplens mRNA For KIAAQT 76 protein, partial cds 2.00E-20)
T7165ea 460 | 2il4506626]refNM_000991.1|RPL28] Homo saplens ribosomal protein L28 (RPL28) mRNA 0
I‘,TTIB_Seq Homa saplens clone 25088 mRMNA sequence 0|
1718589 Human laminin receptor (2HS epitope) mRNA, §' end. 0
372056 Homo sapiens barrier-to-autointegration factor mRNA, complete cds 4]
1721 seq Homa sapiens p160 mRNA, partial cds 1.00E-32
7722 500 M.museulus mRNA for ARP-1 E-161
7723 35eq Herna sapiens genomic DNA, chromosome 21a22.1, D215226-AML reglon, 0
7724 589 Human mRNA for T-cell cyclophilin ]
7725.5eq Human mitochondrion, complete genome E-163
7727.seq 450|gl|6137796]ref|NC_001807 2|t Human mitochondrion, complete genome 0
77285eq 506 gil5106794]ghi AFOB4458 . 1{HSECH] Home saplens sec61 homotog mRNA, complete cds o
7729.58q 420]gil4506190jref{NM_002801.1|PSMB10{ | Homo saplens proteasome (prosome, macropain) subunit, beta type, 10 O
77303eq 506 | gl{5042207|ref|NM_003403.2[YY 1 Homo saplens YY1 transcription factor (YY1), mRNA [y
7733580 503 | 2Ij3548788]eb]AC005621 | ACO0562 ] Homo saplens chromosome 19, cosmid F19678, complete seavence [Homo 22
T734.5e0 502 glj4557306)refiNM_000035.1]ALDCB| | Homo sapiens akdolase B, fructose-bisphosphate (ALDOB) mRNA o
7736.seq 514 gl{Z3690{emb{X56932|HS23KDHEP H.sapiens mRNA for 23 kD highly basic protein o
1737seq 523 | gi|5817121 |emblALT 10202, {HSMEO0B54 Homo sapiens mRNA; cDNA DI(FZp58612022 {from clone DKFZpS8612022) <
7739.seq 501 | gi|5650567 |ermb|ALOT8589.8jHS 1126114 | Human DNA seguence from clone 1126114 on chromosome Bq16.1-16.3. 0.036'
7740.5eq 410]gi[4500230]emb|ALO49447.1 HSMB0023¢ Homa sapiens mRNA; cONA DKFZp586A0722 {from clone DKFZp586A0722) ol
7741520 505 |&i[4501916]refiNM_001111.11ADAR]| Homo sapiens adenosine deaminase, RNA-soecific {ADAR) mRNA o|
T742.5eq 500 [gi|5048720|eb|AF094474,1|]AF084474 | Hymenosporum flavum ribosomal protein L16 (rpli6) gene, fntron; 2.2|
7743580 502 | £i[532506]eb|M12759|HUMIG J02 Hurnan &2 J chain gene, exons 3 and 4. £-131|
7745.56Q 468 2| 4506686|ref|NM_D01018.1/RPS15] | Homo sapiens ribosomal protein $15 (RPS15) mANA o|
774658 501 | gl[2828770(eb[AC0041 07TIAC0041 07 Human Cosrrid 21248a010 from 7g31.3, complete sequence [Homo saglens] D.56|
7747580 291 |gil4151392|eb] AFOIE435|AFCI6435 Rangifer tarandus groenlandicus isolate BLN3 tRNA-Thr gene, partial 0.08]
7751.580 503 | gi|4455632/emb]|297353.3HSSOLE Hurnan DNA sequence from clone 90LE on chromosome 22q11.21-11.23. Cong 0.14]
T752.58Q 504 | gi] 23690(ernb| X56932|HS23KDHBP H.saplens mRNA for 23 kD highly basic protein [V}
T755.58q 503

TT56.58q 508 | gi|48B5508|refiNM_005380.1|NBL1| Horno saplens neuroblastoma candidate reglon, suppression of 0
7758.580 483 | g1|5420267|emb]ALOS0404.3[HS 1955013 Human DNA from clone 955M 13 on chromosorme 20, Contains the 0.54]
7759.5eq 506 | gI[4758011 jrefitiM_004858.1|CLTCL2| | Homo saplens clathrin, heavy pobmeptide- e 2 (CLTCL2) mRNA o]
7760.580 495 gij4305548|xb| ACORE033|ACO06033 Homo saplens BAC clone NHO121A08 from 7p14-013, sequence [Ho 0.036
7761.58q 504/ gl|33107jermbX5471 3HSIGHMUS Homan Mu switch DNA of the Immunoglobulin heavy—chain gene locus 0
7762.58q 424 gl 26477 2]t S54005/S54005 thymosin beta—10 [human. metastatic melanoma cefl line, MRNA, 453 [+
7763.seq 508 |gi|2735563|eb|U96741|I96741 influenza A virus (A/Chicken/Pennsylvania/21525/83) nonstructural 0.4
7767.5eg 268

7768.se0 264,

7769.seq 5121 el[1537067|gh|U63839 RNLI63839 Rattus norvegicus nucleoporin S8 MRNA. complete cds 2.00E-10)
TTT0.seQ 493 | gi|453963|embiX 7 TSB4{HSATLRED H.saplens mRNA for ATL-derived factor/thiredoxin o)
T17iseq 501 ] gil4507948irefINM_003404.1|YWHAB} | Homo saplens tyrosine 3I-monocoxygenase/tryptonhan 5-monooxygenase 0
7172360 519 | gi|4506624]ref]NM_D00390.1|RPL2TAS | Homo saplens ribosomal protein L27a {RPLZTA) MRNA 0f
TTT3seq £09 |ei[4087194|gb[U48B57. 1 |HSU4BBS? Human fumarase mRNA. nuclear gene encoding mitochaondrial protein, %)
7775.5eq 504£gi 1834968|emb|ZB5257IHSZ85257 H.sapiens ig lambda Hght chain varlabile region gene (17-250IVGT) Q]
7778580 399|gIt3483517|gb|AF086172|HUMZBBSE 10 | Horno sapiens full lenith Insert cDNA clone ZBS9E] 0 0
7779.5eq 502 | gi{3288458|emib|A J223473|HSTFIISH Homa sapisrs mRNA for transcription elongation factor TFIIS.h 1.00E-32
7780:5eq 506

7781.5eqg - 98|2I|339688]gb|M17733|HUMTHYE4 Human thymosin beta-4 mRNA, complete cds. 4.00E-44
T783.sen 174|gi|5689805!emb]AL109701.1|IR045620 | Homo saplens MRNA full length insert cDNA clone EURCIMAGE 45620 5.00E-76
778458 542 | i|5680398)0bj|ABC2B9S54.1|ABDZBYSA | Home savkens mRNA for KIAA 1031 protein. partial cds [s]
7785.58q 507 | l|545387 1 jref|[NM_006207.1|PDGFRL| | Homo saplens platelet—derived growth factor receotor—ibke {PDGFRL} &)
T786.5eq 507 |gi[51 74406]refiNM_006016.1|CD164] Home sapiens sialomucin CD184 (CD164) mRNA 1]
7788.5eq 354 gi[6434220]emblAL132970.3|ATTI5CS | Arabldopsis thaliana DNA chromosome 3. BAC clone T15C3 1.5
T7789.5eq 514|g1|31091lemb]X16869tHSEF 1AC Human mRNA for slongation factor 1-alpha {clone CEF4) [s]
7780.5eq 651

7791.5eq 414/ el|2078455|gblAC002080.1|AC002080 | Human BAC clone CTA~253813 from 7q31-a32, complete sequence [Homo 23
7792.5eq 429

7794.s8q 480! gij4506624fre {NM_DO00S9C.1 | Homa sapiens ribosomal protein L27a (RPL27A) mRNA 0
T795.5eq 643 gl|2558484|dbj ABODB136.1LAB008136 | Homo saplerss gené for HLA-Cw*0604, partial cds s}
7796.580 535 | gi|532506!abiM12758.1 HUMIGJ02 Human Ig § chain gane. exons 3 and 4 0
7797 .5eq 554 ﬂSGTQTBQlen‘bIALD‘M.ImHSJSTZMI Human DNA sequence from clone 672M 15 on chromesome Xp21.5-21.3. e-1T1

T758.seq 537 | 24335784 gh|U78542.1|HEUTE542 Hyman pyrroline - 5-carboxylate synthase long form (PSCSL) mANA, 3]
7799.seq FO49613,1|AF040613 Homo sapiens huntingtln Interacting protein HYPK mRNA, partial ¢ds af
7BO1 .seq 538 |gH177174|gb|MYS7E7 .1 |HUM225M Human 22kDa smooth muscle protekn (SM22) mRNA, compiete cds o}
T805.35eq 457 | gi|368B105]gblACO04686.1AC004686 | Homo sapiens chromosome 17, clone hRPC.1073_F_15, complete sequence )
T806.5eq 559 | gi[2811099]eb|ACOD4041.1|AC0O04041 Homa saplens chrompsome 5, P1 clone 282d12, P1 5109 (LBNL H18), 0.2

. | 7808.5eq 554 gi| 702003B|dbilAKD001 4.1 [AKODO 43 | Homo saplens cDNA FL 120136 fis. clone COL0TOR8 O

7809.5eq 560|gil438147|dilD21090.1|HUMHHR238 Human mRNA for XP-C repalr cormolementing proteln {p58/HHR238B), Ol
7810.5eq 464 | gl|4329686|ebl AF151867.1|AF151867 Homo sapiens CGI109 proteln mRNA, complete cds [¥;
7811.5eq 519|l)2801527{eblAF035397 1|AF035397 Homa sapiens cosmids Qc15C1 and S4B6 from Xq28, complete sequence 0
7B12seq 6741 gi|2622806|gbiAE000926.1|AE0D0926 Methanobacterium thermoautotrophicum from bases 1536655 to 1548777 0.053
TB13.seq 649 | i 292461 9|dbjl A BOOGE34.1 JABDDEE4 | Home saplens mMRNA for hepatocyte growth factor activator inhioitor o
7814 500 292 | 2il4063630]ab]AF0S0095.1JAFQI0085 | Homo saplens clone IMAGE 286356 e-140

7815.5eq 370|gil181532]ab|M97925.1{HUMDEFSA H.sapiens defensin § gene, complete cds e-131

7816.5ec 548 glj3766286lembjAJ01 2078.1JHSAD) 2078 Homo sapiens mRNA for fat facets protein, 3' end 0|
7817.5eq 542 |ei|2995609]8b|AC004451.1{AC004491 Homo sapiens BAC clone CTE-139P11 from Ta11-921, complete sequence 02
7818580 548 | gil3337419]gb|AFR42081.1|AF042081 Homa sapiens SH3 domain binding glutamic acid-rict-like protemn 0|
7820.52q 507 [ gi[2826450|gb]ACD02422.1)AC002422 | Human Chromasome X, complete sequence [Homo saplens] 29
7821.5eq 552|gi|1518041|gh{62740.1{HSUG2740 Human heraditary multiple exostoses gene 2 (EXT2) mRNA, complete cds 0|
7822 seq 28| gil190382|eb|M22806.1 {HUMPRODO4 | Humnan proivl 4-hydroxylase beta—subunit and disulfide isomerase e-136

7823300 549! gl|4505488 refiNM_D02539.1{] Homo saplens omithine decarboxylase 1 {ODCT) MRNA Q
7824589 569 gi|3860076|gbjAFQITO21.HAFOG7021 Homo sapiens GW1 12 protein (GW112) mRNA, complete cds 1]
7825569 332 | gil4506624|refiNm_000990,1]1 Homo sapiens ribosomnal protein L27a (RPL2TA) mRNA e-180

7826.5eq 594/ gi[401 B44]gb|L05093.1|HUMRIBPROD | Homo sapiens ribasomal protein L18a mRNA, cormpléte cds O
7828 560 602 giiSMﬁZZ?lQ]ACUUSWZJlACOOSSO? Home saplens clone UWGC:g1211a139, complete sequence 0.22
7829seq 563 {gl|31667]|emb|X04526 1|HSGBR Humian ver mRNA for beta-subunit signal transducing proteins Gs/Gi 4]
7832.5e0 537 | gl[4506192irefiNM_002793.1| Homo sapiens proteasomne {prosome, macropain} suburit, beta type, 1 [+]
7834.5eq 531 |2l|590%977|rafiNM_037011.1)) Homo sapiens putative transmembrane protein (HS1-2), mRNA ]
78356.5eq 555 | gl|299788|gb|$59184.1 |S59184 RYK=related to receptor tyrosine kinase [(hurnan, hepatoma, mRNA, 3068 3.00E-74
7836.5e0 556/ gil67315702] gblAC007226.2|AC007226 | Homo sapiens chromosome 16 clone RPCH-11_520B73, complete sequence [+]
T837.3eq 726 gi]1 B7T434|eb|M24545.1|HUMMCAF Human maonocyte chemotactic and activatine factor (MCAF) mRNA, 0
7838 seq 674 gl1 3003lemb|V00662.1 |MIHEXX H.sapiens mitochondrial genome 0
7839.5eq 555 gil450283B|refiNm_000081.1]| Horno sapiens Chediak-Higash! syndrome 1 {CHS1) mRNA e-138

7842520 27 gii6822199 emT]Aj 117354.12/H$J97601 Human DNA sequence from clone RPS-976013 on chromosoma 1p21.2-22.2, 155

TB4d.5e0 559 gIE?DZSBB?[gt_j]_ACMGQ‘tSRS!ACDOG‘EMS Mus musculus chromosome Be clone rp2 1-602f10 strain 12386/SvEvTac, 0.051
7845.5eq 585 | gi|7020165idbj| AKDO0Z23.1JAK000223 | Homo sapiens CDNA FLJ20216 fis, clone COLF3242 O
| 7846.520 557 |2i|6807944|emb]AL137398.1|HSMB02093 Homo saplens TR NA; cDNA DKFZp434K052 (from clone DKFZo434K052) kt]
7847.seq 544 gi[2801527|gb|AF035397.1|AF035397 Home sapiens cosmkds Qc15C1 ankd 9486 from Xq28, complete sequence O
7849.5eq 327 gi{d0500B5| e AF 109907.1{DJ534K4 Homo sapiens 5164 gene, partial ¢ds: PS$1 and hypothetical protein o
7851.5eq 542 | gil |embj ALOS0284.1|{HSMB0019Y Homo sapiens mRNA; cDNA DKFZp586M1018 (from clone DKFZpS86M1019} [ e~121

7852 580 420! 2i{5918161|emb|AL035420.15|HS550H1 | Human DNA sequence from clone 550H1 on chromoseme 20q11.1-11.22 Cont 0.6]
7853.5eq 632 gi[599593_8J§biAF'l92559‘3|AF192559 Homo saplens mitochondrial carmier hometog § isoferm b (MTCH1) mRNA, 0
|7854 seq 554|gi{6492472|eb]AC009731 BACORI731 | Homo saplens 12 BAC RPI1-438N16 (Roswedl Park Cancer Institute Human 0.3
TB62.seq 545!gi]7341380|gh]AC022333.11|ACE22333 | Homo saplens Chrd NOVECTOR RP131-64013 {) complete sequence 0.05
7883 .seq 551 |gil4757825(ref|NM_004048.1]} 3 Homg saplens beta-2-microglobulin (E2M) mRNA 0
T864.3e0 549 |=i[187926]gb|ME4IBE. 1| HUMMHC WA Human MHC class | ¢ hocyte antigen {HLA-Cw*0401) mRNA, 5 end 0

/O
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7866.58q 489 | gil4506700]refiNM_001025.1]] Homa sapiens ribosomal protein $23 (RP523) mRNA

| 7869.5eq 556|gi|5430715{gb|AF130343. 3 AF1 30343 Homo sapiens chromosome B clone PAC 87.2 map Bg24.1, complete sequence 0.2[
7870.seq 568|2i|5831935/emblAL121578. HHHSXKSRPXN Homo saplens chromosome X sequence from 12 cosmids, map Xp21.1 region £.013
7871.5eq 560/ gi]1 262342|emb|X93334.1HSMITG Homo sapiens mitechondrial DNA, complete genome 0
7873.5eq 378) gij4406T06]eb|AF1 31859.2{AF131859 Homo sapiens clone 24923 mRNA sequence Q
7874.5eq 545]glj45081 28] gblACO0E461 2| ACCOBAE61 Homo sapiens BAC clone RP11-343N14 from 2, comolete seauence 0.05
7875.5e0 563/ gi|532596igb|M12759.1|HUMIGJOZ Human Ig J chain gene, exons 3 and 4 e-131

7877.5ea 566 gi]450560§i_reiLNM,002550.1 I} Homo sapiens pancreatitis-associated protein (PAP) mRNA 0
7878.52q 585 2i|68Q7955{emblAL 1 37406.1JHSMB02103 Homo savlens mRNA; cONA DKFZp434M162 {from clone DKFZp434M162) 0
7879.5eq 346 QdSOGMO{refiNM_ODOQSTJH Homo sapiens ribesomal protein L37 (RPL37) mRNA 0|
7880.5eq 572|gi|B43421 4|embiaLl 32982.1|ATF2A19 | Arabidopsis thali DINA chromosome 3. BAC clone F2A19 0.013
7881.58q 499 gl|598568{dbi|D17139.1|HUMDIEG3M3 | Human HepG2 3’ region Mboi cDNA, clone hmd1e03m3 2.00E-60
7882.58q 566 gi|5 13890 gb| AFD57354. 11AF057354 Homo sapiens myotubularin-related protein 1a mRNA, partial cds 4]
7883.5eq 602 | gi|556001 91gb| ACD07254.3|ACO0T254 | Homo saplens BAC clone RP11-508C2D from 2, complete sequence 0.004
78855eq 508 gi|34262971gb| AF054589.1{AF054589 Homo sapiens HIC protein isoform pdQ and HIC protein isoform p32 0
7887 seq 635 i|4502950jref|NM_000080. 1 Home sapiens collagen. type IIl, alpha ¥ (Ehlers-Dardos syndrome type 0
7888 seq 359 | gi|d156135kgb| ACDOS0S8.1 ACGD5058 | Homo sapiens BAC clone CTE-54D4 from 7g31, complete sequence 2

;05



7889.seq 472|gl|4BB5456|ref|NM_005358.1{] Homo sapiens MAD [mothers against decapentaplegic, Drosophila) 0|
7880.5eq 44%|ei|4503476]ref]NM_003958.1]] Homo sapiens evkaryotic translation elongation factor 1 beta 2 1 .DOE-48|
7881.5e0 442 | l]4089604|eb}UBBRIE. 1 |HSUBERIE Human elone 738, translational activator GCN1 mRNA, partial cds o
7892 .seq 467 | g![5059165]gblAF ) 44103.1]AF 144103 Homo sapiens NJAC protein (NJAC) mRNA, complete cds 0
789%4.seq 465(gi|4504278]refiNM_002107,1( Hormo sapiens H3 histone, family 3A (HIF3A) mRNA 0
7887.seq 403 |2i|4503034|ref|NM_0031310.1]| Homo sapiens cAMP responsive binding protem-like 2 (CREBL2) 0
789%.seq 502 |2i]1944628]gb|J01415.1 [HUMMTCG Hurman mitochondrion, Complgte genome o
79C1.5e9 458 ill70225mldbleK0013t9.){N(001 318 | Homo sapiens cDNA FLJ10457 fis, cione NTZRP1001424 0|
790%.58q 493 | gl{4557386|refiNM_000587.1{] Homo sapiens complement component 7 (C7) mRNA 0
7903.seq 118]i|6967288]emb|ALO78581 .1 HHSDJ12G| Human DNA sequence from clone RP1-12G 14 on chromosome 6q24.1-25.2, 1.00€ - 54
7904.58q 507 | gi] 50321 32]refiNM_QOS801.1{] Homo sapiens putative translation inttiation factor (SUN) mRNA [i]
|7905.5eq 502 | gila506276]ref|NM_DO2823.1{] Horno sapiens prothymosin, alpha (gene sequence 28) (PTMA) mRNA e-129

7906.5eq 406 | gi|532596|gb|M1 27531 [HUMIG J02 Human lg J chakn gene, exons 3 and 4 o
7907 seq 500|gi[6807768]emb]AL 137304.1|HSME0197% Homo sapiens mRINA; cDNA DKFZp434H247 (from clone DKFZp434H247} e~ 161

7908.5eq 431 | 2|7020950(dbj|AK000700, 1}AKLO0T00 | Homo sapiens cDNA FLI20693 fis. clone KAIA2667 o
7908 sea 5041g1|3766168|eb|AFDS7297.1|AFQ57297 | Homo saplens omithine decarboxylase antizyme 2 {DAZ2) mRNA. o
7910.5eq 5021 gi[613702 11emb|AL132665.1|HSMBO1244 Homa sapiens mRNA; cDNA DKFZpS66E034 {from clone DKFZpS66E034); O
7911 5eq 507 {gi|7330334iref[NM_013943.1]| Homao sapiens chloride intracellular channet 4 like (CLIC4L), mRNA o
7412589 490| &i{6996644{gb|AF116195.AF) 16195 Homao sapiens cancer—testis antigen CT10(CT10) gene. complete cds 2.8
7913.seq 5091 gl[7108462i2b{AF119117.1LAF118117 | Homa saolens dopaine transporter {SLCEA3) gene. complete cds 23
7915.5eq 500]eil45067 3 2iref{NM_002054.1]] Homo sapiens ribosamal protein S27a (RPS27A) mRNA o
7916580 503 | 2865724|gb] AFO35429.11AFD35429 | Homo sapiens cytochrome oxidase suounit 1 {COI} and subunit 11 (COII) 9
7917 .5ea §11)gil5725888jref|NM_006694.1|| Homg sapiens jumping translocation breakpoint (JTB} mRNA o
1918.se¢ 516 | gi|4454511)|gb|AC005940 3| ACD05940 | Home sapiens chremosome 17, clene hRPI.167, N 20, complete sequence 0.74
7919.5eq 464 gi|2B08656]emb|AJ003147.1[HSAIO31 47, Homo saplens complete Benomic sequence between D1533070 and D165327§ 0.17
7920.5eq 513 gi|5174496|reflNM_006033.1| Home sapiens lipase, endothelial (LIPG), MRNA 7.00E-29
7921.5eq 507 | gi|6857821|refiNM_007078.1]| Homo saplens protein tyrosine phosphatase type IVA, member 3 4]
7922.seq 513 | gi|3172418|gb| AF064599.1 JAF064593 Homo sapiens nucleolar protein Nop30 (NOP) mRNA, alternatively 4]
7923seq 497 | gi|4506702|refiNM_0)1026. 4]} Homo saplens ribosomal protein 524 (RPS24a) mMRNA [4]
7924.5eq 502 | gi|5032108] refiNM_005686.3(¢ Homo sapiens SRY (sex determiring region Y)-box 13 {SOX13) mRNA Q
7925.5eq 512 [ gi|t 340540]wb]G19569.1]G 19969 hurman $TS AQOZDAB 400E-51
7926.5eq 501 | gil4507668(refiNi_003295.1} Homo saplens tumor protein, transtatipnally-controlled 1 {TPT1) [+
7927seq 366 | gi{ 1 89305)gb|MBO858.1 | HUMNUCLED | Human nucieoiin gene, comphste cds e-125

7928.5eq 402 | gi| 1 87243|gb] J03B01.Y [HUML 52 Human lysozyme mRNA, complete cds with an Alu repeat in the 3" flank of
7929.5eq 507 [gi|2795824(gb| ACO04021.1]AC 004021 Human PAC clone RP1-186K18 from 5a31, complete sequence [Homo sapien| 0.72]
7930.5eq 490 | gil4758199]ref{NM_004415.1)| Homo saplens desroplakin (OPI, DPII) (DSP) mANA o
7931589 459 | gi|7018348]ref|[NM_13372.1 Homo sapiens cysteine knot superfamily 1, BMP antagonist 1 3]
7932.5eq 410]gil3582347|gb{ACO04772.1]ACO04772 | Homa sapiens chromosome ¥, clone hCIT.144_J 1, complete sequence 0.15
7933.5e0 442 | gif2580474) 5 Hormo sapiens chromosome 17. clone hRPCBETC24, comnplete sequence 8.00E-53
7934.5eq 500 |eit) B4847|gh{M63438.1 {HUMIGGK Hurnan Ig rearranged gamma chain mRNA, V-J-C reglon and complete cds o
7935.5eq 514 gi|4176360|gh|ACO06406.1ACO06406 * | Homa sapiens, clone hRPK.25_A_1, comolete seauence 238
7936.5eq 498 |gi]1773226|gh|U26312.1[HSU26312 Hurnan heterochromatin protein HP 1 Hs—gamma mRNA, ¢ lete cds e-151

7937seq 506 |gI|5912633|refiNM_012423.1|| Homo saplens ribosomal protein L13a (RPL13A). mANA q
7938.5eq 376|2l|4929722|gh|AF151885.1|AF151885 Homo sapiens CGI-127 protein mRNA, complete cds [y
7940.seq 500/ gi]4304815]gh| ACODE000. 2/ACO06000 | Homo sapiens PAC clone RP4-741M6 from 7p21-p15.3, complete sequence 0.71
7941 .seq 501 | gil6552326(ref|Ni_000398.34} Homo sapiers dlaphorase {NADH) (cytochrome b5 reductase) (DIA1), o
7942.5eq 500|gi|5B41263(gD|AF 161425, )|AF161425 Horno sapiens HSPC307 mRNA, partial cds iy
7943 seq 221 | gi|38422{emb|X63150.1|HSRPS18 Homo sapiens mRNA for ribosomal protein $18 e-112

T944.seq 72| gi{5032 166 |ref|NM_005885.1 Homo sapiens similar to S. cerevislae SSM4 (TEB4) mRNA 7 00E-33
7945580 497 gif35456lermnb|X54629. 1{HSPHL1 Hurnan pHL-1 géne is a c-myc oncogene containing coxlll sequence 0|
7947 seq 505! gl|6013504]gbACO11331.1|AC011331 | Genomic Sequence for Homo sapiens clone H_NHD514011, chromosome 18, 0]
7948.58q 499 |glj4759321 [refiM_004185.1]| Homng sapiens wingless-type MMTV integration site farnily, member 28 0)
7950.5eq 495 gl{5841065]gb|AF123303.1|AF123303 | Homo saplens calcium-binding transporter mRNA, partial cds [«
7951 3eq 439 gl|5579470)refINM_005346.2]| Home sapiens heat shock 70kD protein 1 (HSPA1B) mRNA 0]
7952.5eq 502 gil1 8151 7[eb]t01131.1|HUMDCNOT Human decorin {DCN) gene, exon 8, complete cds 0;
7953.5eq 355 [&i|7 109329|eb| ACO20647 AL 020647 Homa saplens 12 BAC RP11-922023 (Roswell Park Cancer Institute Human B 0.008
7954 seq 398 12i|4210503|gb{AC004664.1]AC004664 | Homo sapiens chromosome 4 clone CO500H20 map 4p16, complete sequence 0.56
T956.seq 495|gi|3342751|gblAC004591.1]ACDO4891 Homo saplens PAC clone RP5-11B6CY from 7a21,2-g31.1, complete sequenc D18
7957 580 501 |gil401 844{gb{L 05093.1|HUMRIBPROD _ | Homo sapiens ribesomal pratein L182a mRNA. complete cds [1]
7958.5eq 521 | |22 74967 | ernbi]A 3000332.1|HSGLUCOI Homo sapiens mRNA for glucoskiase H [+]
7959.5¢q 500|git4557674jrefiNM_000210.1]| Houra sapiens integrin albpha chaln, alpha 6 (ITGAE) MRNA 4]
7962.5eq 484]gi[7243953[gb|ACO1 1310.3]ACD11310 | Homo sapiens clone CTD-2580C17, complete sequence 069
1963 .3eq 498 | gi|126303 7| gh|UM45556.1|HSLM5956 Human neuronal membrarne glycoprotein M6a mRNA, partial cds on
7964384 141 |gi[228106teb|U73638.1|U73638 Human Chromosome 11 Cosmid cSRLI6D6, complete sequence [Homo sapiery 6.00E-56|
| 7965.5eq 63| gi[2338780]gh{U5738.1[HSUSS5738 Human chromosome 16013.11 BAC clone CIT987SK-29B12 complete sequent 32
7966.5e0 33621(7019918jdbl]AKGD0070.1 JAKOOODTO | Homo saplens cDNA FLJZ0063 fls. clone COLO15624 0
7967 seq 495|gI|2814366]embjZ98751.1{H5560B9 Human DNA sequerce from PAC SE0BY on chromosome 1a24-1a25. Contain: 0.7
7969580 5061 gl || ABO02351.1]AB0G2351 _ | Human mRNA for KIAAG3IS3 gene, partial cos a
1970.52q 617 gi|532596|eb|M? 2759.1 [ HUMIG JOZ Human lg J chaln gene, exons 3 and 4 e-130 |
7872.5eq 501 gl|6604542]gb| ACCOBNME. 21AC009948 | Home saplens clone RP11-12C17, complete sequence 3.00£-06]
7974.5eq 432 | &i|4503304]ref|NM_001926.1)) Home sapiens defensin, alpha 6, Paneth celi-specific (DEFAS) mRNA o
7976.seq 508 | @i[6862584)gb]AF229844.1[AF 16213752 | Mus musculus WNT-2 gene, partial cds; putative ankyrin-related protein D.003'
7977.5eq 399 |eil535881 8|ebjAC0O08079.22|ACO08GTS | Home sapiens, complete sequence: B.B‘I
7979.589 394 | eil4B26759|refiNM_004966.1]| Homo saplens heterogeneous nuclear ribonucleoorotein F {HNRPF) mRNA 0)
7980 s5eq 506.|gil4508154|gb|AC004835.2|AC004835 | Homo sapiens clone DJOSSSNO2, complete sequerce 4.00E—36
TaB1.seq 500 | &i|4503476]refjNM_D01959.1 {1 Hemo sapiens eukaryotic transtation elongation factor 1 beta 2 0
7971 .seq 404 | #i|50023061emblALO3SSB7.5[HSATSN16 | Buman DA sequence from clone RP3-4T5N15 on chromosome Bp12.3-21.2, Q
79595.5eq 477 |2l|1514582}emb|X956750.1[HSIGKLG31 | H.sapiens immunogiobulin kapoa chaln (slone: 31) [4]
7937 seq 510|»i|3298531|gb{AC004054.1|ACE04054 | Homo saplens chromosome 4 clone 8220G8 map 4q21, complete sequence 0
7999.5eq 449 gi|2275183|b]AC0O02380.1]ACO02380 | Human BAC cione G51-330.J10 from 501 5.2, complete sequence [Homo 0.64]
8001.seq 5041gl|710365|gbjU21138,1{H5U21138 Human ribosomal protein L9 mRNA, complete cds 0|
8003.5eq 516 | gl|1520014]dbi|DE7665.1|DBTEES Human heart mRNA for MHC class | HLA-BwE2, partlal cds 0
8004 seq 395 | gi|4503270 ref|NM_001520.1|] Homa sapiens decorin {DCN) mRNA e=165

8005.5eq 507 |i| 166936 71| ACD000E5.1JHSAC000068 Human BAC clone RGOBSCOS5 from 7a21-7a22, complete sequence [Homo  |e-158

8006.sea 506 |gI[3264572|gb}AC003041.1]AC003041 | Homo sapiens chromosome 17. clone HCITIOTA16, complete sequence 1.D0E-45|
8007.seq 500|eil5332383|gb|ACO07631.3|AC007631 | Genomic sequence of Homa sapiens clone R145D03A from chromosome 18, 0.18
8008 5eq 505 |2i|532596[abiM12759.1 HUMIG J02 Hurnan Ig J chain gene, exons 3 and 4 e-111

BO0G.589 519 | gi|6715596|refjNM_007338.1}{ Homo sapiens deleted in lung and esgphageal cancer 1 (DLEGT), 28
18010.5eq 512 [ gi|38R03 | eb|LD5092.1[HUMRIBPROC | Homa sapiens ribosomal protein L11 mRNA, complete cds

8011 seq

8012.58q 506

8013589 513 gil1944628]gb] 10141 5 3HUMMTCG Hurnan ritochondrion, complete genome Q
8014.580 499 gil532596[eb|M ! 27591 [HUMIGI0Z Human g J chain gene, exons 3 and 4 0
8015.5eq 507 | g 35456 mb|X54629.1JHSPHL1 Human pHL -1 gene is a c—myc oncogene containing coxill sequence 0
8017.5eq 456 gl 532596]eb|M12759.1 {HUMIGJOZ Human Ig J chain gene, exons 3 and 4 e~

8019.5eq 502 |gi| 724326 7|dbj| ABO37856.1|AB037856 _| Homo sapiens mRNA for KIAA143S orotein, partial cds 0
8020.58a 511 |gil4506606]ref|NM_000974.1]| Home sapiens ribesomal protein L18 (RPLI8) mRNA of
8021.52a

j2022.5e9 3892146891 94|gb|AF105423.1| AF105423 | Homo saplens sodium-dependent nevtral aming acid transporter (R16) 9
8023 seq 516|gi[a84142]emb|X89401.1JHSL21PROT _ | H.sapiens mRNA for large subunit of ribosomal protein L21 9
8024 5eq 434|gl|7263998]emblALD50320.19|HSJ107714 Human DNA seguence from clone AP5-107712 on chromosame. 20. Contains 0
802550 515/ gil4761562|gb|AF127818.)|AF127918 | Homo sapiens connective tissue growth factor mRNA, J untranslated e-145

8026.5eq 421 {gi|4049323|gb)ACOC6199.1]ACO0E199 | Homo sapiens, clone ERPK.13_A_1, complete seguence 2.4
8027 .seq 503 |gi|6492473(gh|AC0O09509.7|ACD02509 | Homo sapiens 12p11-37.2-54.4 BAC RP11 -1060.15 (Roswell Park Caricer [y
B8028.5eq 497 | gi|4504618|ref|NM_001553.3 |1 Homo sapiens insulin-like growth factor binding protein 7 (IGFBPT) 0
|8029 seq 522 gl|4757825|ref|NM_0040481(| Homa sapiens beta—2-microglobulin (82M) MRNA 0
B8030.5eq 452 gyB63447 Blemb}A| 1D9809.18HSJ6TID2 Human DNA sequerke from clone RP4-673D20 on chromosome 20 Contains 0.64
B031.5eq 50026580491 jernb|Z71183.2/HSN28HH9 Humar DNA sequence from clone LL22NCO3-2BHS on chromosome 22 Conta 0
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8032.seq 508] gi189347|eb{M23204.1|HUMOATC Human ornithineg-oxo-acid aminetransferase mRNA, exons 3-11, o]
8034.5eq 485]gi|6015531 |erbjALO35691.17[HS249F5 | Human DNA seauence from clone RP1-249FS on chromosome 6a26-27 Cont 0.18
8035.5eq 520]gi|1 78692(gb{M18217.1{HUMANTNCE Human DNA of undetermined origin fourd 5 to NCA mRNA ]
8037560 506 gi|13431591eb|G22833.1/G22833 human STS WI-30311 e-169

B03B.560 516]gi|4501 B2}ref|NM_D01613.1[} Homo sapiens actin alpha 2 {ACTAZ2) mRNA 0
2030.5e0 386 (450357 8|ref|NM_001431.1]{ Homo sapiens erythrocyte membrane protein band 4.1-like 2 (EPBA41L2) 0
8041.5eq 458 | gH7020355|dbilAK000338.1]AK000338 _ | Homo sapiens cDNA FLJ20331 fis, clone HEP10410 0
8042.seq 503 | gH6491736[emblAJ242910.1|HSA24291 0 Homo saplens mRNA for N-Acetylglucosamine kinase e-167

8044.5eq 411 gi[4557284ref|NM_000646. 11} Homo saplens amylo—1,6-glucosidase, 4-alpha-ghucanotransterase [}
|8046.seq 505 1| 7022520]dbi| AKDD1330.1|AK0Q1330 _ | Homo sapiens cONA FLJ10468 fis, clone NT2RP2000007 1]
|3047_seq 517]gi|4581346]emb]AL 033543.6/HS414D? | Human DNA sequence from clone CTA-414D7 on chromosome 22613.2-13.3 0.74
IBOda.seq 506 ail4505574|ref|NM_002568.1]| Homo sapiens poly(A)-binding pratein-iike 1 (PABPL1), mRNA )
804%.5eq 508 | i|307150jeb|L.191 £2.1JHUMMAC25X Human MAC25 mRNA, complete cds e~140

8052.5eq 320 gi|5325964eb|M12759.1[HUMIG J02 Human Ig . chain gene, exons 3 and 4 e~179

8053.5eq 445 | g{532596{eb|M12758, 1JHUMIG JOZ Human hg J chain gene, exons 3 and 4 o
8055.50q 356 | gi[452944igb|S67069.1 SET069 autoantigen [human, thyroid associated ophthalmopathy patient, mRNA o
8056.5eq 512 | 2i|7848 emb|X56134. 1 {HSVIMENT. Human mRNA for vimentin 1]
8057 seq 500 | gil4929722|gb|AF151885.1LAF 151885 | Homo sapiens CGI-127 protein mRNA, complete cds 0
8058.5eq 503
iSﬂS&seq 447 | gi| 3928029 |gb| ACO05859.1]ACOD5859 | Homo sapiens Xp22-83 BAC GSHE-324M7 (Genome Systems Human BAC 7.00E-04
{8060seq 321 gi|2245565|gb| AFO04342.1,AF004342 | Homo saplens NADH dehydrogenase lil gene, mitochorxdrial gene e-166
{8061.500 404 | gi|532556{gb|M12759.1{HUMIG J02 Hurman lg J chain gene, exons 3 and 4 0
[z062.5e0 504 | gi[3885371|dbj|ABD19568.1|AB019568 | Homo sapiens mRMNA expressed only in placental villi, Clone SMAPS3 0
8063.58q 145 81| 2665724|gb| AF035429.11AF035429 | Homo sapiens cytochrome oxidase subunit § (GO and suburit I 4.00E-70)
B064.5eq 50427243 142|dbi|AB037802.1]AB037802 | Homo saplens mRNA for KIAA1 381 protein, partial cds 1]
BO6E seq 304 [I4757825]ref{NM_D04048.1|f Homo saplens beta-2-mmicroglobulin (B2M) mRNA e-169

BOET seq 508 | &i]3954884]emblA J010442, 1|HSAD1 0442 Homo sapierns mRNA for immunoglobulin kappa kght chain, anti-RhD, 0
8070.5eq 523 gi|35456ernb|X54629.) [HSPHLT Human pHL-1 gene is a c-myc oncogene containing coxlil sequence 0
5071.5eq 396 | gil 70201 88|dbil AKD00238.1[AK0D0238 | Homo sapiens cONA FLI20231 fis, clone COLFS511, highly similar to 5.00E-23
8072.seq 490|gil6010194|emblALO49552. 20{HS FIBBE2| Human DNA sequence from clone RP3-388E23 on chromosome 6022.33-24.1 4.045]
8073.seq 499 | gi|4589555|dbi|AB023173.1|ABO23173 | Homo saplens mRMNA for KIAAOSSS proten, partial cds [v]
8074 500 498 | gil4755130 ref{NM_000729.2{} Homo sapiens cholecystokinin (CCK) mRNA 0
BO75.seq 307 | eit5679754lemblALOIS?G1.13|HS 881 Human DNA sequence from clone BB1 on chrormosomne 6p11.2-21.1 Contains 0.007
80768.5eq 506 |eil6552326]ref]NM_D00398 3¢ Haome sapiens diaphorase {NADH] (cytochrome b-5 reductase) (D1A1), 0
B077 seq 418 eIV 375385 G27135.1)G27135 human STS SHGC-31540 T.00E-13
7993580 488 |gif532595|gb|M12759.1|HUMIG 02 Human Ig J chain gene, exons 3 and 4 gi
BO79 seq Homo saplens beta-2-microglobulin (B2M} mRNA e-129

8080.5e0 H.saplens immunoglobulin kappa chaln (clone: 313 o
8081.seq Homo saplens chremosome S, BAC clone 1183 (LBNL H175). complete QI
8082 seq Homo saplens gelsolin {amyloidosls, Fionish type) {GSN) mRNA o
8083.seq Human mRNA for elongation factor 1 alpha subunit (EF-1 alpha) L3
B084.580 Human elongation factor 1-alpha (EF1A) mRNA, partial cds [
BO8S.seq Human mithiA for Ig kappa tL-chain variable region (HumioHAH) o
8088.seq

8083.5eq Human mRNA for elongation factor 1 alpha subunit (EF-1 alpha) 0
B8090.seq H.saplens mRNA for HLA-Cw*0602 4]
B8092.5eq Homo sapiens cDNA FLI10733 fis, clone NTZRP3001 392 a=14)

8097 seq Rat DNA for serine dehydratase (EC 4.2.1.13) . 1.00E-05)
8098.5eq

8100seq 473 | gil4502294{refiNm_001686.1{| Homo saplens ATP synthase, H+ tansporting, mitochondrial F1 comalex, s
8101.5eq 502 | gi|6523802)ab]AF110778.1|AF110778 Homo sapiens adrenal gland protein AD-005 mRNA, complete cds 3]
8103.5eq 390| 2i|4680706]2b|AF132968.1|AF132968 Homo sapiens CGI-34 protein mRNA, complete cds 0
8104 5eq 504 | gi[5032322|gb|ACO07 7T HACOUTTTI Homo sapiens chromasome 19, BAC 275282 (CIT-B-325L16). comolete sequd 0
8105580 423|gi[5771401 |gb]AFO4ET 1.1 [HSMLCKKRA Homo sapiens myusin keht chaln kinase (MYLK) gene, exon 31, and 1 00E-91
8106320 496 | gI[6679073|refiNM_007342.1]| Homo sapiens rnuclecporin-like protein 1 (NLP_1}, mRNA 0
8111.5eq 202 | g1|[5289073|gb| AF196969.1|AF196559 Hormg sapiens phenylalkdamine binding protein gene, complete cds; MGB1 e-104

8112.seq 332 | gil45041 64)rafiNM_000177.1]| Homo sapiens gelsolin {amyloidosis, Finnish type} (GSN) mRNA 4]
Bi13.seq 500 gl|7327997|embjAL161997.1|[HSMBO2514 Homo sapiens mRNA: cDNA DKFZp5641143 (from clone DKFZp5641143) 0
B114.58q 449 | gij1 87056|gb]M20470. LI HUMLCTHE Human lymphocyte clathein light-chain B roRNA, cormplete cos 0
|B116.&eq 236 | gll4490887| ZO6B11.2[HS52D1 Husman DNA sequence from PAC 52D1 on chromosome Xq21. Contains CA 13
|81'|9_seq 489 gl{7023328}dbilAKDO1 821 1] AKD)1821 Homo saplens cDNA FLJ10959 fis, clone PLACE1000562 0
8120.seq 508 g1|532596|gh|M12758.1 |HUMIG J02 Human Jg J chaln gene, exons 3 and 4 0
IS‘I?Lseq 427 gi|339686|gb{M20259.1|HUMTHYB 10 Human thymosin beta- 10 mRNA, complete cds 0
|B1 22.5eq 478 gi|5031972 INM_005742.11) Homa saplens protein disulfide Isomerase-related proteln (P5) mRNA 3
|8124,seq 508 ¢E||49@errb X751B0.1|HSYACR4 H.shplens genomic YAC-end right arm of Chromosome 15, (223bp) 2.00E-D4
8125.5eq 277! gi|5295873lemblALD49554.2|HS 1614811 Human DNA seauence from clone 514811 on chromosome 6a16.1-21 Contain 0.39
8128.seq 459 gi|4503578|refiINM_001421.1]| Homo sasens srythrocyte membrane protein band 4,1-tke 2 (EPB41L2) 9
8129.3eq 394 |gi|37495|ermnbX16064.1 [HS TUMP Hurnan mRNA for translationally controlled tumor protein 0
3130.seq S02 | gi|180708jpb{M29551 . 1 [HUMCNRAB Human caicinewrin A2 mRNA, complete cds 4]
8131.seq 429 [gi1834743|embiZ 85032.1|H5Z85032 H.saplens lg larmbda Bght chaln variable region gene (24-05ITIBS4) e-176

8132.5eq 498 'gi|7341428|gb|ACO11440.5|ACO1 1440 | Horno sapiens chromosome 14 clone RP11-23HI6 ining NRXN3 gene, 972
8134.5eq £l|4759268[ref|NM_004522.1]| Horro sasiens translin (TSN) mANA O
B8135.5eq 471 |git33737]emb|X5781 8. 1[HSIGVLO2S Hurnan rearranged Immunogiobulin lambda light chain mRNA Iy
8136.seq M23204.1 |[HUMOATC Human omithine-oxo—acid aminptransferase mRANA, exons 3-11, [+
8138.:5eq 509 [gl{7268147lemblAL 161539 ZLATCHRIV3Y Arabidopsts thaliana DNA chromeseme 4, contig fragment MNo. 39 0.74
8139.5eq &l[1262342|emb|X03334. HSMITG Homo sapiens mitochondrial DNA, complete genoms e-179

8141.seg 434|el|312687T|ebiAF061832.1JAFO61832 Horno sapiens M4 protein deletion mutant mRNA, complete cds. [y
8142 5eq gi[53606T8abjiABI22656.1|]AB022656 | Home saplens mRNA for anti-Entamoeba histolytica immunoglobulin e-153 i
8143.5eq

814d.seq 259{gi|4507876irefINM_003373.11) Hame sapkans vinculin (VELY mRNA 5.00E-56
8145380 470 2i|38454081@b| ACOD4976. 1| ACOO49TE Homo sapiens PAC clone RP5-1143H19 from 7p14-p15, complete sequence |e—178

8147 s2q 380|2i|3478568]ab|ACOXE50.T|ACQ05550 Homao saplens PAC clone RP4-520P6 from 7p21-p22, complete sequence e-175

8148 .5eq 394| ail4557226|refiNM_001086.1]] Homo sapiens arylacetamide deacetylase {esterase) (AADAC) mRNA O
B8149.5eq 516 gi[3170876|2bjAF062207.1 |AFOE2207 Homo saplens clone 48y-48 immunoglobulin heavy chain variable e-132

B15C.seq 486 | & 1262342]|ermnb|X93334.1|HSMITG Homo sapiens mitochondeial DNA, complate genome 0
B151.seq 466 gl|1237214|ernt| X96754.1|HSKAPPALC | H.sapiens gene encoding kapoa light chain constart region 0
|81 S4.5eg 504 | gli6897|emb{X15423.1|CEUNCZ2 Caenorhabditis elegans unc-22 gene for twitchin 0.73),
IE1 55.58q 475! gi|3861237|emb|AJ235273.1|RPXX04 Rickettsia prowazekl strain Madeid E, complete genome: segrment 4/4 037
8156.5eq 468| gl|4507 894|refiNM_003380.1 Homo sapiens vimentin (VM) mRNA 4]
|81 57.seq 398! gl|4757825|ref|NM_004048.1|| Homo sapiens beta-2-microglobulin (B2M) mRNA 0
2158.5eq 4431gi|85237%4|eblAF110774.1|AF110774 Homo saplens adrenal gland protein AD-001 mRNA, complete cds 0]
3159 seq 468 | gi|3954888[emb|AJ010444. T|HSAD 10444 Homo sapiens MRNA for immunoglobulin kappa fight chain, anti~RhD, e-180

8160.5eq 483 | gi|48271 36tchilAPOOG1 71.1|APDOO1 71 Homg sapiens genomic DNA, chromosome 21022.1, D215226-AML region, cid ]
8i62.seq 272 | gi|1 8451 7| @M1 3560.1 [HUMIAKGE Human la-associated invariant garmma-chain gene, exon 8, clones e-132

8164 sea 505 gil} 8679 [eblJO497 7.1 HUMKUANT Human Ku autoirrmune aritigen gene, complete ¢ds [8)
18165 seq 503|ei|5138996}eb|AF100742.1|AF100742 Homo saplens M-phase phosphoprotein homolog mRNA, comolete ods (¥}
8166.seq 437 | gil4507120jrefiNM_003080.1|| Homo saplens small nuclear ribonuclecprotein polypeptide A' [¥)
8167 seq 5145454161 |refiNM_008472.1 Homo saplens upregulated by ¥,25~dihydroxyvitamin D-3 (VDUP1) mRNA 0
B168.seq 503 |gil5442419]eb|AF159246.1|AF159246 Bos taurus caloastatin mRNA, complete cds B.O0E-13
$170.5eq 482 gi|5016088|ref|[NM_001101.2]| Home saplens actin, beta {ACTB) mRNA 0|
B171.5eqg 431 | gi{4454705] gb{AFOTOEGS.HAFQ70565 Homao sapiens chromoseme 17 HSPC003 mRNA, complete £ds 0
8173.50q 401 | gi}5596940|emb|Z 95325.2|HS 2871 14 Human DA sequence from clone 287L14 on chromosome Xg21.1-21.33 Q.009
5203.5eq 526 (gi|4757825|ref|NM_004048.1|] Homa sapiens beta~2-microglobulin (B2M) mANA ]
5204.5¢0 522|8i|31091iemb| X 168691 {HSEF1AC Hurman mRNA for dongation fagtor 1-alpha (glorne CEF4) 0|
5205.580 469 | gi|2665724| et AF035429.1|AF035429 Homo sabiens cytocheome oxidase subunit ) (COH ard subunit 1l (CCI Q
5206.seq 508

5207.seq 482 | gij4503598]refiNM_001983.1 Home sapiens excision repair cross-complementing rodent repair 9
S208.5e0 531 gl|2665724|gblAFGI5429.1|AF035429 Homo sapiens cytochrome oxidase subunit | (CO1) and subunit 1l (COIIY [

/o7



5221 500 792 | gij4506702|refiNM_001026.1{] Heme sapiens ribosomal protein $24 (RPS24a) mRNA 0
6222 zeq 765(1{3858888|gb|AC002352.1|ACD02352 | Homo sapiens. 12924 PAC P256D13 complate sequence 1.1
5223.seq 770 il]4506186|ref|NM_00‘2790.H] Harmo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 0
§224.seq 5371 8i|965002]g5|U20734.1|HSU20734 Human transcription factor junB (iunB) gene, 5' region and complete 0
5225 5eq 364/ gil4505888refiNM_D0QS35.1]| Homo sapiens procollagen-lysine, 2-oxogiutarate S—dioxygenase {lysine e-174
5276.560 475 g1|185363]gb|MBT7S0.1[HUMIGHEPAL | Human (hybridoma H210) anti-hepatitis A immunoglobulin lambda chaln o
5228.58q 502/ g1{3659494|ab|ACO05332.1JAC005332 | Homo sapiens chromosome: 17, clone hRPK.147_L_13, complete sequerce 1.00E~-42
5229.5¢q 535 | gi|4757785(ref|NM_004315.1}} Homo saplens N-acylsphingosine amidshydrolase (ASAH) mRNA 9
B174,50q 515 gi[4503784refiNM_000144.1} Hemo saplens Friedreich ataxia (FRDA) mRNA [+
B175.589
8176.5eq 581 | gi|7020931|¢hilAKDO0685.1JAKOOOE8S | Homo saplens cONA FLI206TS fis, clone KAIA4163 [
[8179.5eq 537|gl|450427 Bjref|NM_002107.1 ] Homo saplens H3 histone, family 3A (H3F 34) mRNA [+
8181.5eq 510,131 38923|eblAF002282.11AF002282 Homo sapiens aipha-actinin-2 as! d LIM protein mRNA, Q)
|8182.5eq 785 gil4506430]refiNM_002880.1]] Homo saplens RAS p21 protein activator {(GTPase activating protein) 1 Q
B8184.5eg 643 | gi[7 106885|gb] AF153082.1}AF151082 Hormo sapiens HSPC248 mRNA, cormolete cds e-152
8185.5eq 272 gi|190416]gb]M b 1948.1{HUMP ROL Human promyelecytic leukemia cell mRNA, clones pHHS8 and pHHE1 e-141
B186.5eq 565/ gI|450341 Bjref|NM_001946.1]| Homo sapiens dual specificity phosphatase 6 (DUSPE) mRNA 0
8187 5eq 788| gi|4506234|ref|NM_002813.1]| Homo sapiens proteasome {oresome, macropaln) 265 subunit, 9
8188.seq 4061gi|36135[emb|212962.1{HSRPLA1 H.saplens mRNA for homologue to yeast ribozomal protein L4l ]
|8189.5eq 492
8192.seq 453 |gi|5803035|ref{NM_0O6B0S. 1| Hemo sapiens heterogensous nuclear ribonuclecorotein AQ (HNRPAD), 0
$193.seq 593 | g(|4826656]|ref{NM_004342.1]| Homo saplens caldesmon 1 (CALD1) mRNA e~-156
8194.5eq 555 g)]185397{gb|L03162.1}HLIMIGHHA Hurmnan Ig rearranged gamma-chain mRNA V-region, partial cds O
8195.5eq 567 | gil3327197]dbj|ABO14592.1]ABQ14592 | Horno sapiens mRNA for KIAADBI2 protein, partial cds 0
8157 seq 335 | gi| 467901 7[gb|AFQT7202.1|AFOTT202 Home sapiens HSPCO16 mMRNA, complete cds e-179
8198 seq 496 | gil2335202|gb|AFQ15416.1AF015416 Homno saplens chromosome 11 from 11p15.% region, complete sequence g
8200.seq 526 | gi[7305272{refINM_013446.1[¢ Homo sapiens makorkn, ring finger protein, 1 (MKRN1). mRNA 0
8201 seq 599 gil4502040]refiNM_000ES3. 1ij Homo sapiens aidehyde dehydrogenase & {ALCHE) mRIvA a
820230 557 1gi|5682264|eb]ACO0791 1.8/AC007911 Homo sapiens chromosome 18, clone RP11-520K18, complete sequence 2.00E-04
B209.3eq 403 Eg_ﬂTsm 107[ref]NM_00E904.2}} ‘Homo sapiens protein kinase, DNA-activated, catalytic polypeptide 23
B230seq 787 | gi[4895146|gb]AC007115.1]ACO07115 | Homa sapiens chromosome 12 clone 81705, complete seauence 0
§211.seq 333 |gil6841503|gh|AF 1614801 |AF161480 Homg sapiens HSPC141 mRNA, comolete cds e-117
8213.5eq T771gk181915|gb|M31670.1{HUMEZEF] Human ublaquitin carrier protein (E2-EPF) mRNA, complete ods [s]
B214.5eq 513 |gij37848{emb|X56134.1 [HSVIMENT Human mRNA for vimentin ]
8215.seq
8216.5eq Hers sapiens chromosome 17, clone hRPIKAR1_C_4, complete sequence 2.00E-23
8217.seq Home sapiens ribosomat protein 58 (RPS3) mRNA 0
Home saplens BAC clone GS1-120K9 from 7p22-p21, complete sequence 7.00E-04
Homo sapiens SMT3 (suppressor of mif two 3, yeast) homoiog 1 1]
Human cosmid Xa28_lA649, complete sequence [Homo sapiens) 0.19)
Human DINA-birking protein B (dbpB) gene, 3’ end 4]
Homo saplens ATP synthase, H+ transporting, mitochondrial FO Q
Homo saplens decorin variant A mRNA, complete cds 0
£l[2245559]|eb| AF004339.1|AF004339 Homo lens cytochrome ¢ oxidase subunit [§ gene, mitochondiat e-160
500/ &l|5921462]refiNM_D0TO05.1]| Homa sapl BCE-1 protein (BCE-1), mRNA e-178
8236.5eq 775 21532596|gb|M1 27591 JHUMIG J02 Human |g J chaln gene. exons 3 and 4 o
8237.5eq 537 | gl{5S016088|refiNM_001101.2]| Homa saplens actin, beta (ACTB) mRNA 9
8238.seq 4652 g1{5441423}emblALOTB474.21HSHZ137__| Homo sapiens chromosome 21 PAC RPCIP704H2137, complete sequence 0.042
B240.500 806 _&i[‘#?SBOOTIreﬂNMMOOthTI.Ill Home saplens COC-like Kinase (CLK) mRNA e-177
824t seq 1701 84756[gb|J00Z21. 1{HUMIGCD? Human Ig germiine H-chain G-E- A region B: alpha-2 A2m(1) allete 2.00E-79
8243 .seq 3411g/|183753]gbL 101 38.1 JHUMH2A2 2 Homo saplens histone (H2AZ) gene, complete ods O
8244 seq 542{gi|4506718]ref|NM_0C2952.11t Homa saplens ribosomal protein 52 (RPS2) mRNA o
8245500 693 {gi|3341714)eb]AC005326,1]AC005326 | Homo sapiens PAC clone RP5~-1030P18 from 7q21-q22, complete sequence 0.22|
8246.5eq 532 | il4520327]dbjlABO24518.1|ABO24518 | Horno saplens mRNA for DVS27-related protein, complete ods QI
8247 s8q 506 ,2i5031596]ref|NM_005718.1)| Homo saplens ARP2/3 protein comolex subunlt p2t {ARC21) mRNA D)
8248 seq 608 | gil5a53414]emblAL133009.1|HSMBO1292 Homo saplens mRNA: cDNA DKFZp434E026 {from clone DKFZp434E026) 0034'
8249380 427 |git56691 34|eb]AF152363.1|AF 152363 Homo sapiens constitutive fragile region FRA3B sequence 1.00E-39
8250.5eq 521 | gl refiNM_002709.1|| Horna saphens protein phosphatase 1, catabiic subunit, beta Isoforrm o
8251 seq 782|eli5912131 jemiyAL136453.3|AL 136453 | Human DNA sequence from clone RP1-249K20 on chrotmosomne 10, complete 0.29
B252.5eq M73030L.1|HUMHATPCF Human F+-ATP synthase counhng factor 6 mRNA, complete cds [v)
§254.500
B8255.5eg 450 | gi|28335iemb]X63432.1|[HSACTB H.saplens ACTB mRNA for mutant beta—actin (beta™-actir} [s]
8256.520 768|gi|1 809224 gh] ACO031 20.1HSACO001 2] Human BAC clone RGIG1K23 from 7q21. corplete seguence [Home saplens] 4]
8268.5eq 534|gi|4557646|refiNM_001537.1|| Homo sapiens heat shock factor Dindng protein | {HSBP1) mRNA, and 0
8259.seq 514|g1|3954892|emb|AJ010446. 1JHSAG 0448 Homo saplens mRNA for jrrerunogiobulin kappa kght chain,antl-RhD. 0
B260.seq 583 | glj4557580irefNM_001444.1||. Homo sapiens fatty acid binding protein 5, psorlasis: iated (4]
B261.seq 507 | gi|4056508|ebiACOOSBIS. HACO0S815 |, complete sequence EHomo sapiens) 0.8
B262seq 536! gi|4504548)ret|NM_002160.1} Homo saplens hexabrachion (tenascin C, cytotactin) (HXB) mRNA 0
8263.5eq 7831 gi[498145|chy|D21 235.1 [HLIMHHR23A Human mRNA for HHR23A protein. complete cds D
8264 589 517 | @i45031 40jref|NM_001814.1)) Homo sapiens cathepsin C (CTSC) mRNA 0|
8265580 525 | gi|S72551 V|gh|AFO72087.1|AF)72057 Homo saplens beta-2 microglobulin gene, cormplete cds 0
B267.seq JAFO04342.1|AF0D4342 Homo saplens NADH dehydrogenase |l gene, mitochondrial gene 5.00E-60
8268.5eq 507 |glj7 262285 ref[NM_005721.2|| Homa saplens ARP3 (actin-related protein 3, yeast) homolog (ACTR3). e-179%
8270.5eq 1]7023490|dbj|AKD01925.31AK001925 | Homo sapkens cONA FLIT 1063 fis, clone PLACE1004814. weakly similar e-178
8271.35eq 357 gi[397775|b{MIEB43.1JHUMIDZE Human $triated muscle contraction regulatory protein (Id2B) mANA, 1.00E-87
§273.5eq 419 |gi[2224676|dhj|AB00O2366. 148002366 | Human mRNA for KIAAOIES gene, partial cds L]
§274.50q 319|=i[1621032|gb|U37122.1|HSU3T122 Hurman agducin gamma subunit mRNA, complete cds e-1567
8275.ceq 479|&I|5453871jref|NM._006207.1]] Homo saplens platelet-derlved growth factor receptor-like (PDGFRL) O
8277.seq 482 | gi{4309818{gb| ACO04B29.2|ACD04829 | Homoa sapiens PAC clone RP'4-530423 from 7421.1-¢21.3, complete sequency 2.7
B278.5e0 443 | gi|560843|embl|Z46345.1|HSBUD4SL H.sapiens mRNA for anti-Sm antivody VL ¢hain (V kappa 3/J kappa 2} e-162
8279.seq 536 gi|4503470|ref{NM_001402 .3} Homo sapiens eukaryotic translation elongation factor T aipha 1 o
B281.5eq 501 gi|5817229|embjAL110265.1/HSMB00921 Homo sapiens mRNA; cDNA DHFZp586N0721 {from clone DKFZpS8EN0T21) 0
8284.5eq 508 | 21482694 7|ref{NM_005066.1{} Homo saplens splicing factor proline/glutarmine rich (polypyrimidine 0
8285.5eq 586 | gi|572980% ref|NM_006701.1|] Homao sapiens similar to S. pormbe diml + {DIM1) mRNA 0
BZB7.seq 507 |g1|3126783gb|AC002553.1JAC002553 | Homo sapiens chromosome 17, clone hCIT529110, complete sequence 0.73
9288.5eq 542 |gI|6900061 |emb|AJ243213.1HSAZ4321 3] Homo sapiens partlal 5-HT4 receptor gene, exons 2t¢ 5 0
8289.5eq 525 | gl|5531 259jemb|ALOB0239.11)HSG2560] Human DNA sequence from clone G51-256022 on chromasome Xa26.3-28 C C. 04_8_]
8290.5e0 306 | gi]1944628|gb[J01 415.1|HUMMTLCG Human mitochondrion, complete genome e-162
8291 seq 261 |gl| 3425887 [emb|Z93929.1|HS27268 Human DNA sequence from clone 272E8 on chromosome Xp22.13-22 31, B.OOE-T0)
8292 seq 511 gil71 59788]emb]AL121997.T]HSJ1043F6] Human DNA sequence from clone RP5-1043F8§ on chromoseme 1642.11-42.3 Q
8293.5eq 526/ 81|53 2596{gb]M 1 2753.1|[HUMIG J02 Human lg J chaln gene, exons 3 and 4 e-135
B294.58q 515/ gi]1 82606{gb]|JO2770. 1{HUMFISF Hurnan factor | {C3b/C4b inactivator) mRNA. comolete cds Q)
8295.5eq 686 £i|41561 37|gb|AC00SE7S.1jAL00S6T8 | Homo sapkens clone NHOSE9124, complete sequence 1.00E-18
8297 seq 635 | 2i|532506]=biM12759.1 {HUMIG J02 Human |8 } chain gene, exons 3 and 4 e-133
8299.5eq 272 gi|809558]|emb|X84075.1 {HSMYBPC H.sapiens mRNA for cardiac myosin binding protein-C e-147
8300.seq 439|gil5712734{gb|AF154840.1|HSRAB2TAB | Homo saplens Ras-like GTP-binding protein {(RAB27A) gene, exon 6 and 0
B8301.5eq 568 [ gil187243|izh]|J038071.1|HUMLSZ Human lysozyme mRNA, complete cds with an Alu repeat in the ' fiank 4]
8303.5eq 541 |gi|17787 11gb{M36501 .1 |HUMA2ZMGL Human alpha—2-macroglobulin mRNA, 3 end 0
8304.5eq 516 |gi[4508135|eblAC005029.2]AC006029 | Home saplens BAC clone GS1-195F7 from 7431 2-q32, complete sequence .74
B305.seq 550|2i[4210991|gb]AF121782.1|AF121782 Home sapiens chromosome 21922.3 PAC 206A10, complete sequence 0.2
$308.seq 511(gi[3335147|gb|AF55376.1[AF055376 | Homo saptens short form transcription factor C-MAF (c-maf) mRNA, [}
8309.5eq 348 | g|405045|gb| LI00943.1(U00943 Human clone ASAZBRB2 {CACIN/(GTG)n repeat-containing mRNA e-117
8310.58q 489 i|3419836|gblAC005389.1]ACD05389 | Homo sapiens chromasome 17, clone hRPK.B0Y_N_13, complete sequence 07
8311.5eq 312]2if184756]gb|100221 .1 HUMIGCDT Human lg germiine H-chaln G-E-A region B: alpha-2 A2m(1) allele e-174
8312.:seq 5272, &l|6227027|eblAC00ES40.1 TACD0BR40 | Homa sapiens chromosome 4 clone C0422C23, cormplete sequence 075
8313sea 520|g/]4759321|ref{NM_0O4185.1]i Hame sapiens wingless-tyne MMTV integration site family, member 2B - 0]
8314.seq 258 | gi| 184756]eblJ00221 1 jHUMIGCDT Human |g germiine H-chain G-E-A reglon B: alpha—2 A2rn(1) allele e-137
8315.5ea 388 gl|510270]b|UOIS00. HHS LS00 Human mitochendrion cytochrome b gene, partial eds Q

sop



B316.seq 544 gi{388031|gblt 05092.1 |[HUMRIBPROC | Homg sapiens ribosornal protein L1 mRNA. complete cds o)
8317 500 349 | {482 7068]{refiNM_00555.1| Homo saplens zinc finger protein 262 (ZNF262) mRNA 0.49
8318560 536 gi|4557358refiNM_000623.1)| Homao sapiens bradykinin receptor B2 (BDKRE2) mRNA 0
8318.5e0 569|501 E08B}ret|NM_001 101 2{) Hommo sapiens actin, beta (ACTB) mRNA [
8320.58q 111 gij4502944)ret{NM_DOOOBB. 1 Home saplens collagen, tvpe 1, alpha 1 (COLIAT} mRNA 4.00E-54
8321.seq 504 gi[4507020iref|NM_000342.1|] Home saplens sotute carvier farmily 4. anjon exchanger, member 1 2.8
8322.5eq 560|21]35456emb|X54629.1{HSPHL1 Hurnan pHL -1 gene is a c-myc oncogena containing coxlil sequence 0
8323.5eq 523 |gi|4507358|refiNM_003186,1]] Homg saplens transgelin (TAGLN) mRNA o
8324.5eq 291 |gl}338234{gb|MI3216.1 [HUMSMAAA Human aortic-type smooth muscle alpha—actin (SM-alpha-A} gene, exon 9  |e-154
8325.5eq 500 l{ 1396805 eb|G28086.1/G 28086 hurman STS SHGC-33559 4.00E-61
8326.5eq 551 |gi|306456]gblL1 9356. H{HUMARYTRAB | Human aryl suifotransferase mRNA, complete cds e-126
8327 seq 514 gi|T 399085|eb|U43701.1|HSU43701 Human ribosomal protein L23a mRNA. complete cds [3)
B3Z8.xeq 343 i]2343108[eb{AF004230.1]AFO04230 Homo saplens monocyte /macrophage lg-related receptor MIR-7 (MIR cl-7} )
8329.5eq 529|glj4758345|ref|NM_004107. 1 Homa saplens Fe frapment of |eG, receptor, ransporter, alpha 0
|8330seq 432 | 81|6850939]emblAL 136295.2CNS0 DVZ| Human chromosome §4 DNA seguence ++» IN PROGRESS +++ BAC R-468E2 0.185|
8333.seq 202 | gil4063630gbl AFO90095. 1| AFO90085 | Homo saplens clone IMAGE 286356 e-132
8335.5eg 544 | gi|4503954|refINM_001487.1)| Homo sapiens GCNG {general control of amino-acld synthasls, yeast, 0|
8336.5eq 523|gH1136740]cbj|D42052.1{HUMIKIAADOD ! Human cosmid Q7A10 (D215246) insert DNA, complete sequence e-112
8337.5eq 398 |gij25831T4|gh| AF025844.1)AF 026844 Homo sapiens ribosomal protein L41 mRNA, complete cds [s]
8338.5¢0 §31|g2i{37849ermb) X561 34. iHSVIMENT Human mRNA for vimentin 0
B8339.58q 700 | gi{4505060re fiNM_002355.1]| Home sapiens mannose-6-phosphate receptor (cation dependent) (MGPR) [+
8340.5eq 218, g1|45001 58{emblALO49367.1|HSMBO01 52 Homo saplens mRNA: cDNA DKFZpS86B0918 (from clone DKFZpSBER0318) [e-100
(8341 5eq | 506
8342.seq 529 | gif4501932|ref{NM_000669.1] Horna sapiens alcohol dehydrogenase 3 (class 1), gamma polypeptide 0|
|8343.seq 514/2i|6634064|emblaL 133239.2{CNSOTDLIC] Human chromosome 14 DNA sequence *++ IN PROGRESS *** BAC R-7118 of 0.19]
B344.580 531 gi|34469{emb{XEB867.1[HSMAXG H.sapiens max gene 0|
8345.5eq 665 |gHE102911[embl|AL122097.1|HSM801257 Homoa sapiens mRNA; cDNA DNFZo434P1215 {from ckwie DRFZpdaaP1215); o
8346.50q 468 |git5817111]emb|AL110194.1)HSMB00B44 Homo sapiens mMRNA; cDNA DKFZpS66MAE3 (from clone DKFZpS566M063) 4]
8347 5eq 523 2i5931398)gb|ACCOS41 2.51AC0054 12 Homo sapiens chromosome 17, clone hRPK.2Z_N 12, wlete sequence 0.003
8348.5eq 519 gi|2880082{gb]AC004140.3AC004140 | Homo saplens PAC clone RP5-841B21 from 7q21,1-g31.1, complete sequency 25
8349.5eq 502 | gi|4503470fref[NM_001402.1| Homa sapiens eukaryotic translation elongation factor 1 alpha 1 of
8350.5eq 362 | gi|2605589[bi|D50359.1;D50369 Homo sapiens mRNA for jow molecular mass ublguinone—binding 0
8351 seq 493 |gl[6642685]gb|AC019014.1|ACR19014 | Homo saplens clone RP11-169C22 from Ta31, complete sequence 0.045
8352.5eq 521 | gil4757825|ref|NM_004D48.1]} Home saplens beta-2-microgiobubin (B2M) mRRA [+
{8353.5eq 281 | gila502300irefjNM_001689.1|| Homo sapiens ATP synthase. H+ transporting, mitochondrial FO e-131
|E354.seq 526 gl|d758321 [refiNM_004185.1)| Homwo sapiens wingiess-type MMTV Integration site family, member 28 0|
8355.seq 486 | glt2 341 008|gb{UI98629.1|HS LI96629 Human chromosome 8 BAC clone CIT9B7SK-2A8 complete sequence [Homo 0.011
8356.5eq 577 | gll6983841|dbj|ABO04064.1|ABODA0E4 | Hormo saplens mRNA for tomoregulin, tomplete cds 0
8357.seq 538 gil6481713]emblAL133243.1{CNSO1DUG BAC sequence from the SPG4 candidate reglon at 2p21-2p22 BAC 559011 o 0
8358.seq 499 gif631B179|embjAL 121694 3|CNS01DS9| Human chromasome 14 DNA sequence ** iN PROGRESS ++» BAC R-7018B7 o7
8359.seq 535]2i{7019564}ref]NM_013396.1]|_ Homg saphens ublauitin-specific protease (LISP21), mRNA 0]
8361.5eq 509|gi|1572431gb] JO3801. 1|HUMLSZ Human lysozyme mRNA, complete cds with an Alu repeat in the 3 1)
8362 sea 502 | glj4501886[ref|NM_001614.1]f Homo saplens actin, garmema 1 (ACTG1) mRNA 1]
836630 A77 gl 70227 77 |coll AKOD1489.1 |AK(O01489 | Homo sapiens cDNA FLI10627 fis, clone NTZRP2005555 0
8367.5eq 433 |gi|36289501gb|AC004919.1}ACD04519 Homo sapiens PAC clone RP5-B95823 from UL, complate sequence 0.62]
8368 seq 409 | gi|1 3751 66[gb|G26916.1|G26915 hurran STS SHGC-31892 e—-157
8370.seq 476 | gi|4507894|refiNM_003380.1}{ Homo saplens vimentin (VIM) mRNA 0|
8371 .5eq 501 |gij4505092|ref]NM_000898. 1|} Home saplens ronoamine oxidase B (MAQB), nuclear gene encoding 0.73
[8373.500 433 |git5803142|ref|NM_006871.1|| Homo sapiens receptor—interacting serine-threonine kinase 3 (RIPK3), 0
8376.5eq 456 | @it4490860emb] ALOZISE3. 5{HS347H13 | Human DNA sequence from clone RP3-347H13 on chromasame 22 Contans 001
8377.seq 511]gil4507894jrefNM_003380.1]| Homo saptens vimentin (VIM) mRNA 0
8379.5eq 451 i 7021071 jdbiAKO007 74.1 JAKO00774 | Horno saplens cONA FLIZ0767 fis. clone COLDGI8G J.00E-12
8380.5eq 487 | gi|l47551 44|refiNM_D02198.2| Homo saplens interferon regulatory factor 2 IRF2) mRNA 0
8381.5eq A55| gH4502694{re INM_O01 TAB. T|E Homo saplens cell division cycle 10 (homologous to CDC10 of S. (1]
8382seq 501 gl 3389]dbj| ABO20869.1{ABO20869 | Homo sapiens genomic DNA of 9932 anti-oncogene of flat epitherium 0.012
8383 seq ST20876|ref|NM_DO6597.1|| Homwo sapiens heat shock 70kD protein 10 (HSC71) {(HSPA1 0), mRNA 0
83B4.5eq AHDO1T14.1|JAKOO714 | Homo saplens cONA FLJTOBS2 fis, clone NT2RP4001408, weakly similar 8.00£-28)
8386 3eq 497 | gl6358869eb| AC 00601 3.3|ACO6013 | Homo saphens clone DJOY45F02, complete sequence 0.72
8388.5eq 51611 78147]gbiM 1227 2. L[ HUMACHIG Homo saplens alcohol dehydrogenase clags | garmma subunit {ADH3}) 4
838%.seq 499 | gl|3043647|cilABD11134.1]AB011134 | Homo saplens mRNA, for KIAADSE2 protein, complete ods 4]
8390.seq 1183507 3| emb]2 85362.1tHSZ85362 H.saplens ig lambda light chaln variable reglon gene 0
8391 seq 298 |gii7624921|eb{LIS0654.1|HSUS0E54 Hurnan zinc—finger domain—-containing protein mRNA, partial cds e-162
|8394.500 §30 |3 1091 |emb] X1 68691 |HSEF 1 AC Human mRNA for eiongation factor 1-alpha {clone CEF4) (4]
8395.5eq 517 1gi[189177|gbiM58603.1 [HUMNFKB Human nuclear factor kappa—B DNA binding subunit (NF—kappa—B) mRNA, 0|
8396.5eq 528 | gi| 5454019{ref|NM_006466.1)| Homo saplens polyrmerase (RNA) I (DNA directed) (39kD) (RPCaIS) [4]
8397 .5eq 275! gHES98322|refiNM_001494.2) Homo saplens GODP dissoclation inhiblbor 2 (GDI2), MRNA e-135
8398.5eq 542 | gi|?020923]dbjlAKDOOEBI. 1 |AKOO0EBI | Homo saplens cDNA FLIZ0G76 fis, clone KALA4204, highly stmillar to 0
8400.520 527|g1}1262342|emb|X93334. ) (HSMITG Homo sapiens mitochondrlal DNA, complete genome O
B4D1.5e0 610|gI14505604|re ANM_002580.1 [f Homo sapiens pancreatitis iated protein (PAP), mRNA of
8402 seq 415 5i}4507132|ref{NM_D03096.1] Homo sapiens smalt nuclear ribonucleoproten polypeptide G (SNRPG) 6|
8403 3eq i|3873461]emb|ALO31278. H{HS5154A10 | Human DNA sequence from clone 154410 on chromosome 1424 Contalns EST 0.85
8404.5eq 551 | gl|532586]gbiM1 2759,V HUMIGJQ2 Human ig J chain gene, axons 3 and 4 0
8405 seq 710]gi[5031634{refiNM_005507.1]) Home saplens cofilin 1 (nor-muscle) {GFLT) mRNA, 0
8408.5eq 308/gi|6634066/embiAL 1 33371.2)CNSO1DUW Human chromosome 14 DINA sequence *++ IN PROGRESS *++ BAC R-219E7 1.00E-04]
8408.seq 497 | el|4505848|refiNM_000300.1(t Homo sapiens phospholipase A2, group 1A {platetets, synovial a
8410.seq 703 [2li5552327|refiNM_0073286.1|| Homo saplens diaphorase (NADH) (cytochrome b5 reductase) {DIA1), 1]
B412.5eq 513|@if339700{gb|M77142.1 [HUMTIATE Hurman palyadervate binding protein {TVA-1) mRNA, complete cds e-177
B414.520 539 2il5138918|sb|AFD92135.1|AFD92135 Homo sapiens PTDOI4 mRNA, complete cds O
8415580 501 @i[1341975{gh|G21649.1|G21649 human STS wi-17122 e-128
B416.58q 537 | gi|4838516(gb|AF132047.1|AF132047 Homo sapiens foocen-m mRNA, complete cds 2.00E-63
B417 seq 520! gi|532596{gb|M12759.1|HUMIGJD?2 Human Ig I chain gene, exons 3 and 4 e-132
8418.589 487| 2114581 270]emb]AL 035419.9{HS1100H13 Human DNA sequence from clone T100H13 on chromosome 20q11.2 Cortaing 0.7
8419.58q 492 g1}32334|emb|Z17240.1{HSHMG2B Homo saplens for mRNA encoding HMGZB 0
8420.52q 492/ gI4506620 ref|NM_0O0S87 1|] .| Homo saplens ribosomal protein L26 (RPL26) mRNA 0
8421.5eq 5399 1|1 84756]e{ JO0221. THLMIGCDT Human Ig germiine H-chain G-E-A reglon B: albha-2 A2m{1) allele 0
8423509 319)ai|181532|gb{MI7925. HUMDEF 5A H:sapiens defensin 5 gene. complete cds e~132
B424.3eq 5231gi[465173|gb|L29157.1 [HUMIGLZH Furman immunoglobulin light chain variable region (lamibda b &178
8425 seq 403 [gl]1 256506]emblZ 70688 1{HSNZ27C5 Human DNA sequence from clone LL22NCO3-27C5 on chromosome 22 Contal D58
8426.5eq 494|gl)1 85274{gb|M34031.1|HUMIGHC Xt Human fetal Ig heavy chain variable region (clone M74) mANA, e-171
8427 seq 496 gil 186397(gb|L03162. IHUMIGHHA Human Ig rearranged gamma-chain mRNA V-region, partial cds 0
8428.5eq 419{gl190235|gh!M17887.1JHUMPPARP2 | Hurnan acidic rib | phosphoprotein P2 mRNA, complete cds of
[8430.5eq 180 | gi|340233|gbi M25246.1 [HUMVIM3 Human vimentin (HuVim3) mRNA, 3 end B8.00E-97
8431 50 366 | @i| 181532|gbtM97925.1HUMDEF5A H.sapiens defensin 5 gene, complete cds e-128
8432 5eq 525|el|S817068|emblAL 110163, 1}HSMBOOBAE Homo sapiens mRNA; tDNA DKFZpSBEH3Z4 (from clone CKFZp586H0324) 0
8433.5eq 512|gi|342082]gb|M31134.1|MACCDAA Rhesus menkey lymphocyte antigen CP4 mRNA, comolete cds e-F54
8435.seq 507 |gil6552332|ref|NM_005252.2)] Homo saplens v~fos FBJ nwrine coma viral oncogene homoiog [
18437 seq 4651 £1[2814758)gh| AFQ45555 1| AFQ45555 | Homo saplens whser1 (WBSCR1) and replication factor C subunit 2 {RFC2) 0
8439500 188 | gi|1 BO154|ab|MSBABS. 1 HUMCDE3 Human lysosomal membrane glycoprotein CD63 mRNA e-101
8441 seq 481 [gi|4506636[refINM_000995.1{ Homo sapiens ribosomal protein L34 {RPL34} mRNA, [i]
8442 seq 525 |gi]1743403|emb{ZB3327.1{S5ZB3327 3S.satar mRNA for transport-assaciated protein Tap1A 0.049|
£443.5eq 134
S444.5eq 474|g1|35526]emb|X57398.1[HSPMS, Human mRNA for pM5 protein [l
{Ba45.5eq 4762500267 2|emblAL 049648 6]HS.1 1178HS Human DNA sequence from clone 11 T8HS on chromosome 20, Contains an 069
{8447 seq 313 1
8448 seq 513|@i|7297580|eb|AEOD3627.1[AEODA627 | Dresophita melanogaster genomic scaffold 142000013 386055 section 20 of 0.048]
8449.5eq 519 | gi|l4757825(ref|NM_004048. 1| Homa sapiens beta—2-microglobuin (B2M) mRNA 0
8450.5en 428 | gi| 4758521 [ref|NM_004684. 1| Homo sapiens hevin (HEVINY mRNA ]
8451 5eq 429 gi|181532)eb|MI7325. 1[HUMDEFSA H.sapiens defensin 5 gerw, complete cds a-134
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8452.seq 474 |gi|45067 30}retiNM_ON010.1)|_ Homo saptens ribosomai protein $6 {RP56) MRNA 0|
B453.5eq 509 | gi|555944|gb|L14882.1|H5L1 4932 Human MR -90 ribosomal protein 53 (re$3) mRNA, complete cds 4]
8454 50 585 #i|2832582/emb|Z95116 } HS57Ga Human DNA sequence from cione CTA-57G9 on chromosome 22912.1 Contal 0.003
B455.5eq 506 | gl|455737 4{refiNM_001206.1| Homo sapiens basic transcription element binding protein 1 {(BTEB1) 1]
8456.5eq 249 g4071020|eb|ACO06211.1]ACD06211 Homo sapiens chromosome 18, elone hRPK.537_E_1, complete sequence 1.4
495 | gi|4507574|ref]NM_001065.1]] Homo sapiens tumor necrosts factor receptor superfamily, member 1A 0
242 | i|190978|ab|M38963.1|HUMREGA Human islet of Langerhans regenerating proteln (reg) mRNA, complete e-130
510]g}|572551 1 |4b| AFO72097.1|AF072097 Homo sapiens beta-2 microglobulin gene, complete cds [¢]
106 gI[7527774)gblAC022149.3]AC022149 | Homo sapiens chremosome 19 clone CTD-3093B17, complete sequence 5.00E-53
512 |gi[4506778|ref|NM_002967.1]] Homeo sapiens scaffold attachment factor B (SAFB) mRNA ]
536)gi 178141@|M12272.1|HUMADHIG Homo sapiens alcohol dehydrogenase class | gamma subunit (ADH3) 0
423|gi|7021071]dbjlAKO00T74.1|AKODQT74 | Homo sapiens cDNA FLI20767 fis. clone COLOGSE [¢}
618]gl[4557893|ref|NM_D0O0239.1]| Homo sapiens lysozyme (LYZ) mRNA [¢]
434 git2439514|gb|AC002564.1|ACDO2564 Human BAG clone CTB-164L14 from 7a21-422, complete sequence [Homo 2.5
498 [g1]28582]embiX56351,1JHSALASIR Hurmnan ALAS1 (ALASH) mRNA for defta-aminolevulinate synthase 0
42011 4506730]ref|NM_D01010.1}} Homa sapiens ribosomal proteln S6 {RPS6) mRNA - 0
517 |gIl56691 35{eb]AF 1 52365.1|[AF 152365 Homo sapiens constitutive fragie reglon FRA3JB sequence 018
211187243|gb]J03801.1[HUMISZ Human lysezyme mRNA. complete cds with an Alu repeat in the 3 flank [4]
406 | g1|34831 B8)eb|AFDB5867.1|HUMYNBSCO Homo sapiens full length Insert cDNA clone YNBBCOT Q
gl]12623426emb|X93334.1|HSMITG Homoa sapiens mitochondrial DNA, complete genome 0
gi|34468]emb|XGEBE7. 1|HSMAXG H.sapiens max gene 0
ACOD3I985.1)]ACD03985 | Human PAC clone RP$-978112 from 7p15-p21, complete sequence [Homo 0.76
517 |&i|1399085|gb{LU43701.1[HSU43T01 Human ribpsomal protein L23a mANA, complete cds 1)
507 | 2i|4456457|emb|299716.4|HS250010 Huiman DNA seguence from clone CTA-250D10 on chromosome 22 Comtaing 0.012]
526 | gi|5084635|gb|ACH05237 2|AC005237 | Hetmo saplens clone NHOSS6H1T, complete sequence (4]
537 | gi|4835646|dbj[AP0C027 7.1 |AP000277 | Homo saplens gengmic DNA, chromosome 219221, D215226-AML reglon, 0.05
527 | gi[349772|gh{L23418.1|HUMCD206 Horma saplens differentlation antigen CD20 gene, exon 8 B.00E-04|
558/ gl 1262342]emb]|X33334,1JHSMITG Horna saplens. mitechondrial ONA, complete genome 9
530/ gi|6983528|emblAL136297.2|CNS01 DW1| Huenan che 14 DNA sequence +=+ IN PROGRESS *+* BAC R-60K23 0.19
517|1|2662156/dbjlABOO7ES8,1|ABDO7BI8 | Homao saplens KIAAD438 mRNA, compiete cds 0
571! 2l|468788|emb|XT77743.1 [HSCOKAK H.sapiens COK activating kinase mRNA Q
558! gl1234792|gb|U37376.1|XLU373I76 Xenopus laevls thyroid hormone—induced, MAM domain protein (gene B) £.00E-17|
482 gi| 7021041 {dhj|AKODO7 56,1 JAKDOOTS6 | Homeo saplens cDNA FLJI20744 fis, clone HEPOS301 O
436 | &l]1 3003|emb| VOOEE2.1 [MIHSXX H.saplens mitochondrial genome 1]
433 | gi|388034gb|LO5095.1 [HUMRIBPROF Homo sapiens ribosomal protein L30 mRNA, complete cds 1]
431 [gi|37849]emb|X56134.1|HSVIMENT Human mRNA for vimentin 0]
546 1 gi|239579]gb]| 567861.1|S67861 general transcription factor HE 34 kda subunit [human, mRNA. 1474 3]
498 | gi|7209T56]dbilAPO0T 331.1{APOD1 331 | Homo sapiens genomic DNA, chromosome 8a23, clone:KB1073A2 2.00E-19
553 | gi[ 1 396949|gb]G 28230.1/G28230 human STS SHGC-3425¢% e-173
573 | gl 4826933 refiNM_D05134.1(| Homo saplens protein ph 4, regulatory subunit 1 (PPP4R1}) o
404 |gil 180934|b|M34600.1{HUMCOXAAA, Hurran cytochrome c oxidase subunit 1V (COX4) mRNA, complete cds [4)
316 | git 19041 6|gb{M11348.1 |HUMPROL Human promyelocytic leukemia cell mRNA, clones pHHSE and pHHET 2-167
427 | gl}2224646]dbi|s 8002351 HABODZ351 | Human mRNA for KIAAQSS3 gene, partlat cds 1)
Human mRNA for ribesomal protein L7 0
Homoa saplens Jumping translocation breakpoint (JTB) mRNA [s)
Homo saplens PAC clone RPS-1136G 13 from 7q035—a36. complete sequence 0.004
Homo sapiens rbosomal protein L13 (RPL13) mRNA 0
495 gi[3522917|gb)ACO05601 .1|ACDOSE01 Howo sapkens chromosome 5, BAC clone 343816 (LBNL H180), L 0|
505 | gl|4503528|refiNm_001416. ]| Homo sapiens eukaryotic translation initiation factor 4A, Isoform 1 )
451 | gl 1619959|gb|U72063.1{HSLI72063 Hurman Immuncglobulin kappa chaln constant region gene, partlal cds 8]
558 | 1132275 |emi| XO3067. 1 [HSHLDPWB Hurman mRMNA for HLA-D class Il antigen DPW2 beta chaln 0
531 |gi}d512311}dbjlABO1 9441 .1 |ABOT0441 Horno sapiens DNA for immunoglobulin heavy-chain variable region, 0
46 |gl]187721 7lembl2 92846 .1|HSU105G4 Human DNA sequence from cosmid U105G4, between markers DXS366 and 7.00E-04)
343 | gi|70201 88]dbjl AK0D0238.1]AKO0023E | Homa saplers cONA FLI20231 fis, clone COLFS511, highly similar to 1.00E~20
490 | gi|4753253]gbtACO06364.3|AC006364_ | Homo saplens BAC clone GS1-1464 from 7631.1-31.3, complete seaverice 0
2i|4506604]ref|NM_000978.1)| Horme sapkens ribosomal protein L23 (RPL23)} mRNA 0
500 | 1| 339688|gbiM17733.1{HUMTHY84 Human thymosin beta~4 mRNA, complete cds. 0|
509 |gi[4322311]gb| AFOBO092.1|AFOB0092 Homo saphens trophoblast STAT utron mRNA 9
13286.1|HSY13286 Homo saplens mRNA for GO dissociation inhibitor beta e-143
531 [gli5828954emblALT 14335.1|CNSOVBKT | Botrytls cinerea strain T4 cDNA brary under conditions of 0.7t
400 gi]44065541gb{AF131742.1]AF 131742 Homo sapiens clone 25071 and 25177 spRNA sequences o
G13330.1)G13330 human 5TS wi-12211 2.00E-44
519148267 19[reflNM_000134.1|| Homo saplens fatty acki binding protein 2, intestinal (FABP2) mRNA O
541 |3J4504164|ref}NM4m0177.1|| Homo saplens gelsolin {amyloidosis, Finnish type) (GSN) mRNA O
Homa saplens GPI transamidase mRNA, complete cds ¥}
H.sapiens max gene e-170)
Drosophila met, gencmic scaffold 142000013386040 section 4 of 0.1
Horno sapiens heterochromatin-like protein 1 (HECH) mRNA, complete 0]
Hurnan shorter form baskc fibroblast growth factor (bFGF) receptor 1.00E-24
8654 seq Hormo sapiens filamin A, aipha (actin—binding protein-280) (FLNA)} mRNA 0
35655580 Homo taplens 50S ribosomal protein L30 Isolog mRNA, comolete cos 0
8557 seq g Hoer saplens chromosome 17, clone hRPK.112_H_10, lete sequence 7.00E-D4|
8558.5eq 507 | gi|34006 11gb|M10935.1|[HUMUBCP Human ublguitin mRNA, 3 end 0
8559 5649 599 | gl 7305302[refiINM_013436.1|| Homo saplens NCK-assoclated protein 1 (NCKAP1), mRNA 0
8560.se0 298| gil4049323|gb]ACO06199.1]AC006189 | Homo sapiens, clone hRPK.}13_A_I. complete sequence 0.007
B563.50q 422 | gil4503304|ref|NM_001926.1]] Homo sapiens defensin, alpha 8, Paneth cell-specific (DEFAE) mRNA 0
8564.5e0 565 gl{7023239|dbjlAK001 766.1[AKOG1 766 | Homo saplens cONA FLLI10304 fis, clone QVARC1000013, weakly shnilar to 0
8565.5eq 355 gi|6996002]ref|{NM_004371.2f Homa saplens coatomer protein complex, subunit aipha (COPA), mRNA Q
8568.5eq 608 | 2i|4506T30jref|NM_C01030, 1]} Homo sapiens ribosomal protein S6 (RPSE6) mRNA 0
8567 .5eq 635  gi[ 1 84743|gbi00220.1 [HUMIGCCS Homo sapiens immunogiobulin alpha-1 heavy chak constant region 0
8568.5e0 499 | gi| 183119 gb|M29644.1 [HUMGFII Human Insulln-like growth factor | MRNA, complete cds [y
§569.380 424|It7020026]dbiAKO001 36.1|AK000136 | Homno sapiers cONA FLJ20129 fis, clone COLOB190 O
B570.5eq 554|g1]433307|gb| 03851 1HSLO3B51 Human capping protein aloha mRNA, partial cds Y]
B573.5eq 511 |2i[2653426]emb|298127.1]H5102G20 Human DNA sequence from PAC 102G20 on chromosome 1a24-q25. Contaln; 0
8574.5eq 526 | 21| 1930058]gb]US5040.1|HSUS5040 Human transcriptional corepressor hKAP1/TIF18 mRNA, complete cds 4]
8575.seq 516/ g|184743|gb}J00220.1 [HUMIGCCE Homo saplens immunoglobubn aloha—-1 heavy chain constant region o
B5T6.5eq 542 | gil4204704|gb| ACOD62358.1|ACO06238 | Homo saplens chromosome 18, clorke hRPK.AT4 N 24, complete sequence 4]
B577.5eq 505 | | 2765426{emb|Y 147381 JHSIGGT1LL Homo sapiens mRNA for immunegiobulin lambda light chain 8}
8578.5eq 545 | gi|4826556/ref|NM_004342.1jf Homa sapiens caldesmon 1 (CALD1) mRNA 0
8580.5eq 612} 21|4263746|gb]ACO04883.2|AC0O04883 _ | Homo saplens PAC clone RP4-771P4 from 7q11.21-q11.23, cormplete sequerd ¢]
8583.5eq 415 E‘
B584.5eq 567 |gI|4758B65reflNM_004772 1| Homo saplens P311 protein (P311) mRNA )
8585.5eq 677 |21]189021|eb|M22920.  HUMMYLCC Hurnan smooth muscle myosin alkall light chain (MLC 1sm} mRNA, 0
8586580 496/ gl{3374941gb|MIG0T2 1 [HUMRPLTA Hurmnan ribosomal protein L7a (surf 3) large subunit mRNA, complete o
B587.seq 432 |el]1340715|gb|G20378.1]G20378 human STS A005C24 e-i02 _
B8588.5eq 546 | 8i|3810858]dbi|DS0406,1) 050406 Home sapiens 3715 mRNA. complete cds k)
B589.5e9 5451 gl}180020|gb|MB6511.1]HUMCDI14MCA | Human monocyte antigen CD14 (CD14) rmRNA, complete cds 0
8590.5eq 250 |ai|181532|gb|M97925.1[HUMDEF 5A H.sapiens defensin 5 gene, complete cds e-120
8591.5eq 560|&i34755[emb|X54304.1[HSMRLCM Human mANA for myosin regulatory light chain 0
8592.seq 576 | gi|| 343884|gbjG23558.1]G:23558 human STS WI-13028 110
8583 5eq 534|gi|2894R828]=b|U91942.1/US1942 Homo saplens immunogiobulia light chain mANA, partial cds 0
8554.5eq 513 |ei|5579450]refiNM_000532.2]| Homo sapiens complement component 48 (C4B) mANA 4
8595.58q 524 |gil34755|emb|X54304.1 {HSMRLCM Hurran mRNA for myosin regulatory light chain 0
596 509 558 |gil6671651 ref|NM_DO7574.1]( Mus musculus complement cemponent 1, 4 subcomponent, ¢ polypeptide S5.00E-39
8597 .5eq 541 | gi|1262342|emb|X93334.1{HSMITG Homa sapiens mitochondrial DNA, complete genome _Q
8599.5eq 530|g|7271 126lemblAL 117672.3[CNS01DRN_ Human chromosome 14 DNA sequence *+* N PROGRESS =+ BAC R-142C1 0.049]
BEOO.seq 316/21|3935221jgb|ACO05896.1]AC005898 | Homo saolens chromosome 17. clone hRPK.227_G_15, complete sequence _je—¥76
BEO1.5e0 542 |gl[2133864|gb|ACT00403.1|ACOOA403 | Genomic sequence from Human 13, complete sequence [Homo sapiens} o

a



8602 seq 555/ gi|4502472|ref|NM_001731 1| Homo saplens B-cell translocation protein 1 (BTG 1) mANA 0
18603 sen 540|gl|4757825|refiNM_004048.1}| Homo sapiens beta-2-microglobulin (B2M) mANA 0
@;eﬂ_ 525|gijd322378|eb|AF083215.1|AFDB3215 Mus rmusculys SCF complex protein Skp2 mRNA, complete cds 2.00E-07
8605.seq 563 gi|575244}emb|Z46604.1|HSHK2EX Homo sapiens HK2 gene for hexokinase Nl 32
8606.56Q 559 gi}1 3683{emb| VOOT12.1|MITTHS Human enitochondrial genes for several tRNAs (Phe, Vah Leu) and 125 [+)
8607 .58 526 gi|450287B|refiNM_003277.1]| Homo sapiens transmembrane proten claudin § (CLDNS) mRNA 0
8608.seq 459|gi|532596|eb|M12758.1|HUMIG.JO2 Humar Ig } chaln gene. exons 3 and 4 e-147
8609580 241 gl|4507486[refiNM_003247.1|| Homo sapiens thrombospondin 2 (THBS2) MRNA e-126
8610.5eq 438]gi|4929764igb|AF151906.1[AF151806 | Homo sapiens CGI-148 proteln mRNA. complete cds 0
8611.5eq 546 | gi]1 262342]ernb|X93334.1[HSMITG Homo sapiens mitochondrial DNA, complete genome e-168
8613.seq 500]gi|28946 8|embiAJ223812.1|HSA223812| Homo sapiens mRNA for caldesmon, 3 UTR 0
8614.5eq 563 2i|5923930|gblAF186605.1]AF186605 Homo sapiens MLL2 protein mRNA, partial cds 3]
8615.5e0 459 gi{13003]emb]VO0662.1|[MIHS XX H.saplens mitochondrial genome 0l
8616.seq 535 | gi|6966966temblAJ271216.1|HSAZ271216 Homo sapiens mRNA for dipeptidyvi-peptidase Il (DPP3 gene) 0
B618.5eq 538 | gi|34755|emb}X54304.1|HSMRLCM Hurman mRNA for myosin regulatory llght chain 8]
B620.52q 419 gi[4506636{ret{NM_000995.1]) Homo sapiens ribosomal protein L34 (RPLI4) mRNA [
B621.56q 557 | 2i[45026 7&{refiNM_001780.1]| Homo saplens CD63 antigen {melanoma 1 antigen) (CDB3}, mRNA o)
B622.5eq 548 | gi[2828797|gb|U55386.1 JAPUS5386 Anabaena PCC7120 hetC gene, complete cds 0.2
B623.58q 548 | 2i4757825¢ref{NM_004048.1|| Homo sapiens beta-2-microglobulin (B2M) mRNA [i]
A27 [gi| 1 262342]emb[X93334.1|HSMITG Homo sapiens mitochondrial DNA, comolete genome [4)
551 | @il 4504450%ref|NM_002138.1|| Homo saplens RNA binding motif protein, X chromosome (RBMX), mRNA 4
554 [ gil1 84756 ebf JO0221.1 |HUMIGCDT Human Ig germiine H-chain G-E-A region B: alpha~2 A2m(1) aliele e-173
673 gl 1 323732|gbltJ09953.1]HSU0SE53 Human rib | protein L9 mRNA, complete cds Q
561 | gi 4759247 |ref{NM_004179.1]| Hormo saplens tryptophan hydroxylase (ryptophan S—rmonooxygenase) 0|
535/gi| T453544|gb|AF182076.1|AF182076 | Homo saplens glloma tumer suppressor candidate region protein 2 0
536 | 2i6552332]ref{NM_005262.2]| Homo saplens v-fos FBJ murine va viral homoiog 0
543 | gll5523803|gbiACO0TI67.3)ACO07367 | Homo saplens BAC clone RPY1-518G12 from 2, ¢ sequence 0013
522}i|3873300}gb| AC0D5829.1JACODS829 | Homo saplens chromosome 17, clone hRPK.259_G 18, cormplete sequence 3.00E-40
542 [gi[101 7775]gb|U3T018.1JHSLITOMS Homo saplens smooth muscle cell calporin MRNA, complete cos 0
640 | gil4003385]dbi) ABO20865.1]ABOZ0BES | Homo saplens genomic DNA of 8021.3-p22 arti-oncogene of hepatoceRular .94
536 | gif4204247 |gb| ACODE0SE.1 JACDDE0SE | Homo saplens 3p22-7 PAC RPCH4-555D20 (Roswett Park Cancer Institute Hu 0.2
586 gi[4505748]ref|NM_000289.1] Homo saplens phosphofructokinase, muscle {(PEKM) mRNA ]
508 | 2I[6249667|gh| ACODSBB0.3|ACUO5B80 | citb_43_a 11, complete sequence [Homo sapiens] 0012
679|gi|340233|gb|M25248. T HUMVIMI. Human vimentin (HuYim3) mRNA, 3' end 0
308 | i|7020079|cbil AKO00168.1[AKO0G1 68| Homo saplerss cDNA FLI20161 fis, clone COLO9252, highly similar to e-165
Hormo saplens micrptubide-associated protein 18 (MAP1B), mRNA 0
Homo saplens calcium channel alpha 1 E subunit (CACNATE) gena, exons 7-49 0
Hurman guanine nuciectide—binding protein (GI) alpha subunit MRNA, 0
Hurnan thymopoletin (TMPO) gene, exons 4 and 5, ard complete cds for 0|
Mouse MRNA for NFi-B protein, clone NFI-B2 5.00E-42]
Homo saplens mRNA for caldesmon, 3' UTR 0
human §TS WI-16084 e-109
Homa sapgiens beta-2—microgiobulin (B2M) mRNA 0|
Human mRNA for phosphodiesterase | albha, complete cds 0
Homo saplens sucrasa—i I {51, mRNA [+
Human mRNA for elongation factor 1-alpha {clone CEF4) 0
H.sapiens mitochondrial genome 0
Human DNA sequence from clone RP1-37M3 on chromosome 22 Contains th §.00E-08|
Homo saplens testis entanced gene transcriot (TEGT), mRNA [i]
Homo saplens eukaryotic ransiation slongation factor 1 alpha 1 0
Homo sapiens mRNA for immunoglobulin kappa light chain, anti-RhD, o]
536|gi|599821 |emb|X82818.1{HSPTP1CHG | H.sapiens PTP1C/HCP gene e-128
486 2i|3171151|gb]AFO64858.1}AFDS4858 | Homa saplens chromosome 21922.3 BAC 28FD. complete sequence 2.00E-56|
704|2i[4038570|emblALO31781 . T1[HS51412 | MHuman DNA sequence from clone 51412 on chromoesome 5q26-27. Contains O
521 | gi[ 18151 7jebiL 01131, T|HUMDCNGT Human decorin (DCN) gene, exon 8, cormplete cds 0]
52B|gl|1342252)gh|G21626.1|G21926 homan $TS Wi-16393 e-131
544 gi|5032162|ref|NM_005649.1| Homo sapiens transcription factor 17 {TCF17) mRNA 0!
584 | 21]37495(emb| X16064. 1 [HETUMP Human mRNA for transtationalty controlled tumaor protein (4]
383 | g 1619959]|eb{Ut 20631 [HSLIT2063 Human Immunoglobulin kaopa chain constant region gene, partial cds )
436 gH4758865\refiNM_0O47T2. 1)) Homo sapiens P311 protein (P311) mRNA 0
532! gi|2352295[eb| AFD02696. 1 |AF002696 Hono sapiens antiguitin (ATQ1) gene, partial cds 8.00E-Q4
533 | gi| 7023235|AKOD1 764.1]AKOD1764 | Homo saplens cDNA FLI 0902 fis, clone NTZRP5003534 0
561 | @il4758031 jrefiNM_0D04766.11] Homo sapiens coatomer proteln complex, subunit beta 2 (beta prime) [s)
557 | gi| 7259291 jchilAB030199.1]ABGI0I99 | Mus musculus mRNA, complete cds, clone:2-68 e-102
&|2653426jemby299127.1|HS102G20 Human DNA seguence from PAC 102620 on chromosome 1924-q25. Contairs 0
Human glyceraldehyde—-3-phosphate dehydrogenase {GAPDH) mRNA. o
Homo saplens unknown MANA 6.00E-91
Fuman DNA sequence from PAC 28H23, BRCAZ2 gena region chromosome 0.49
1 Human Chromosome 16 BAC clone CIT9875SK-A-61E3, complete sequence [H of
Homo saplens clone UWGC:djs146 from 7p14-15, complete sequence 0.26)
Human DNA sequence from clone RPS5-877B1 on chromasome 20. Contains tle-158
Human mRNA for KIAAQ353 gene, partial cds 0
Homo sapiens nucieophosrmin/nucieoplasmin, 3 (NPM3), mRNA [
humnan STS EST368185 e-170
Human DNA sequence from clone 62982 on chr w 1p31.1-31.3. Contal 0.58]
Human prothymosin alpha mRNA, complete cds 0
Homo saplens mMRNA for immunoglobulin kapoa Bghit chadn, ant-RhD, of
g 3169207|gb|ACO02324.1[AC002324 | Mus mwusculus chromosome 11, clone 475 _H_14, cormplete sequence 0.051
416 gi[4757825|refiNM_004048.1|| Homo saplens beta—2-mkroglobulin (B2M) mRNA [+)
362| gild502270|ref|NM_000702.1]| Home saplens ATPase. Na+/K+ transporting, aiha 2 (4 polypeptide 4]
569/ gll4757825|ref|NM_004048.1 Homo saplers beta—-2-microglobulin (B2M) mRNA 3]
519/gl|1161563|embXBS117.HSEPBT2EX | H.sapiens epbT2 gene exorts 2,3,4.5.6.7 e-122
534|g1|532596/gb|M12759.1|HUMIGJ02 Humar |g J chain gene, exons 3 and 4 1.00E-85,
446 | gi)3860076|eb{AF0ST021 1 IAFO57021 Homo saplens GW112 protein (GW112) mANA, complete cds 0
539 gi|6552326|ref|NM_000398.3}) Homo sapiens diaphorase (RADH) (cytochrome b5 reductase) (D1a1). 9
409 | gi|3810672|eb|AC005726.1|ACO05726 | Homo sapiens chromosome 17, clone hRPK.192_H_23, complete sequence 1.00E-29
518 | gi|555853|gb|U13364.1)HS 13369 Human ribesomal DNA complete repeating unit O
512 gi|729255CLgb|AEm3483.1 |AEO0G3483 BErosophila melanogaster genomic scaffold 14200001 31386045 section 17 of 0.048|
485 [@il4503470irefiNM_001402.13} Homo sapiens eukaryotic translation elpngation factor i alpha 1 0
508|gi{33733]ernbX57817.1|HSIGVLO27 Human reatranged immunoglobubn lambda light chain mRNA o
554 3i 4758495r Homo sapiens histone macroHZA1.2 {(H2AF12M) mRNA o
Hemo saniens ribosermal protein L26 (RPL26) mRNA e-112
Homo sapiens cystewne and glyclne—rich protein | (CSRP1), mRNA [¢]
533 gl|5912124|emb|AL1 17672.1|HSMB0109¢ Homo sapiens mRNA: cDNA DKFZp566.J021 (from clope DKF2p566J021) o]
343 | glf7262555]dbi| AP0 434.1{AP001434 | Homo sapiens genormic DNA, chromosome 21a22.2, clone T2079, LB7T-ERG 2.00E-43
5491|4507 432|refiINM_003217.1]| Homa sapiens testis erthanced gene transcript (TEGT). mRNA Q
543 | gl 101 9754|emb| AL 108953.24|H5DJ746H Human DNA sequence from clone RP4-746H2 on chromosome 20, Contains a 3.00E-99
435 | i|4503304|ref{NM_001926.1|( Homa sapiens defensin. alpha 6, Paneth cell-specific {DEFAB) mRNA [4)
517|i|1262342{ernt{X93334.1 [HSMITG Hormb sapiens mitochondrial DNA, corplete genome 0
469 pi|S801554igb]ACO08115.3|AC008115 | Horma sapiens 12p¥2-27.2-31.7 BAC RPCI11-180M15 (Roswell Park Cancer 2.00E-04
305/ gi|733134|gbtU22384.1|HS U22384 Hurman dysyl oxidase gene, partial cds e-131
520/ gil4914503|emblAL033525.10|HS1108H Human DINA seauence frorn clone 1108H3 on chromosome 1p35.1-36.31. Con 3.00E-62
446)gi}31091 lemb|X16869.1|HSEF1AC Human mRNA for elongation factor 1-aloha (clone CEF4) [+
664 gl|1262342|emb|X93334.1|HSMITG Horma saplens mitochondrial DNA, complete genome O
574! gl 3135974 emb|Z991 28.1|HS422A11 Homo saplens DNA sequence from PAC 422H11 on chromosome 5p21,1-22.2 6.00E-54]
556 | gi|4128014]emb]AJ011497.1]HSAG1 1487 Home saplens mRNA for Claudin-7 0
290 |&l|181532|gb|M37325.1 [HUMOEFSA H.sapiens defensin S gene, complete cds e—123
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8732 .seq 411 | gl|6850299]eb|ACO0849B.3|ACO08438 | Horma saplens chromosome 5 clone CIT-HSPC_436P18, complete sequence 0
B733.seq 533 gi|532596|gb|M12759. HUMIG J0Z Human Ig J chain gene, exons 3 and 4 . 0
8735.5eq 538 | Rl| 4506648 ref|NM_000967H]| Homo saplens rtbosomal protein LI (RPL3Y mRNA 0
8736.56q 506 | @{4506518[ref[NM_000986.1]{ Home sapiens ribosomal protein L24 (RPL24} mRNA O
873B.5eq 512 [)|338826)eb{M26252.){HUMTCBA Human TCB gene encoding cytosolic thyroid hormone-binding protein, Y
8740 560 5581|3086 4]emb| X 7503. [|HSCNSM Human nuclear DNA fragments similar to miONA O
[A7415eq | 5321@Y947432/eblACO023B3.1|AC002383 | Horno saplens BAC clone CTB-67E13 from 7a21, complets sequence 1.00E-05
B742.5eq 543 | gil6809632|gb}ACO18765.2|ACOLBTEY | Homo sapiens chromasome 16 cline RP1 1-568A19, cormplete sequence 02
8744 .50 545 | gi{4309926]eb]ACO05924 2{AC005924 Homo sapiens Chr.t4 PAC RPCI4-794B2 (Roswell Park Cancer Instityte 4]
B745.5e9 484]
§746.5eq 536 [gi[2415414|gb|AF017986.1|AFO1 7986 Horno sapiens secreted apoptosis related protein 1 (SARP1) mRNA, ]
8747.5eq 548 |gil4885408|ref|NM_D05336.1t} Horno saplens high density lipeprotein binding proteln {vigilin} o
8750.seq 358 | gi[4097821|gh|U69274.1|HSUBIZT4 Human zinc finger protein MRNA. complete cds. 4]
8752.5eq 545 |gi[3375327|gh|G27077.11G27077 hyman ST8 SHGC-32786 4.00E-55)
8753 seq 399 |gil4507768|reflNM_D03336.1|} Homo saplens ublguitin—conjugating enzyrme E2A (RADE homolog} 0
8754.5eq 513 |@il4506744]ref|NM_001013.1)} Homao sapiens ribosormal proten $9 (RPS9) mRNA 0
8755.5eq 387 [=i}532596)abiM12759.1|HUMKSI02 Human Ig J chain gene, exons 3 and 4 3.00E-92
8756.5eq 551 | gil4506602]ref|NM_002948,1]| Homo sapiens ribosomal protein L15 (RPL1S) mRNA 0
8758.5eq 523 |gil6094545(k|ACO11362.2|ACO1 1362 _| Homo sapiens chromosome 5 clone CIT-HSPC_S03K11, complete seauence: 0
8759 564 636 git7110159]eb] AF 180681 .1/AF180681  [Homo saplens guanine nucleotide exchange factor (LARG) mRNA, complete 0
8760.se0 529 |glj1 262342|ernbjX93334.1{HSMITG Homo saplens mitochondrial NA, comolete 0
§762.seq 322|gI]1620016|dbj|DBTEE6.1|DETE6G Human heart mRNA for heat shock protein 80, partial cds e-170
B763.5eQ 520|gl|4504254)ref|NM_002106.1|| Homo saplens H2A histone famity, member Z (H2AFZ) mRNA Q
8764.5eq 610(I|339688|eb|M17733.1|HUMTHYB4 Human thymosin beta-4 mRNA, complete cds 0
B765.5eq 537 |gI|5729731jref]NM_006628.1]| Homa saplens cyclic AMP phosphoprotein. 19 kD (ARPP-19) mRNA 0
B766.560 358 |gl|181962|gh|JO4617.1[HUMEF1A Human elongation factor EF-1-alpha gene, complete cds 0
8767 .seq 519 |gi[51 74602 jrefiNM_D06097.1]| Homo saplens myosin regulatory light chain 2, smooth rwscle isoform 0
Bif8.seq 599 | gi|4923550}gb]AF151819.1]AF151819 Homa saolens CGI-61_protein mRNA, comolete cds 0|
8769.seq 542|gi|181556igh|M16462.1|HUMDIA1B Human NADH-cytochrome b5 reductase mRNA, 3’ end y]
8770.seq 542 gI|6B08153|emblAL137721.1JHSMB02237 Homo saplens mANA; cDNA DKFZp761H221 (from clone DKFZp761H221) [}
8771.3eqQ 613 2i|6468043]b]ACOTJ205.5|AC010205 | Homo saplens 12a seeders BAC RP11-285E23 (Roswel Park Cancer Institute|e-136
B772.56Q 324} |45067 14jref]NM_001031.1}f Home sapiens ribosomnal protein 528 (RPS28) mRNA e-147
8773.seq 553|214506674jretiNM_002950.1]| Home saplens riboghorin | (RPN1) mRNA [
8774.5eq 568]2i|5817080[emblaL110174.1|HSMB00821 Homo saplens mRNA; cDNA DKFZp564F1016 {from clone DKFZp564F1016) |e—158
8775589 545| gi|6467 174|dbj]ABO208B0.1ABO20980 | Homo sapiens mRNA for putative membrane proteln, complete cds 0|
8776.58q 521 ﬂlmlﬂE@CDﬂmlS.B]ACODBD!?- Homo sapiens 12p12-21.3-21.8 BAC RPCI1-551L14 (R ® Park Cancer 0]
B778.5eq 565 |gl]) 8B5549|gb|M 18518, I HUMIGHVAP Human Ig rearranged H-chan VDJ-region mRNA, clone 58F2 e-162
B78).5eq 567 |gi|5453606]ref|NM_006429.1)] Homo sapiens chaperonin containing TCPF, subunit ¥ (eta} (CCT7) mRNA 3]
8781 .5eq 740| gl 28ernb]ALO49713.19jHSDI2470 Hurnan DNA sequence from clone 247C2 on chvomosome t1p13, complete 1)
8782.5eq 494 ei|4506684]ref]NM_00101 7.1]| Homo sapiens ribosomal protein $13 (RPS13) mRNA 0
B783.5eq 857 g_l]\BGSBZﬂ\th[Dﬂ??!QJ |Da7742 Human mRNA for KLAAG268 gene. partlal cds 0
|8785.5eq 507| 21]4493484)emb]|AL034309.6{HS191P20 | Human DNA sequence from clone 191P20 on chror Xq23. Contains a 4.00E-40
8786.5e9 551/ gi[7023023]dbj AKOD 544,1JAKDD1644 | Homo sapiens cDNA FLITD782 fis, clone NT2RP4000415 0
B788.seq 563 gl|388031}gbiL 05092,V {HUMRIBPROC | Homo sapiens ribosormal protein L11 mRNA, complete cds e-165
8789.5eq 557 gl|5918161]ermbALO35420.15|HS550H1 | Human DNA seauence from clone 550H1 on chromosome 20a11.1-11.22 6.00E-48,
8790.5eq 645 gi| 68080 2|ermbjAL 1 37442.1HSMB02 146 Homo saplens mRNA; cDNA DKFZpS566C 114 (from clone DKFZpS66C114): 0
8792.seq 566 |gH|187151|gbjMT47#5.1|HUMLIPCHL Human lysosomal ackd koase/cholestery esterase mRNA, comolete cds 0
8793.5eq 548 gi[t 65703|gb|M76233.1|RABSMMLCKR Rabbit smooth muscle myosin light ¢hain kinase mRNA, complete CDS 5.00E-79]
8794 seq 560} gil6850939| 1 136295.2[CNS01DVZ} Human chromosom 14 DNA saquence *++ IN PROGRESS #»+ BAC R-468E2 |e-156
8795509 600 | gil4263636]gb{ACOD5150.2|AC005150 | Horno saplens chromosome 4 clone B55824 map 4925, comolets sequence 0.004]
8797580 541 | gi{6808340{emb)AL137597.1|HSMBOZ353 Homo sapiens MRNA; CDNA DKFZp434B2411 (from clone DKFZp43482411) 0
8758 580 526 |i1181517|gb|L01131. 1 HUMDCNOY Hurman decorin {DCN) gene, exon 8, complets cds 0
B799.5eq 569 |gil31 TO836EH|AFDE2187.1|AFCE21 8T Homo sapiens clone 48u-18 mmunogiobulin heavy chain variable e-147
BR0Z.5e0 NM_002803.1|| Homo sapiens pr ve {prosorme, macropain} 265 subunit, ATPase, 2 e-160
8803.5eq £l|4506680)refiNM_DD%015.1]( Homo sapiens ribosomal protein $11 (RPS11} mRNA e-153
8804.se0 520 gi[4826885[refiNM_005016.1]| Hamo sapiens polvirC)-btinding protein 2 (PCBP2) mRNA o
|8806.5eq 569 |2i|38B031)gb|LH5082.1JHUMRIBPROC | Homo sapiens ribosomal protein L1t mRNA, complete cds 4]
8808.5eq 369 | gi[289451 BlembjAJ223812.1jHSAZ23812) Homo saplens mRNA for caldesmon, 3" UTR 0
8210.5eq 540|gl|3885345|eb| ACODS318.1 |ACQ05318 | Homo saplens Chromosome 15026.1 PAC clone pJ105i19, Sequenc, Q
BB811.5eq 553 | 21|2406565(gh| AF(014358.1 jAF01 4398 Homo saplens myo—nositol monophoschatase 2 mRNA, complete cds [+
8812.5eq 574|gi{7019514{ref|[NM_013368.1|| Home saplens RPA-binding trans-activator {RET1). mRNA &
BR13.seq 5538 211 89105(gb|MZ 1 1B6.1HUMNCBLCA | Human neutrophll cytochrome b light chain p22 phagocyte ﬂ
8814.5eq 83745061 B6{refiNM_002780.3|| Homo sapkens pr (prosome, macropain} subunit. ajpha type, § [y
8815.5eq 547 ﬂ3063744|eﬂbm5458.| BTASS458 | Bos tawus mRNA for protein phosphatase 2C beta e-122
8816.5¢0 278 gi[181532|gb{MI7625.1 |[HUMDEF5A | H.sapiens defensin § gene. comolete cds e-132
8817.5eq 538 | gi|4929662|ebjAF1 51855.1|AF 151855 Homo sapiens CGI-97 protein mRNA, complete cds O
8818.5eq 504 2i[6137875]gb|ACO0R249.14]AC00B249 | Homo saplens 3a27 BAC RPCIT1-211P13 (Roswell Park Cancer institute 0.22
B8B19.5eq 674 |gild506744iref|NM_001013.1]] Homo saplens ribasomal protein 58 (RPS9) mRNA 0
BB20.58q 546 | g4506662jreINM_D00973.1]| Horno saplens ribesomal protein L8 (RPLE) mRNA 0
8821.seq 559 | gl[1262342 %93334.1|HSMITG Homa saplens mitochondrial ONA, complete genome 0
88225eq 558 | gi|5754255[retiNM_010481 .11( Mus muscuius heat shock protein. 74 kDa, A (Hspaga), MRNA 0.2t
8823:5eq 531 | gi[1000033|gb|U308T2.1|HSLIO872 Human mitgsin mRNA, complete cds 0
8824.seq 346 gi[1619959|gbjU72063.1|HSUTZ063 Human Immunoglobulin kadea chaln constant region gene, partial cds 1)
8826.5eq 424 gi(181532|eb{MB7925.1|HUMDEF SA H.sapiens defentin 5 gene, corrplete cds e-134
BB27.seq 578/ g1|3309660igb|AF075599.1]AF075599 Home sapiens ublauitin conjugating enzyme 12 {UBC12) mANA, complete [¥]
8829.5seq 5521 21)26991 28|eb|AFO30162.1|AFD301 62 Homo sapiens inner mitochondrlal membrane translocase Tim23 (TIM23) 3]
8830.5eq 490 | gl|5578733|gb|ACO0T435.12AC007435 | Homo saplens, clone 6_C_10, complete sequence 0|
8831.3eq 335 gi|181134]gb|M37435.1[HUMCSDF1 Hurnan macrophage—specific colony-stimulating factor (CSF-1) mRNA, e=170
8832 seq 513/ gi|l4557893|ref|NM_000239.1} Homo saphens lysozyrne (LYZ)} mRNA [s)
8833 seq 377 |gil) 2623421emb]| X33334.1 {HSMITG Homo sapiens mitochondrial DNA, complete genome 0
8834.5eq 566 | el 516jrefINM_002923.1|| Homo saplens regulator of G-protein signabing 2, 24kD (RGS2) mRINA 0
22836.5eq 519{gl|507257 [@b{l.2094 L §[HUMFERRITH | Human fervitin heavy chain mRNA, complete cds 0
18837 seq 643 | gl[2578060]embiZ94277.1|H5154KG Hurnan DNA sequence from PAC 154K9 on chromosome Xp11.3-Xp11.4, Cony 2.00E~51
8340500 543 gI|4406548)ab| AF131738.1|AF133738 | Homo sapiens clone 24976 mRNA seauence, partfal cds 3.00E-80
8841.58q 411
8842.58q 554 ei]1262342|emb|X93334.1 | HSMITG Homo sapens mitochondrial DNA, complete genome O
8843.5eq 6§12 gi|532596]ebiM12759.1THUMIG 02 Human lg J chaln gene. exons 3 and 4 &-134
B8B44.5eq 5491 gi| 4505640 refiNM_002592.1]| Home sapiens proliferating cef nuclear antigen (PCNA) mRNA o
§845.5eq 560 gi|1 62001 4|dbjlD87665.1|DBTEES Human heart mRNA for MHC class | HLA-Bw62, partial cds 0;
BR48.5eq 607 | gi|5326498]dbi]ABO22427.1|ABO22427 | Homo saplens SERP1 mRNA, complete cds 0
8847500 140}gili 81962|gb|I04617.1HUMEFIA Human elongation factor EF-1-aipha gene, complete cds 1.00E-61
BB48 seq 499 |gi{7023324{dbilAKC01818.1 |AKOD1818 | Homo sapiens ¢DNA FLJ 0956 fis, clone PLAC E1000420, weakly similar to 1.00E-3%
8348 580 672|21)1375327|eb|G27077.1|G27077 human STS SHGC-32786 e-157
8850.5eq 592 |gI|3355302|gb] AF001549.1JHUAF001548 Human Chromosome 16 BAC clone CITO87SK-A-270G1, complete seauence 5.00E-67
8851389 414/ gi|4506688|ref|NM_001019.1]| Homo saplens ribosomal protein $15a (RPS154) mRNA 0
B8S52.5eq 516 gi[532596|gb|M12759.1 [ HUMIG J02 Humar Ig J chain gene, exons 3 and 4 0
8853.5eq 517|gi|7243170|dbj|AB037816.1/AB037816 | Homa saplens mMRNA for KIAA 395 protein, partial cds 2.00E-04
8854.5e0 730]gl|450551 8jrefiNM_D0D3B17.1)) Homo saplens regulator of G-protein signalling 5 (RGS5) mRNA 0
8856.5e0 542 |gi|532596]gb|M12759.) HUMIG.IG2 Human Ig { chaln gene, exons 3 andt 4 0
885758 531 g{2894518]emb|AJ223812.1|H5A223812] Homo sapiens mMRNA for caldesmon, 3' UTR 0
8858.5eq 511 |gi|5031610jref|NM_0O5868.4]| Homo sapiens Golgi vesicular membrane trafficking protein p18 0
8855.5eq 554 gil5138919eb|AFO92135.1|AF082135 Home saplens £TDO14 mRNA, complete cds O
8860.52a 524|gi|4B26656{ref|NM_004342.1]) Homo sapiens caldesmon 1 {CALDT} mRNA 9
B861.seq 457 |gil1552327|emb{Y07968.1[HSRNATFG | H.saplens mRNA for TFG protein 0
8B62.seq 382 |2i|532596|gb|{M$2759.1 JHUMIGJO2 Human Ig I chain gene. exons 3 and 4 0
8BB3 seq 487 |&i|5032050]refiNM_005617.1|| . Homo sapiens ribosormal protein $14 (RPS14), mRNA 0
18864 seq 544 | 2i|3928347|emb|X23714,1|HS5IM059 H.sapiens mRNA for kappa immunoglobulin light thain (v~J-C region; e—i63
8865.seq 297 |gl 1262342]emby|X53334.1|HSMITG Home sapiens mitechondrial CMA, comolete genome e-166
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8867 se0 495[ij3451997)gb{U41 420, 3HS5U41 420 Homo saplens MHC class | antigen HLA-C mRNA (HLA-Cw-1603 allele), o]
[Bac9seq 538 |all2 765422 emb[¥14736.1[HSIGG KL _ | Homo saplens mANA for immunoglobulin kappa bght chain o]
8870.5eq 540 |gl}21$8532]emb[Y11i96.1|RFRIBORNA | Rfascians 165 rRNA, 235 rRNA and 55 rRNA genes 0.78]
R873.580 540 |git7020026)dbjlAKC0D136.1 {AKO00136 | Homo sapiens cDNA FLJ20129 fis, clone COLOB150 0
8874580 369|gi|5689452|dbj]ABO289R1.1|ABOZES81 | Homo saplens mANA for KIAA FOSB protein, partial cds 0
8876560 488 |glj5174386)ref|NM_006017.13 Homo sapiens hematopoietic stem cel antigen (ACE33) mRNA 0
8877 seq 512 |gi|1 82612]eb|K02402.1|HUMFIXG ‘Human coaguiation factor IX gene, complete cds 074
8878.seq 507 igli2661075gb|AFQ35313.1JAF035312 | Homo sapiens clone 23851 mRNA sequence e-152
|8879.5eq | 515|gil872118]emb|Z49112.1[HSHLAXCW? | H.sapiens gene for leukocyte antigen-Cw? variant (HLA-Cw*0702) 0
B8880.5eq 459 | gi}1396275gb|G27556.1|G27556 human TS SHGC-32485 e—173
B881.5eq 235
8882 560 445 | 1450661 6]ref|NM_000986.1| Hormo sapiens ribosonal protein L17 (RPL1T) mRNA 3]
B884.5eq 375(gi{3165399|gblACOD3684.1]ACD03684 | Homo sapiens Xp22 BAC GSHB-518€S (Genome Systerns Human BAC librany 0034
8885seq 513 gi1251239]|2S50732.1|550132 Imrnunoglobulin M light chain V region=anti-Hpid A artibody [human, e-i78
8386.5eq 508 1gli532596]ghiM 12759.1 |HUMIGJ02 Human |g J chain gene, exons 3 and 4 e-130
BBET.seq 458
8588.5eq 546 | gil3168300]gb| ACO04775.1 [ACO047TS Homo sapiens chromosome 5, P1 clone 130865 (LBNL H13), complete 0
8889.500 A44|gI4557893 ref|NM_000239.1)| Homo saplens lysotyme {LYZ) mRNA 0
8891.5eq 525 | glj532586)ebiM 1 27561 [HUMIG 102 Human ig J chain gene, exons 3 and 4 e-130
8892.seq 546 | gi[2801526|gb|AF035396.1|AF035336 Home saplens cosmid 155E3 from Xg28, complete sequence 0.2,
8894.5eq 524 gi[4506680(refiNM_001015.1)} Homo saplens ribosomal protein 511 (RPS11) mRMNA [V
8896 5eq 582 | gi| 33757 9{gb|MS0054. 1THUMRRL3A Human ribosormnal proteln L3 mRNA, 3 end O
8897 seq 528 | 2164917 36/emb]AJ242910.1}HSA242910 Homo sapliens mMRNA for N-Acetylglucosamine kinase O
8899.5eq 520|gi| 27801 83|emb|Z95496.1 |HS509L4 Human DNA sequence from PAC S09L4 on chromosome 8q22.1-6a22.33. e-107
B900.5eq 525 gi|1262342|emb{X93334.1|HSMITG Homa saplens mitochondral DNA, complete genome 0
8502 seq 544)21188229}gh|M1 1867, HHUMMHDRSE | Hunan MHC class i HLA DRS DR-beta-chain mRNA, dete cds [+]
8903 .5eq 578213873451 |emblALO31278.1|HS154A10 | Human DNA sequence from clone 154410 on chromasome 1624 Contains ES7 0.84
550, gi|3043595|dbj|ABO11108.1[A8011108 | Homo sapiens mRNA for KIAADS36 protein, partial cds [+
5321 gil5101742|emb|Z95114.19|HS212A2 Hurman DNA sequence from clone CTA-212A2 on chromosome 22a12 Contall 0.013
5471 gi| 2605593 dbi|(350372.1iD50372 Hotro santens mRNA for myosin regulatory kbt chain, comelete cds [y
535|gi|1262342|emb]X93334. 1JHSMITG Homeo sapiens mitochondrial DNA, complete genome 0
664|2i| 4605604 refiNM_002580.1]| Home saplens pancreatitis-assoclated protein (PAP), mRNA 0
357 ril4753260|gh| ACO06023.2|AC006023 | Homo saplens PAC clone RPS-1147A1 from Tpi4-p12, complete seavence 0.13]
542| gi[4759007]refNM_004637.1][ Horna saplens RABT, member RAS oncogene family (RAB7) mRNA D
524 3i|7023671|db_;]_AKDO2D38.1|AK002033 Homa h cONA FILLI11176 fis, clone PLACE1007386 )
15| gil 533089g]_dbj|A50330m.1|A5033080 Horma L mMRNA for KIAA 1254 protein, partial cds e-174
379/ gi|4503100]refINM_001321.1) Horno sapk ine and glycine—rich protein 2 {LiM domain only, 0
523 [21|3851213{emb|AJ012449.1{HSA012449 Homo saplens mRANA for NS 1-binding protein {NS1-BP) 0|
514/|gi|187390{gbiM64240.1|HLIMMAX Human helix-loop—helix zipper protein (max) mRNA, complete cds [+)
3259|5252 3emb|232764.1|HSCD36G14 | H.saplens CD36 gene exon 14 e~176
524|gl|3264575{gb|ACO05192.1|AC005192 Horno sapiens BAC cione CTB-163K11 from 7931, complete sequence 8.00E-D4
523 | g)|184756|gbl 002211 [HUMIGC DT Human ig germiine H-chain G-E-A region B: alpha-2 A2md1} aliele 9
551 g|3869380{gblAF0E7 160.1]HSTOP2B18 | Homo sapkens DNA top ase |l beta (TOP2B) gene, exors 35 and 36 0
572|g|6678263jref|NM_00BS8S.1|| Mus. W derm posterior 2 {Mesp2), MRNA 0.053]
537|gi|450651 Bref|NM, Q03817.1|| Herno saplens regutator of G-protein signabing 5 (RGS5) mRNA e-172
359 gi|4210725|emblAJT32583.1{HSAT 32583 Homo saplens mRNA for puromycin sensitive amk i partial e-171
726|gi|2772535)gb|ACO03991.1|AC003991 Human BAC clone CTB-167B5% from Tq21, complete sequence [Homao 0.0
567 | gil4757825{reflNM_004048. 1 Homa zapiens beta—2-microglobulin (B2M) mRNA 0|
511|gi|S032050{refiNM_Q0S617.1]] Hormo saplens ribosomal protein $14 (RPST4). mRNA O
342| gi] 182077 |ub|MB3458.1 |HUMELP1A Human ELP-1 mRNA sequence e-127
491 gH|7341380]gh|AC022333.11|ACO22333 | Homo sapiens chrd BAC RP11-64013 (R N Park Cancer ingtitute Human 0.18
576
543 gi|186775|gb]MI2325 .1 |HUMKSAA Hurman adenocarcinoma-assoclated antigen (KSA) mRNA, complete cds 1)
729|gi|6682595{gb| ACD07533.2|AC00T533 Horno saplens chvomosome 16 clone RPC-11_474B12, complete sequence 0.004
645 | gi| 26228062 AEODO926.1 |JAEDDQ926 Methanobacterium thermoautotrophicurm from bases 1536655 to 1548777 0.06
692 gi|4506502|ref{NM_002948.1]] Homo saplens ribosomal protein L15 {RPL15) mRNA i)
515 gi| 5656683 gb] ACO02008.2| AC00E008 Hemo sapiens Xp22 PAC RPCI6-102 (Roswell Park Cancer institute Human 0.19
545/ gil 4503471 NM_001402.1 Home saplens eukaryotic transiation elengation factor 1 alpha 1 1)
504 gi] 71 59786{emblAL1 32821.17|HSDJ9S9] Human DNA seauerce from clone RPS-899L4 on chromosome 20, complete [e—164
424 gi|658791 8|gt{ACO0T284.3|ACD07284 Homo saplens clons RP11-558K21, complete sequence 1.00E-04
536 gi| 184756|gb|J00221.1 HUMIGCDT Human ig genmiine H-chain G-E—A region B: alpha—2 A2m{1) allele of
5661 gil6552327|refiNM_007326.1 Homo saplens diaphorase (NADH) (cytochrome b5 reductase) (DIA1), 4]
5961 gi 91 BlrefiNM_002273.1 Homo saplens keratin 8 (KRTB) mRNA e—180
506 ] @4263638|@blACO00015.2/ACO0001S_ | Homo saplens chwomasome 4 clone B271E1 map 4925, compiete sequence o
533 | @I4507792|refiNM_D03348.1]| Homo saplens ubiguitin-conjugating enzyrme EZN (homologous to yeast 0
527 | git450461 Blret|NM_001553.1{| Homo saplens insulin-iike growth factor binding protein T (KGFBP7) 0
513 [ii4826558|ref|NM_004342.1]| Horno cakdesrnon 1 {CALD1) mRNA 0
490 [ gI|3T495(emb|X16064.1 |HSTUMP Hurnan mRNA for translationally comrolled tumor protein e-112
512 | gil780284|gh{UZ4080.1|HSU24080 Human immunoglobulin heavy chain YH3 (H11) mRNA, partial cds e—146
436 | gHATSH08S5 | reftNM_004078.1] Homo saplens cysteine and glycine—rich protein 1 (CSRP1), mRNA 0
438 glj96BE8T|dbj|D6IBT4.1|HLUMFM1 Human mRNA for HMG~1, complete cds 0
656 |gi72391 75Lg>|AF1 GR787.1|AF1687BT Homag l vaniiold receptor gene, partlal sequence: CARKL and CTNS 7.00E-08
518gl|4503470(reftNM_D01402.1}| Homo saplens eukaryotic transiation elongation factor 1 albha 1 0
312|gI|7452884fembjAt 135978.2|CNS01DVN Human chromosome 14 DNA sequence **» IN PROGRESS *#* BAC R—125H8] 0.1
540 |gH184743|eb{ JO0Z20.1 [HUMIGCCE Homo sagiens immunoglobulin alpha—1 heavy chala constant reglon 0
545|gll6721 gb|ACO0T934. HACOCT934 | Homo saplens, clone RP11-29A1, complete sequence 3.1
528|gl|4! [NM_001015.1)1 Homo sapiens ribosomal protein 511 (RPS11) mRNA o]
514|gl|66782965ref|NM_009357.1)| Mus musculus testis expressed gene 261 (Tex261), mRNA e—166
520|gi|6435T5|gbiM2B3T2 1{HUMZFPSRES | Homo saplens sterol regulatory ek binckng protein (CNBP) mRNA, 0
519|gil45081 ACD0G042.2]AC00B042 | Homo saplens BAC clone RP11-505D17 from 7p22-p21, conplete sequence 0012
501 | gi|405¢ gb{t)42456.1|HSU42456 Human fibronectin (FN1) mRNA, C-terminus, partial oy 0
489 |gi|455781 4jref{NM_OD1587.1|| Homa saph locerebrorenal syndrome of Lowe {OCRL), sphce 0
495|gil5137021 jembjAL132665. 1 {HSMB01244 Homo sapiens mRMNA; cDNA DKFZpS66E034 (from clone DKFZpS66ED34).  |e-174
507 |2i}4003457 |gb| AF039400.7 AFO38400 | Homo sapiens calciunrdepandent chioride charmnel-1 (hCLCA) mRNA, 0
8987 5eg 488{gi[941|emb|XE3678.1[CFTRAM C.familiaris mRNA for TRAM-Drotein [¥;
8988.seq B05|gi|4506278|ret|NM_002824.1|| Homo sapiens parathymosin (PTMS) mRNA V]
899D.seq 495 |gi[2765422|emb|Y14736.1HSIGG 1KL | Homo sapiens mRNA for immunogiobulin kappa light cham e-156
8591.5eq 430|gi{7237388|eb| AEDDIE21.1JAEOD3621 Drosephila melanogaster genomic scaffold 14200001 3388055 section 14 of 0.04
8993.seq 364 gi[4826471 |emb]ALO22240.8[HSIZBETS | Human DNA sequence from clone 328E1% on chromosome 1q12-21.2 Contair] 0.033
8994.58q 462 | gl7417337|eb{AF238380.1jAF238380 Home sapiens chromosome X map Xp11.23 cosmid contig, ¢ fete sequence 0.043
8996.seq 495
8997.seq 511 gi|5430715|b}AF130343,1}AF130343 Home saplens chremosome § clone PAC 87 2 map 8a24.1, complete sequence] 0.19
(8898.5eq 509 | 21|67 T9BE9|biAF 103T75.1JAF103775 | Homo sapiens clone P13 antl-phospholipid Immunogiobulin dght chain 4.00E-92
899%.5eq 530} gil1 76828{gh|MICE85.1 [CHPMHCBAD | Pan Troglodytes MHC class | orotein mRNA {MHCPATRE1) 0
9000.5eq 534]g1|4503980) refiNM_0Q2056.1)( Homa sapiens glutamine~fructose—6-phesphate transaminase 1 (GFPT1) 0
$003.5eg 509 gi]179103}gb|M22632.1|HUMASPAT Human mitochondrial aspartate arminctransferase mRNA, comolete cds 0
[9004.52q 58%|gi|3492893|gblACO05288.1|AC005288 | Home sapiens chromosome 17, clone hCIT.131_K_11, complete sequence 0.22
9005.seq 350{gi|1196416(ghlt 54057.1HUMCLPB Homo saplens CLP mRNA, partial cds 0|
9006.5eq 537|gi|1262342|emb|X93334. {HSMITG Homa saplens mitechondrial DNA. complete genome 0
9007 5eq 442 | gil475904 TjreflNt_004891.1]| Home sapiens ribosomal protein L33-like (RPLI3L) mRNA 0
9008.5eq 443 | gi|3327167|cojlABO14577.1)AB014577 | Homo saplens mRNA for KIAADGT T protewn, complete cds 0
9009 589 291 | gi|5738434]emb|ALOTI333. 7T 4SI823F ] Human DNA sequence from clone 823F 3 on chromosome Xg21.33-22.3, +.00E-Q4
9010.58a 484 gil6523796]eb]AF 110715, 1]AF 110775 Homo sapiens adrenal gland proteln AD-00Z mRNA, complete cds. 0]
9011.5eq 533 gi|4128007 {emb|AJC10770.1[HSAD107 701 Homo sapiens hyperion gene, exons 1-50 0.05
9013.5eq 5392|4502 100{refiNM_000700.14 Horno sapiens annexin | (doocortin 1) {ANX1) mRNA 4]
3014.5eq 496(gH 730537 2jrefiNM_013875.34 Mus musculus phosphodiesterase 78 (Pde?hb), mRNA e-164
8015.seq 516]gi|4502248]{refiNM_003887.1j! Homa saplens ADP-rihosylation factor{arfl-directed GTPase activating 0
A016.seq 543 | git532596|gbiM1 2759.1 HUMIG 102 Human g J chain gene, exons 3 arki 4 e-132
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9017.seq 297 ieil 347885]ebj525653.1]G25653 human 575 EST130353 e-108
9018.5eq 458 gil7243890)eb]AC008269.3{AC008269 Homa sapiens clone RP11-95H11, complete sequence 1.00E-05
901958 513 [gild557234|refjNM_000018.1}) Homo saplens acyl-Coenzyme A gehydrogenase, very long chain (ACADVL), k8]
9020 seq 549 | gil4506678|refiNM_001014.1 ] Homo sapiens ribosomal protein $10 (RPS10) mRNA L]
616 gil7 289253|gh| AECO3067 .1 AEDO3067 | Drosophila melanagaster genomic scaffold 142000013385525, complete 0.23]
268 |gI[299704|2b|$59049.1]553043 BL34=B cell activation gene [human, mRNA, 1398 nt] e-138
513 |2(]563885|emb|X82207.1{HSBCENT H.sapiens mRNA for beta-centractin (PC3) 4]
418 gi]a506638 ref|NM_D00996.1|| Homo sapiens ribosomal protein £35a (RPL35A) mRNA Q
500 2i|4003397|dbj|ABO20877.1]ABO20877 | Homao it penomic DNA of 932 anti-oncogene of flat epitherlum 0.014
276/ gl|5042231 jlemb]¥13323.2[HSDISPRD Homg sapiens mRNA for disintegrin-protease 2.00E-T74
526|gi[452059 gl_}jL27560.HHUMtGFBP5X Hurran insulin-like growth factor binding protein 5 (IGFBPS) mRNA 0
573/ gi|6807952[emb]AL137404.1[HSME02094 Homo saplens MANA; cDNA DKFZp434M10? (from clone DKFZp434M102);  |e-152
502 | gil4503886]rafNM. 0016k4.1Y Homo sapiens actin, gamma t {ACTGH) mRNA 0
514/ gi{190825|gbiM29871.1JHUMRACE Human ras-related C3 botulinum toxin substrate (rac) mRNA, complete 0
504 | gi|5031936|ref|NM_005831.1[t Home sapiens nuclear demain 10 proteln (NDP52) mRNA a
566 gl{3433390[ggAF086045.11HUMYX31F0 Homo saplens full length insert cDNA clone YX81F03 1)
479) gi|1342533|gb|G22207.1|G22207 human STS Wi-12968 e-177
501! gl]) 000861 |gh]L 47647.}|[HUMCKBR Homo saplens creatine kinase 8 mRNA, complete cds ]
4951 g1]3153102|emb|AJ229042.1|HS229042 | Home saplens 959 kb contig & VAML1 and CBR1 on chwomosomne 21622 0.2
489 8i]2335202|gblAF015416.1|AFO1 5416 Fomo sapiens chromosome 11 from 11p15.5 reglon, complete sequence 1]
459 | 2i|4503152)refiNM_001333.]] Homo saplens cathepsin L2 {CTSL.2) mRNA Q
490 | 24503306|ref|NM_001927.%]| Homo sapiens desmin {DES) mRNA a
482 [&1]7305100]ref]NM_053803.1]| Mus musculus G protein cowoled receptor, family C, group 2, member & 2.8
461 | gi|7243267|dbj| ABO3T856.1|ABOITBS56 | Homa sapiens mRNA for KIAAT435 protein, partial ods 1]
440 | gi|4502946|ref|Nh_D000ES. 11 Homo sapiens collagen, type |, alpha 2 (COL1A2} MRNA ]
509 |gI| 6657 82|doADBT447 1 |DET 447 Human mRNA for KIAAG258 gene, complete cds 9.00E-53
503 |git3805923emb|ALOZ3582.1|HS486H19 | Human DNA sequence from ckone 486H19 on chromesome 6a24 Contains EST JQ0E-52
233 git7340699,emblAL139317.2JCNSO1DX) | Human chromosome 14 DNA sequence *** N PROGRESS ##» BAC R-589M4e-126
221 [gi{182517)gb|M10119.3[HUMFERL S Human ferritin kght subunit mRNA, complete cds i e-114
490|gl|3150089)emb|Z84480.1|HS418AG Homo sapliens DNA sequence from PAC 418A9 on chromosome 6g21. Contain 0.045
364 gl|1348799|gb|G26567.1|G26567 human STS TIGR-ADO3P11 1.00E-59
450 gi[181169]gb{M14219.1]HUMCSPGIA | Human chondroltin/dermatan sulfate proteoglycan (PG40) core protein L+
526 gil4506680|ref|NM_001015.1]| Homo saplens ribosomal protein 511 {RPS11) mANA 0
403 |gil4758293|ref[NM_004446.1] Homa saplens glutamyl-prolyl-tRNA swith {EPRS), mRNA 0
4DB | gil6855636|gb]AF 1 13702.5|AF1 13702 Homao saplens clone FLC1353 PRO3063 mRNA, complete cds 0
528|gll6841211|eblAF161399.1[AF1 61399 Homo saplens HSPC281 mRNA, partial cds 0
507 | gll4503470jrefiNM_001402.1 Homo saplens gukaryotic translation g factor 1 aipha 1 0
219|gij183397|gh|M21139.1[HUMGNAS1 Human guaning nucieotide—binding protein alpha-subunit gene 8.00E-39|
497 | gi{3293207|ebl ACD05268.1[ACO05268 | Drosophia melanogaster DNA sequence {P1s DS03550 (D225) and DS02387 0.18]
570/ g[68221 66{amb|ALO35414 30HSE6THIE Human DNA sequence from clone RP4-667H12 on chromosome 1032.1-41. 1.00E-12
592! gl|401844|gb{L05093.1|HUMRIBPROD | Home saplens ribosomal protein L18a mRNA, complete cds 0
467 | gif7243908| gt AC005311 2|ACOD9311 Homo saplens clone RE11-311L3, complete sequence 4]
225 1|5002686]emblALO49634 BHSI576H24 Human DNA sequence from clone 576H24 on chvomosome 20. Contains a 0.001
323 | 5i]3413930]dbj|ABOOTIS6.1|ABOOTISE | Homo saplens mRNA, chromosome 1 specific transcript KIAAGAST e-172
494 gil488531 BjrefiNM_005300.11F #Homo saplens G protelry Ied receptor 34 {GPR34), mRNA o]
X 281 |gl47551 44|refiNM_002199.23 Homo saplens interferon regulatory factor 2 (IRF2) mRNA e-129
9071 5eq 484 | glla506634jrefiNM_000994.14] Homo sapiens ribosomal protein L32 (RPL32) mRNA 0
9073.50eq 478|gl{74080841gb|ACOUR948.3|AC009948 | Homo sapiens clone RP11-65L3, complete seauence [4)
|9014.seq 52811/5430744|gh| ACO07519.2|F16N3 Sequence of BAC F16N3 from Arabidopsis thallana chromosome 1, complets 0.003
5075.5eq 381 |gl5763726 AJ245600.1|HSAZ245600] Homo sapiens mRNA for hypothetical protein {TR2/D15 gene) 0
9076.se0 280 gi]184743160] J00220.1 [HUMIGCCE Horno sapliens Immunogiotulin alpha-1 heavy chain constant region [H
9077 .5eq 371 | eil4503304|refiNM,_001926.1}} Homo saplens defensin, alpha 6, Paneth cell-specific (DEFAS) mRNA 0
9078.5eq 475|21[7021213 |0l AKDO0BEA. 1 AKODOBB4 | Homo saplens cDNA FLI10022 #s, clone HEMBAT000S8E of
9079.5eq 704 | gi}3220163] EIAFWQTTT.“AFDZSTH Homo sapiens histone acetyitransferase (GCNS} mRNA, partial cds 1
9080.seq 418|gl{532596|8b|M12759.1[HUMIG J02 Hurnan |2 J chain gene, exons 3 and 4 0
9081 520 224! gl|3012096]gb| AC004523.1|ACOD4523 | Homg saplens chromosome 19, cosmid ¥22329, complete sequence e-120
9082 5eq 495 gi]1665824|cbj| DBTT742.1|DBT742 Human mRNA for KIAAD268 gene, partial cds a-174
9083.5eq 514 2i[72391 75|gh{AF 168787.1|AF 168787 Homo saplens vanlliold recaptor gene, partlal sequence; CARKL and CTNS 4]
9084 .5eq 665 f 532596 gbiM12758.1 |HUMIG JO2 Human | J chain gene, exons 3 and 4 1]
9085580 494 |gi| 1 81548]gbjM31210.1|HUMEDG Human endothellal differentlation protein [§g4) Réne mRNA, compicte 1]
|9086.seq 495 | gii695394|gblL37404,1 [VIBAINS Vibrio fischeri (clone pB52.7) autolnducer symhase (ainS) gene, 0.046
Q087 .seq 305 | gl[3849821igb{ ACOO5856.1]ACDO5856 Homo sapbens chromesome 17, clone hRPK.136_H_18, complete sequence 0.028
|9089.seq F168787.1JAF168787 Homo sapiens vanilioid receptor gene, partial sequence: CARKL and CTNS 0
9090.seq L049356.1{HSMB00141 Horno sapiens mRNA; cDNA DKFZp566E233 (from clone DKFZp566E233) 5.00E-79
9091.5e9 426 | gi|5031 752|ref{NM_006520.11| Homo sapiens heterogeneous nuclear riborwcieoprotein H1 (H) (HNRPHT) 0
9092.5eq 499| gi|3242003|gb) AFO68918.1|AFO6E918 Homa saplens bridging—integrator protein—1 lsoform BINT+12A (BIN1) 0;
9093580 504|gl}4929137|ub|AF141349.11AF 141349 Hoero saplens beta—tubulin MRNA. complste «ds 0
9094.seq 508
8095.5eq 512 gi|13003|emb| VD0662.1|MIHSXX H.sapiens mitochondral genome 1]
9096.3eq 152
9099 seq 431 9refiNM_0D7209.111 Homo saplens ribosornal proten L35 {RPL35), mRNA [
9100.5eq git51 74428]refiNM. 00611113} Homo saplens acetyl-Coenzyme A acyttransferase 2 (mitochondrial [«
9103.5eq 494 | gI|5604548]gh]ACD06968.2|AC006868 | Homo saplens clone RP4-B49M7, corrglete sequence D18,
9104 589 419 gl|5174726|ref|NM_005998.1]| Home sapiens TCP1 (t-comolex-1) ring complex, polypeptide 5 (TRICS) O
9105.58q 373 |2i|6016927 [emb|Z84465.5|HS209H1 Human DNA sequence from clone 208H1 on chromosome Xo25-26, complete 0.009
9106.seq 493 | gi|4502034]ref|NM_001150.1} Homo sapiens alanyl {membrane) aminopeptidase {aminopeptidase M, 0
9107 5eq 149/g!|337513|gb]J03537. 13 HUMRP$6 Human ribosomad protein $6 mRANA, complete cds 3.00E-TY
9108.seq 426]gi{2911128}eb] ACDO3007. 1| HUAC 003007 Human Chromosorme 16 BAC clong CIT98TSK-A-61E3, complete sequence [He—131
9109.5eq 585 | gl|2224646|0bj|ABO02351.1JABO0235) | Human mRNA for KIAAQ3S3 gene, partial cds 0|
9110.seq 438 gi[181532jghiMBT7925.] |HUMDEFSA H.saplens defensin 5 gene, complete cds 2-130
9111.5eq 488 | gi|3820534|gb|AF07 73671 [AFOTTI6T Homo saplens thioredoxin reductase GRIM=12 mRNA, cds 0
9112.5eq 423 |g)|5921996|refiNM_004343 .24} Homo saplens caketiculin (CALR), mRNA e-110
9113.seq 51¢
9114.seq 553 |21 82935gb[MB0I74.1HUMGADDS5 | Human growth arvest and DNA-damage-inducible pratein (gadd45) mRNA, 0
9115.:seq 461 [gi|1389630{dbi|D78361.1HUMODAZ Human mRNA for omithing decarboxylase antizyme, ORF | and ORF 2 4]
9116580 632 | gi|3493659|gb| AF084530.1|AF 084530 Homo sapiens cyclin-D binding Myb—ilke protein mRNA. complete cds O
N 18.seq 509(gi|33741|emb|X57821.1|HSIGVLOZ1 Hurnan rearranged imrnuneglobulin lambda light chain mRNA E_)I
91i9.5eq 503
9121.5eq 503 | i1 160966|gbjt 42809.1|HUMPPT Horma saplens palmitoyi-proteln tt ase gene, complete cds 0
9122.5eq 515| gi{31951}emb[X07036.1}HSGTPEPA Human mRNA stimulatory GTP—binding proteln alpha subunit 0
9123.5eq 340|gI|2895491|eb|AF0I2B85.1 |AFO328B5 Homo saplens forkhead protein (FKHRY mRNA, complete cds e-158
9124.seq 676 {gil4502300{refiNM_001683.1]j Homo sapiens ATF syrthase, H+ transporting. mitochondrial FO 0
9125.5eq 432 |gH4757825irefiNM_004048.1]] Homo sapiens beta—2-microglobulin {(B2M) MRNA 0
9126.589 #1503 1 143|gb| AFORGTS0.2|AFDBI750 Homa sapiens flotibin-1 mRNA, complete cds 0
9127 .59 390 £I|_3402263|m1b|x94253J[SSHNRNP % scrofa mRNA for hetercgeneous nuclear ribonuciecprotein e-113 .
9128 seq 503 | el[532596]gb]M?2759.1 [HUMIG /02 Hurman Ig J chain gene. exons 3 and 4 £-133
9129.5eq 428 gil1B3532|gh|M97925.1 [HUMDEFSA H.sapiens defensin 5 gene, complete cds o-136
9130.5e0 524 | gil4506680)ref]NM_DOND15.1]| Homo sapiens ribosomai protein 511 (RPS11} mRNA 4]
19131 5eq 541 gi|450631 4|ref|hM_D02843 1| Homa saplens protein tyrosine phosphatase, receptor type, J (PTPRJ) 9
9135.5eq 467 | )|6523646]emt|AL031283.26|HS467K16 Human DNA sequence from clone RP3-467K16 on chromosome 1p36.11-36.2e-160
9137.5eq 499 |gi| 7406353|e L133346.10{AL133346| Human DNA sequence from clone &P1-215F14 on chromosome 6q22.21-23. 0.046
9139 580 559 glS67034 1 {ref|NM_005488.1]) Homo saplens ketohexokinase {fructokinase) (KHK), transcript _ o
9140509 w?LgyaazsssajreqNMﬁosma.l I Homo saplens NADH dehydrogenase (ubiauinone) 1 beta subcomplex. 8 4]
9142 seq 335/ gl]219893|d0)| 0105221 |[HUMKC S Homa sapiens mRNA for B0K-L protein, complete cds e-179
9143.5eq 477|ei|3080660|gb] ACO0461 5.1 |ACO0461S Homa sapiens BAC clone GS1-406L21 from 5p15.2, cormplete sequence 5 QDE-05
5145 seq 541 | gil181966|gbM29548.1 |HUMEF tAB Human elongation factor 1-alpha {EF1A} mRNA, partiaf cds 4]
9146580 455 | gi5738627]6mb|AL0IETE6. b2IHSDASSH| Human DA sequence from clone 59H18 on chwomosome 22. Contains the 3' |e-116
9347 seo 530 |gi] 156151 8|cbjjD49819.1|04981% Human mRNA for HLA-Cw*(702, compiete cds G
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9148.seq
8149 sea
19150.seq
151,580
9152.52q
9156.58q
9157 seq

9159.5e0 |
9160.5eq
9161580
19162.5eq
9163.3eq
9164.5ea
9165.5eq
9166.seq
9167.5e0
g168ses |
[0169.5e0 |
9170.5e9
9171 .5e9

9158.5eq |

~ 534/gi[2340101 &h|ACO02476.1[ACO02470 Forman AL clong RP1-318C15 from Xg23, compiete sequénce [Homo

500 |gil185397[ebjL03162.1 [HUMIGHHA
575 | gil28312603]emblALO2] 367.1{HS443E24

5365|3201 899|gb]AF067420.1|AF0S7 420
259 | gi{2791551 |emblALO0BT25.1HS 1 4BE22
537 ¢il2981254|gh| ACD0301 0.1 HUACOO301!
361 | §i|4808630}L|AF 100620. LLAF 100620

529 gijd759223jref|NM 004708.1

506 | gil 130687 5{#b|G28156.1 28156
465 21j2462401|emb]|Z98049 ) HS427A4

416 | gl|4503304|ref NM_001926.1

541 |gl4507586jref|NM_001242.1

448 ai|‘1’248270|emblALl35998.2|CNSO'I DvOl
534] glj45118BSigh|AFQ4441 BAINDUFAVA

266]gl[1 789931 igb|AEOQD428 1|AED00428 1|

508 | gi| 7021885 d)jEKDOUQZS.‘I}AKODGQZS
503 gij35282jemb[X13097.1JHSFAR
371 | gi[13003]emb[VODEE2. 1 |MIHS XA

525 | g1|340306]2b|M14648. 1 HUMVTNR

494 gi|4309946|gb|ACO05969.4 ACD05968
504 gi|3970967|gb| ACO0S157 1| AC005157

gI|5803190jrefiNM_006756.1 il

511 gi|3954856|emb]At.022353.1 |HS352E11
392 |gil6005 7 48{refiNM_007262.1]]

345 | gil4761585(gb AF14T334.11AF1 47334

535 | gil453963|emb|X77584.1 HSATLRED
275 gl|1 76820]gb|M24048.1 CHPMHCAE
503 | 310971erb|X03558.1JHSEF1AR

21 |gl|4557386)ref|NM_D00587.1

522 | 2I|45067 1 Bjref|NM_002952.1

503 | gi|976396]gb|U31525.1[H531525
512 |gi7363387|ghblAC01 2156.14/AC012156
"85 £i|3953484|gblACO0G076.1|ACDOE0TE
527 | gil4454589lgb| AFOTDE5 1.1 AFO70857
563 | gil4507764ref[NM_D0A068 1

446 | gif5032084|ref|NM_005770.1
519|gi[5532410|gb| AF1 38300.1{AF 138300
513 gi|6323501jrefiNG_001145.1

502 | gi|188465)gb|K01144.1 [HUMMHGM
505 | gifs1 5765|emb|XBO306. HSIGLYREG
280|l[5578741|cbi| ABOZI920.1AB029920
£34]21|5001 542|gb| AC004947 2AC004947

393 | i 7023606 |dbILAKC01992.1 |AKDO1992
517 |gl]190813]
389 | gil6094545]ef ACOT 1362.2)AC011362

506 )| 3201 899kgh]| AFOHT420.1 AFOET420

276 il § 203968|ghiLd4 140 HHUMFLNGEPD,
499 | l[34755ermbX54304.1 [HSMRLLM

| Human lg rearranged gamma-chain MRNA V-reglon, partial cgs o
Furnan DNA, seauence from PAC 443E24 on chromosame 6al6. Contains EST Q.38
| Hormo saglens SNGT3 protein [SNCT73) mRNA, complete cds [¢]
Hurman DNA_sequence from PAC 148E22 on chromoseme 20g12-q13.12. Conle-149
Homo sapiens Chromosome 16 BAC clone CITORTSK-A-233A7, compiete seq 0.78
Homo sapiens transcription factor-like protein MRGX (MRGX) mRNA,
Foma sapiens prograrnimed cell death 5 (PDCDS), mRNA o]
human TS SHGC-34112
Human DNA seauence from PAC 427A4 on chromosome 6a26-027. Cantains 0
Escherichia coli K-12 MG 1655 section 318 of 400 of the complete 0
Homo saplens defensin, aipha 6, Paneth cell-specific (DEFAB) mRNA o
Homo saplens tumor necrosis factor receptor superfamily, mesnber 7 3]
Human chromosome 14 DNA sequence *** IN PROGRESS *** BAC R-137TH1 ¥ .00E-94|
Home sapiens NADH-Ubiquinane oxidoreductase 13 kDa subunit (NQUFAS) ol
Horna saplens cDNA FLI10063 fis, clone HEMBAT1001446 2.00E-50
Human mRNA for tissue type plasminogen activator ¥
H.saplens mitochondrial genome 3
Hurman cell adbesion protein {vitronectin) receptor alpha subunit 0
Homno sapiers chromosome 17, clong hRPK.215 P_1 8, complete sequence 7.00E-04]
Homo saplens PAC clone RP5-1108A12 from 14024.3, complete sequence 0.012]
Horme saplens transcription elongation factor A (S}, 1 {TCEA1), mRNA 0
Hurnan DINA sequence from clone CTA-352E11 on chromosome 22913.1-13.3 0.003
Horno sapiens RNA-binding protein reglatory subunit (DJ-1), MRNA 0
Hamo saptens full length insert cONA clone YB24+02 of
H.sapiens MRNA for ATL-derived factor/thiredoxin &}
Chimpanzee MHC class 1 ChIA chain mRNA, complete cds, clone 18
Fuman mRNA for elongation factor 1 alpha subunit {EF~1 alpha) Qg
Homo saptens complement component 7. (C7) mRNA 9
Homoe saplens ribosornal protein $2 {RPS2) mRNA o
Human glycogerin mRNA, complete cds [s)
Homo sapiens che 12p11-37.2-54.4 NOVECTOR RP11-433D24 {) complete 0
Hovo sapkens chromoesome 20, P1 clone __ {LBNL H1 33), cormolete 2.8
Homo saplens glutathione S-transferase subunit 13 homolcg MRMNA, 0
Homo saplens ublauitin-activating enzyme E1C (homulogous to yeast 9
Hemo sapiens small EDRK-rich factor 2 (SERF2) mRNA 0
HomosaplmsdecorinvarlamAmRNA.conwletecds le]
Saccharomyces cerevisiae chromosormie XHI, complete chromosome sequence 0.19]
‘Human major histocompatibility class It antigen ganmmna chaln MRNA. 0
H.sapiens mRNA for |G Bght chain Y-reghon, V lambda gene
Mus musculus MRNA for Mx2 protein, comolete cds, feral strain NJL 0.025
Hom sapiens clone DJ1007F24, complete sequence Q2
Homo sapiens cDNA FLITY130 fis, clone PLACE1006246 0
ME4241.1|HUMQM Fiumar Whm's tumor—related protein (QM) mRNA, complete cds O
Homo saplens chromosome 5 clone CIT-HSPC_S03K11, complete sequence .14

Horra saplens SNC73 protein (SNCT73) mRNA, cormp cds

Homo sapiens chromosome X region fram filamin {FLN) gene to

Framan mRNA for myosin regulatory’ light chain

ALDIESE1.9IHSDJB24HY

Human DNA sequence from clone RP5-824H1 on chromosome Xq27.1-28

Hurman chromosorme 14 DA sequence s4 i PROGRESS *+*+ BAC C-23130

Homo saplens prostate apoptosis response protein par-4 mRNA, compiete

Homo sapiens ATP synthase, H+ transporting, mitochondrial F1

Honmsaolarsemaryntlcv;mlaﬁmel atlon factor 1 defta

Human mRNA for Rag18 protein

Human chondraitin/dermatan sulfate proteoghycan (PG40) core protein

o
=]
olelololoieniololo

gi[184743|ghJ00220.1 {HUMIGCCE

Fomo sapiens immunoglobulin alpha—1 heavy chain constant region

50% | g1|6552326jrefiNM, 000398.34] Homo saplens diaphorase (NADH) (cytochrome b-5 reductase) (DIAT). 4]

515 | @il 4757825 ref|NM_D04048.1 Homo saptens beta-—2-microglobulin {B2M)} mRNA O

483 | el 5 NM_005410.1 Homo saplens selenoprotein P, plasma, 1 (SEPP1) mRNA o

507 | gil6689 ALO22156.2jHS30A23 | Human DNA sequence. from clone RPG-30423 on chromosome X025, complet 5.00E-79

523 gi|1 89396|eb{MEBREA.1 HUMORF Hurnan ORF mRNA, jete cds - 0

239 | gt2599359|gbIAFO15812.1|AFO1 5812 Homo saphens RNA helicase pG8 (HUMPES) gere, complete cds

H.sapiens mitochondrial genome 4]

9221.5eq Homo sapiens protein C, cardiac (MYBPC3} mRNA
9223.5eq Human DNA sequence from clone RP1 ~93K22 on chromosome 6a14.1-15.3. .06
9224569 Homo sapiens ribosomal protein L7 {RPL37) mRNA
9722550 502 gi|5453635|ref|NM_006442.1 Homo saplens DR 1-assoclated protein 1 {negative cofactor 2 alpha) 3 DOE-06
92265.5eq 529 gi|1 3003 |emb|VOD662.1 MIHS XX H.saptens mitochondrial genome 0
9227 5eq 653 | gil5aT9641|ebiAF 203815.1 |AF203815 Home sapiens alpha gene sequence 1]
9229580 571|gI[4757785)ref|NM_004315.1]] ‘Homo sagkens N-acylsohingosing amidohydrolase (ASAH) mRNA [
9232.seq 585! gi{3954892 AJO10446.1[HEA0Y0446 Homo sapiens mRNA for immunogiobulin kaopa Ight chak.ant-RhD, o)
9233.5eq b X93334.1HSMITG Homa saplens mitochondrial DNA, complete genome
9234.5eq Homo saplens riucieon (NCL), MRNA o
9235sea Harno sapiens Ser/Arg-related nuclear matrix protein {SRMI1B0) mRNA, [i]
9239.5eq Human mRNA for ribosormal protein LT 0
9241.s58q Human mRNA for hepatoma—derived growth factor, complete ¢cds 0
9243.5eq 308 | gi|338056|gb{M74816.1 HUMSGLY Human sufated glycoprotein—-2 mRNA, Fend
9244.5e0 2091l ermblAL137758.1|HSMB02404 Homo saplens mANA; cDNA DKFZp434H245 (from clone DKFZpd34H245) 0.012
9245 seq 523 | gil43T000|gb|L06237 IHUMSEQX Hman rricrotubule-assoclated protein 18 (MAPR1 B) gene, complete cds [¥)
9247589 543 glj5730028|refiNM_006513.1]} Homo saplens seryl-tRNA synthetase (SARS) mRNA 0
9248.5eq 566/ gI[4502004|refiNM_001150.1 Homa sapkens alanyl (membrane) arminopeptidase (aminopeptidase N, )
9251.5e0 565 g 6137021 emblAL132665.11HSMBO1 244 Homo sapiens mMRNA; cONA BHFZnS66EG34 (from clone DKFZp566E034); 0
9252.5eq 547 | gil 4406562 |gblAF 131747.1[AF1 747 Homo sapiens clone 24951 mRNA sequence [4)
9254 seq 561
9255580 383 | gi}4926862 R ACO07068.17] ACOOTOEB | Homa sapiens 12p BAC RPCH 1-75L1 (Roswel Park Cancer Institute Hurman 3.00E-33
9257.seq Sd4 gllSMlSBZ}embi}_\LD&E&OB.!}CNSDDWF Homo saplens genomic region containing hypervariable minisatellites
9258 56Q S%Z?ZGluﬂNM 001795.1]] Homo saplens cadherin 5, VE—cadherin (vascular epithelium) {CDHS} [3)
9259.5eq 556 | g)|7022066]dbiAK001 041 1LAKOR1041 | Homo sapiens cDNA FLJ10179 fis, clone HEMBA1004195, highly sirnilar to 0
9260 580 521 gl[7269123|emblAL 161 558 2[ATCHRIVSS Arabidopsis thaliana DNA chromosome 4, cortig fragment No. 58 0.048!
9261.5eq M12759.1|HUMIG JO2 Human Ig J chain gene, exans 3 and 4
9262 589 H.sapiens mitochondrial genome 0
9263.5e0 Human rearranged immunaglobulin lambda light chain mRNA 0
9264.5eq Tiome sapiens ribasomal protein L9 (RPLY) mRNA v)
9266.5Q Fomo saplens sorting nexin 12 (SNX1 2). mANA 0
9267 520 Human DNA sequence from PAC 508L4 on chromosome 6q22.1-6q22.33. 0
9269.5eq gi|1262342] ernb|X93334.1HSMITG Homao sapiens mitochondrial DNA, complete genome 9
9270.5eq | Rabbit mRNA for sodium-glicose cotransporter, complete cds 3.00€-07
g27iseq__ | 418|gI[2921493|ah)| AF037222. Hymnan DNA from chromosome 4 4-specific cosmid containing XACC3 DNA 0
(9273.5eq 562| gl| 7022766|db]|AKOD1 482} AKOO1482 | Homa sapiens ¢cDNA FLI10620 fis, clone NT2RP2005495 5.00€-05
19274.5eq 567 | gl|500191 drefitiM_00EBEE.1] Homo sapiens calmochlin ¥ {phosphorylase kinase, deftal (CALM1), mMRNA ol
19275 560 296 |gl|5939 7 10|dbIABO3 18861 ABQ37886 | Homo saplens mRNA for NESH. complete cds
927659 646 [&1]4508144]gb| AC00491 7.2]AC004917 | Homo sapiens PAC clone RP5-892G19 from 7931 .3-q33. camplete sequence _9
|9277.5eq 532 | il4506680|refiNM 0010151 Homo sapiens ribosomal protein S1% {RPS11) mRNA 0
(3278.5eq 543 | gH|4526636iref|NM_ 00086411 | Homa sapiens acetyl-Coenzyme A carboxylase alpha (ACACA), mRNA | 1. 00E-Q5
g270seq | 70118l 735338MACU12156.14 ACO121 Homo saplens chr 12031-37.2-54.4 NOVECTCR RP1 \—4330M complete 0|
la281.sen 553 | gI|5803202ref|NM_0067ST 4} Homo sapiens troponin T3, skeleta). fast {THNNT3), mRNA 5]
9282 seq 757 | gi]1 300C}embl X652996.1 MIHSGENOM H.sapiens mitochondrial genome {Consensus sequence) 4]
9285 5eg 546 gi]4191326)gb! AFDES3S1.1|AFO65391 Homo sapiens 7151 mRNA. complete cds 0
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461{gi[2808556/emblY11298.1[HSY11288 Homo saplens psanrb gene, exon 12 0
412 gla506708refiNM_001029.1)) Home sapiens ribosomal protein 526 (RPS26) mRNA 0|
547 | gi|5474446[ref|NM_006098.1]] Hora saplens guanine nucleotide birkling protein {G protein), beta [s]
563 | g450347 ref|NM, 01402.1]] Homg sapiens eukcaryotic translation elongation factor 1 ajpha 1 0
545
635 g $89019|eb] MZ2918.1(HUMMYLCB Human non—musche myosin alkall light chain mRNA, 3" end 0
347 gi[5306222, gbjACD07541.9[ACO07541 Hoeno sapiens 12q24.1 BAC RPC111-412D9 (Reswell Park Cancer institute 5.00E-32
738 gi|7304920|ref{NM_01 34431 Homo sapiens bromodoman adjacent to zinc finger domain, 24 (BAZ24A), [
563 | gl 532595|gb|M'|2759.l [HUMIG 102 Human lg J chain gene, exons 3 and 4 e-158
542 gi|47310481RbJACO0G057.5|ACO06057 | Homg sapierrs 12p13.3 PAC RPC1-96H3 {Rozwell Park Carwer Institute o
5472 | 2il2894828]&bjU91942.1jU91942 Homo sapiens immunoglobulin light chain mRNA, partial cds ol
141 gi5454236|eb ACO08039.1JACDD803S | Homo sapiens clone UWGCrg391h05 from 7gl?, compiete sequence 0.001
407 | gilS031644|ref{NM_005634.1]] Homao sapiens COX17 (veast) homolog, cytocthwome ¢ oxidase assembly o
604 | 2i|66901 89| gb| AFQ90307.1|AF 020307 Homo saplens clone HQD245 PROOZ245 mRNA, complete ods GI
783 |gli6912615|refINM_032412.1]| Homa saplens purine—rich element binding crotein B (PURB), mRNA ol
636 [il7339690|dbilAP001538.1|AP001529 | Oryza sathva genomic DNA, chromosome 1, clone:POT0BGO2 0.0186|
558 | gi|5257243|dbilAB026542.1|ABD26542 | Homo sapiens WAVEZ mRNA for WASP-family protein, complete cds L1
549 [21}532596]ebiM12759.1[HUMIG JO2 Human lg J chain gene, exons 3 and 4 e-151
252 | gl|4506310jrefiNM_002840.1)} Homoe saplens protein twrosing phosphatase, receptor type, F (PTPRF) e-132
9306.5e0 583 | 2i|1536965|gb|U1 8300.1|HSL18300 Human damage—specific DNA binding protein pd8 subunit (DDB2) mRNA, Ly
9307 .seq 503/ gi|5942010]gb[4F216305.11AF216305 | Homo sapiens Down syndrome critical regioh protein © short form 4]
9308.seq 559 |gi[4759079|ref|NM_004168.1|| Homo sapiens succinate dehydrogenase compiex. subunit A, flavoprotein 1]
9309.5e0 689 gi[5599161femb|AL133578. t{HSMBOFA3G Home sapiens mRNA; cDNA DKFZp434N1272 (from clone DIFZp434N1272); o
9310.5eq 412 21|505472emb|Xx69181.11HSL3T H,saplens mRNA for rbosomal protein L31 1]
9311589 546 2i[4506674iref|NM_002950.1]| Homop sapiens ribophorin | (RPN1) mRNA 1]
9312seq 753 | gild757 825 refiNM_004048.1|| Homo sapiens beta-2-ricrogicbulln (B2M) mRNA 0
931358 553 21|4455453]emblAL035532.1]HS16M16 | Homo sapiens chromosome 21 Cosmid LLNCOZ1M1616, complete sequence 0.052
93155eq 542 | 2il4507 140]refiNM._003100.3]] Homo sapiens sorting nexin 2 (SNX2) mRNA, and translated progucts [l
9316509 5562 gl]1575608]eb| L5691 27.1|HSLEE1 27 Human FUSE binding protein 3 (FBP3) mRNA, partial cds ]
9317.58q 562! gl 516refiNM_ 001 752.9]] Homo sapiens cychn D2 (CCNG2) mRNA )
9320.5eq 565|gii4758027 jrefiNM_004369. 1k Homo saplens collagen, type Vi, atpha 3 (COLEAJ) mRNA 9
9321.5eq 540| 21601 6843|dhilAP000352 2|APD00352_ | Homo saplens genomic DNA, chvomosome 22911.2, clone KB1561E¥ o
9322.seq 259 gil6B4147T|gb|AF1 G14TT.1AF161477 Homo saplens HSPC128 mRNA. comolete cds 131
9324.5eq 553 gi|S565976]eblAF1 52462.1|AF152462 Homo sapiens transmembrane protein BRI (BRI} mRNA, complete cds 0
9326.58q 4B7 | gi|4506696]refjNM_001023.1]| Homo sapiens ribosomal protein $20 (RP$20) mRNA o
9327.5eq 547/ gi|532596]gb]M12759.1{HUMIG.102 Human g J chain gene, exons 3 and 4 e-174
9329.seq 553 | 2i|4506062|refiNM_D02734,1|| Homo saplens protein kinase, cAMP-dependent, regulatory. type |, 0|
9330.seq 606/ gi[4508122ighlACDOB379.2]AC006379 | Homa saplens BAC clone RP11-458N16 from 7p15.1-p13, complete sequerce 2.005—01'
9331.seq 457 {gi[388034|gb|LO5085. 1 {HUMRIBP ROF Homo sapliens ribosomal protein L30 mRMNA, complete cds o
9332.seq 525 gi|3281976emblAL022170.1{HS501N12 | Hormo sapiens DNA sequence from clone 501N12 on chromasome 6p22.1-22.3 0.049|
9333 360 555 | @i|4757825|refiNM_004048.1| Homo sapiens beta~Z-microglobulin (B2M) mRNA 0
9334500 663 | i 13003lemblV00662,1 | MIHS XX H.sapiens mitochondrial genome i)
9335.5eq 392 | gil7019368]refiNM, 0133331 Homao saplens EH domaln-binding mitotic phosphoprotein (EPSIND, mRNA 0.14
9336.5eq 477 |l 2460036|gb]AF01 4837 1| AF014837 | Homo saplens mBA methylirarsferase (MT-AT0) gene, commplete cds o]
9338.seq 508 |gli5123992|gb]AC007270.2| ACODT27C¢ Homo saplens BAC clone GS1-77AS from 7p11,2-p21, complete sequence 0.74'
9339.sea 488 gi}m&ref NM_005410.1]] Home sapiens selenoprotein P, plasma, 1 (SEPP1} mRNA 0
934052 £90(gl|1 347885 25653.1|G25653 human $TS EST130353 e-105
9341.5eq 367 | gl]4507 240jrefiNM_DO3146.1]| Homo sapiens structure specific recogrition protein 1 (SSRP1} mRNA e-134
9342.5e0 £33 1|6046544]dbi|AB0I3456.1|ABC3349354 Homo sapiens hHDC gene for b log of Drosophila headcase, exon 4 and O
9343 .5eq 582 |gi[T299572 ED03695.1|AECO3EI5 Drosophila melanogaster genomic scaffold 142000013386035 section 20 0.054
9345.5¢q 436 2i|5931511 |dbilAP00D533.1|APO00533 | Hono sapiens genomic DNA, chromosome 22a1 1.2, Cat Eye Syndrome: 1.00E-23
9346.5eq 562 | gil1199597|eb|U3721 9.}|MSU3T219 Human cyckophilin-like protein CyP-60 mRNA, complete cds [+)
l9347.5eq 513 2I{2564750| gblaF 029308.1 {HTCRBCHRY Homo saplens chromosome 9 duplication of the T ced receptor beta locus e-121
i93¢8.seu 556 gl|5531256]emblAL 049641, 10{HSDA22P | Human DNA sequence from clone RPG-22P 16 on chromosome Xa11,1-13.1 0.052
9349.3eq 576| g1| 154521 6lebAEO01403.1|AE001403 Plasmodium falciparum chromosome 2, section 40 of 73 of the £.00E-05|
9350.5eq 531 | gl 2769563{emb|Y09781.1|HSY0I781 H.sapiens beta-sarcoglvcan gene 0
9351.5eq 296/ gi| 3849820|gb|ACO05837.1[AC005837 | Homo saplens chromosorme 17, cone hRPK.318_A_15, complete sequence e-164
9352.5eq 204 gi[3603437|gb]AFOB5706.1|HSCTBST Homao sapiens b | di-N-acetyichitablase precursor (CTBS) 2ene. e-106
9354580 686 gil6514033]gb]ACO11592.5]AC011592 | Howo sapigns chromosorne: 17, clone RP11-42F12, complete sequence 7.00E-05)
9355.5eq 531 |gil32243|emb]X03100. 1 {HSHLASBA Human HLA-SB(DF) alpha gene i e-176
9357 seq 560 |gli1262342/emb]|X93334.1[HSMITG Homa saplens mitochondrial DNA, cormplete genome 0
9360.5eq 538|ei|642961|gp] Ut 9921.1{H5U19921 Human synaptotagmin | MRNA, 3 UTR s)
9361 5eq Eb]AF144103,1]AF144103 Homo sapieris NJAC protein (NJAC) mRNA, complete cds o]
9363.58q 2451|3041 853|b]ACO04538.1(ACO04538 | Home sapiens PAC clone RPS-887P4 from 7p21-p22, complete sequence 4.00E-84
9364.5e9 567 | gi| 1 B6B40]gb|J03799.1 HUMLAME Human colin carcinoma, laminin—binding protein mRNA, complete cds 0
9365.58q 535 gl|4557546]refjNM_000¥15.1|| Homo sapiens endothelin receptor type 8 (EDNRB), splice variant 1, [4]
9366560 568 | git2765424]ernb] ¥ 14737.1|HSMGGILH Homa saplens mRNA for Immunogiobulin lambda heavy chaln e-}68
9367.5eq 574| gi|2274646]dbj ABDDZ351.1|ABO02351 | Human mRNA for KIAAD3S] gene. partial tds Q
9363 seq 67651 gi| 517461 0jrefiNM._005868.1|( Home saplens N-acetylglucosamivie receptor 1 (thyrold) (NAGR1), mRNA e-134
9370.5eq 309 | gi] 1 89378{ab{M3B18E.1{HUMOGC Human unknown proteln from clone pHGRT4 mRNA, complete cds g'
9371.seq 557 | 2l|388031|gb[LD5092.1 [HUMRIBPROC _| Homo sapiens ribosomal protein L11 mRNA, complate cds O
9373.5eq 558 | 2i{ 1000861 [@bfL 476471 |HUMCKBR Homo sapiens creatine kinase B MRNA, comolete cds 0
9374seq 554 |gl|5713314jref|NM_002068.1|| Homa saplens guanine rnucleotide kinding protein (G proten), alpha e-177
93175.5eq 566 |21]185363]gbjMB7 790.1|HUMIGHEPAL | Human {hybridoma H210) anti-h itis A immunoglobulin lambda chain 0
9377 seq 566 | gi[4502616[refiNM_001 759.9]1 Home saplens ¢yciin D2 (CCNDZ) mRNA 6.2
9378.5e0 661 | 2il3080664|eb] AC004613.1]JACO04613 | Homo sapiens PAC clone RP4-851K2 from 7p21-p22, complete sequence 7.00E-08|
9379.5e0 482 | g1}3164071|embiZ 93242.1{HSIBIAZ0 Human DNA sequence from PAC 389420 on chromosome X contains ESTs 51 0|
9381.58q 380| g1|4309! £ 004850.2]ACD04850 | Homo sapiens PAC clone RP4-665C4 from To14-p1 3, compiete sequence e~180
9383.5eq 413| gi|6005965]refiNM_007145.1|| Homo saplens zinc finger, protein 146 (ZNF146), mRNA 0
9384.5eq 5461 gi[ 2079598 eb|AC004456.1|ACO04455 | Homo sapiens PAC clone RPS-1032B10 from Tp15.3-p21, comolete sequencd 02
9385.seq 552 gi|5041975]dbiiABO28622. 1 [ ABO2BE2Z Arabidopsts thaliana genomic DNA. chr e 3, P1 clone:MZN24, 0.003
9386.5eq 746 213262342 ernbiX93334. 1 HEMITG Homao sapiens mitochondrial DNA, complete genome of
9387 seq 141 |glj5453921|ref{NM_006228.1|| Haormo sapiens prepronociceptin {PNOC) mRNA 5.00E-73
9388.seq 555 | gij4507B84{refiNM_003380.1]| Hormo sapiens vimentin (viM) mRNA 0
9390.seq 196 | 2i{7022206|dbilAK0Q1138.1AK001138 | Homw saplens cONA FLJ10276 fis, clone HEMBB1001182 3.00E-38
19392.5eq 507 | gi|45046 18[refitNm_001553.11 Home saplens insulin—Hike growth factor binding protein 7 ({IGFBPT) o
9393.5eq 441 |gil6175872|gb]AF1 7T 765.1|AF 1 77765 Home sapiens toll-like receptor 4 (TLR4) gene, TLR4A allele, complete 0.041
&.9‘3955&(1 598 |gi|339688|gb|M17733.1|HUMTHYB4 Human thymosin beta-4 mRNA, complete cds 0|
9396580 558! gi|2645128|ghiAF033095.1|AFO33035 Homo sapiens testis enhanced gene transcriot protein (TEGT) mRNA, 0
9397.5eq 307 | gi|1 262342|emb|X83334.1|HSMITG Homa sapiens mitochondrial DNA, complete genome £-153
9398 .5eq 556 | gil 7022820]dbilAKD01 S17.14AKC01517 | Homo sapkens ¢DNA FLI10655 fis, clone NT2RP2005333, weakly similar to (1)
9399 seq 598 |gl339688|gb|M17733.5HUMTHYB4 Human thyrmosin beta-4 mRNA, complete cds 0
9400.58q 624 |gl|54541 73lref|NM_006374.1]] Homo saplens. serine/thweonine kinase 25 (S1e20. yeast homolog) )
9401 seq 720|2i|a507 142 |ref|NM_0G3785.1]| Homo sapliens sorting nexin 3 (SNX3) mRNA 4]
9402 seq 546 | gi|5729876refINM_006597.31] Homo sapiens heat shock TOkD protein 10 (HSC71) (HSPA10), mRNA 2.00E-50
9405.seq 549 gi|4886907|eblAF117615.1|AF1 17615 Homo saplens heme-binding protein {HBP) MRNA. compiete cds 0
9406.520 372 | gi|7340643]emblAL162506.1JATF 17015 | Arahidopsis hal ONA chromaosome 5, 8AC clone F17C15 (ESSA project) 0.034
3407.5ea 553 | gil557545|gb|M28698.1 jHUMB23A Homo sapiens nucteolar phosphoorotein 823 (NPM1) mRNA, complete cds __ |e-177
$408 520 522! gi|7018383]|emblAL121912,18{H5J100414 Human DNA sequence from clone RPS-10041 on chromosome 20 Contains a 0.19
940%.58q 568 gj4761567]§b[AF1473l5.1|AF147315 Homo sapiens full length insert cDNA cline YB20C12 e-114
9412 5eq 652 | gI|2343108]gb]AF004230.1(AF004230 | Homa sapiens maonocyte/macrophage lg-related receptor MIR-7 (MIR o-7) 4]
9413.5eq 567 |&il6580447[emb|AL117342.12|HSDJ4531] Human DNA sequence from clone RP3-45315 on chromosome $q14.3-16.1.  |e-106
9414.5eq 571 |gil7022777|dbjjAKOD1489.1|AK001 488 | Homo sapiens cONA FLJ10627 fis, clone NT2RP2005555 [s]
B8415.580 549
9417.5eq 558 |gi|54541 85|refiNM_006336. 1| Horno saplens 2YG homoleg (ZYG) mRNA &-118
9418.5eq 355|gl|1644297|emb|Z8131 4.11H341P28 Human DNA sequence from PAC 41P2 onh chromosome 22 Contains ESTs, 0
9419.5eq 529 gil4337045|gb|AF 124162.1|AF124162 Nicotiana plumbaginifolia melybdopterin synthase sulphurylase (cnx5) 0.012]
9420 5eq 595 gil4506116{refiNM_000D313.1|} Home sapiens protein § {alpha) {PROSTI mRNA 0
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4431 .56q 351 &i532596|eb|M 3 2758.1THUMIGJ02 Human g J chain gene, exons 3 and 4 0
9423.5eq 531 |gl45055T8]ref|NM_002569.11 Homo saplens paired basic aming ackd cleaving ertzyme {furin, membrane i
9424 580 89 1gi}2343108|gb| AF00423(:.1|AF004230 Homo sapiens monocyte/macrophage lg-related receptor MIR-7 {MIR cI-7) 7.00E-43
9426.5eq 506 |gi|31097[emio] X03558.1[HSEF JAR Human mRNA for elongation factor 1 alpha subunit (EF-1 aloha) 0
G427 .5eq 503 | 2i|5456853]emblALD3I527.26{HS118J21] Human DNA sequence from clone RP1-118J2t on chromosome 1p34.1-353 |e-172
6428 560 223 |gi|7529194]emblAL135841.11 JAL135841| Human DINA sequence from clone RP11-327L3 on chromosomeg 9p13.1-13.3, |e-114
9429.5eq 496 | glj4507804|ref[NM_(03380.11] Home sapiens vimentin {VIM) mRNA [v)
9430 589 578 4i|6042101|gb| ACDOE026.2|ACO06026 Homo sapiens ¢lone GS096J14, complete sequence 0
[ga3t1seq | 325 gi|4506540|ref|NM_000997.1]| Homo saplens ribosomal protein LA7 (RPLITY mANA e-177
9433.seq 580| @|6841157|gblAF161372.1|AF 161372 | Homo saplens HSPC254 mRNA, partial cds 0
9434.seq 571 | gil532596|kb|M12759.) |HUMIG 102 Human |g | chain gene, exons 3 and 4 0|
943558 555)gi|6807 71 2lemblAL1 376481 +H5MB01919 Homo sapiens mRNA: cDNA DKFZp434.11 813 {from clone DKFZp434J1813); 1]
9436.5e0 332 |gila506622|ref|NM_000988.1§ Homo sapiens ribosomal protein L27 (RPL27) mRNA e-170
rEMST.seq 506 |gi|2275185|gbiAC002382.1 |AC002382 | Humnan BAC clone CTB-22117 from 7a21. complete sequence [Homo sapiens] 0.73
9438.seq 533 ] gi|3183974]emb] Y10183.1[HSMEMD H.sapiens MRNA for MEMD protein o
9439.seq 585511433307 gb|LI03A51 1 HSU03BST Human capping protein alpha mRNA, partiai cds o
9440 58 44B | gl{S051 739{0bj|AB018549.1 |ABO18549 | Homo saplens MD-2 mRNA, complete cds o
9441 .seq 336 gi|339748]gb|M75866.1|HUMTNFR103 ; Human tumor necrosis factor receptor 1 {TNFR1) gene, complete cds 2 .00E-E8
9442 seq 527 gi|1514582|emb|X95750.1 [HSIGKLG31 | H.saplens immuncglobulin kappa chain (clone: 31} o
9443seq 366 | gi|4B26656[refiINM_004342.1|| Homo sapiens caldesmon 1 (CALD1)} mRNA 8.00E-40
9445.5eq 541 |gli3452803gh| ACO05288.1 |AC005288 Homo saphens chromosome 17, clone hCIT.131_K_11, complete sequence 9
9447 Leq 731|gI|1 3003 (e VOOEEZ. 1 {MIHS XX H.sapiens ritochondrial genome 0
|9MB.seq 505 | gi|5032050)ref|NM_D0SE17.11¢ Homo_sapiers rit i proteln 514 (RP514), mRNA O
5450.5eq 518 |i|31097|emt|%03558.1[HSEF1AR Human mRNA for elongation factor 1 alpha subunit (EF-1 alpha) 1)
9451.seq 507 | gil6563255|gh| AF119665.1[AF1 19665 Home saplens inorganic pyrophosphatase mRNA, comolete cds 0
9453.seq 525 gl|5523827}gh|ACC07558.3|]ACO0T558 | Homo saplens 8aL clone RP11-148A10 from 2. cormplete sequence 0.003
9454 seq 492 gi[7330680]ernb]AL121713.24HSBK211U Human DNA sequence from clone CTA-211L9 on chrormosome 6, complete 0
9455 seq 439 gi[4557576|reflNM_D01443.11| Homo sapiens fatty acld binding protein 1, liver (FABP1) mRNA 0
9457 seq 550 gi|4758885|refiNM_004563.1]| Home sapiens phosphoenolpyruvate carboxykinase 2 {m cirial, [1]
9459380 522 | 2117 340745[emblAJ276469.1HSA2T6468] Hormo saplens mRMA, for hypothetical protein (ORF1 DNAJ, clone STRAIT o
9460.5eq 420|gl|4506742]raf|NM_001012.1]| Homo sapiens ribosomal protein S8 (RP58), mRNA 4]
m.seq 534|gil4140315jemblAL0336H7.1jH527913 Human DNA sequence from clone 27015 on cix 6p24.1-25.3. Contak 3.00E-58
|9464.se0 495 | gi[5332382[eblACO07348.1|AC00T948 | Genomic sequence of Home saplens clone R417F14A from chromosome 18, 018
9466 5eq 523 |gi{6013190{gblAF 16841 8.3|AF168418 Homo sapiens activating signal colntegrator 1 mRNA, complete cds V]
8467 .3eQ 509 g1|21 $0030{gb| AFDO1265.1[AFD01265 Rhodococcus enythropols IGTS8 rRNA operon, 165 ribosomal RNA gene, 5.00€-T3]
9468 .58 539] gi|532596]|gh]M12759.1|HUMIG JO2 Humnan Ig J chain gene, exons 3and 4 0
9470.5eq 569 gi[3109 1 {emb|X16869.1JHSEFTAC Human mRNA for elongation factor 1-albpha {clone CEF4) 1)
9471500 506 | gil45047 TOlrefiNM_ 00221 214 Homo saptens itegrin beta 4 binding protein (ITGB4BP) mRNA [4)
9472500 505 |gHGE22 199emblAL | 17354, 12HS 197601 Hurman DNA sequence from clone RPS-976013 on chromosome 1p21.2-22.2, e-109
9473.5eq 532|el 1069ﬁgh[A6005299.1|Acm&99 Homo saplens, clone hRPK.17_A_1, complete sequence Q
§474.seq 290|gi|181962)eb]J04617.HHUMEF1 A Huean slongation factor EF-1-alpha gene, complete cds e—149
9476580 722 |gi[13003|emb|VOCE62.1|MIHSXX H.sapiens mitochondrial genome 1]
9417.seq 426 g 35447 emb}X04412.1[HSPGSR Human mRNA for plasma getsolin e-132
9478.560 548 2| 1344252|gbiG23926.1((:23926 human STS WI-11791 130
9479.5eq 518] .
9481 .seq 495[MTSZ|reﬂNM 002953.1(} Homo saptens ribosemal protein 56 kinase, 90kD, polypeptide 1 4]
9482 seq 247 | gl 909801 gb| JOS412.{HUMREGB Human regenerating protein (reg) gene, complete cds 1.00E-77
9483.5eq 574 |&H4503592jref|NM_DO1381.1]| Homo saplens epidermal growth factor receptor pathway substrate 15 4]
‘948439@ 516|gi|5454161 NM_006472.1]| Homo saplens upregulated by 1,25-dihydraxyvitamio D-3 (VDUP1) mRNA 0|
9485.seq 532 | gl 2224676 |d0j|ABOO2366.1|ABD02366 | Human mRNA for KIAA36E gene, partial cds [¢)
9487589 %44 2112393721|gb]U30313. HSUB0313 Human ghutathione-S—transferase homolog sRNA, complete cds 0
9488 seq 576|gil4049267{gb|U17T14.){HSU17714 Homo sapiens putative tumor suppressor $T13 (ST13) mANA, lete cds 0
9450.580 482| gi[4506864]ref|NM_003002.1] Homo sapiens succinate tehydr complex, suburit D, integral 1)
9493 seq 453 | gi[1540238|80{U66615.1[HSUBBE1S Hurnan SW1/SNF comolex 155 KDa subunit (BAF155) mRNA, complete cds o
9435580 514 gli4827105|do)jAPOO01 39.1 JAPOD0Y3S | Homo saplens genomic DNA, chromosome 21421 .2, LLS6-APP region, 5.00e-82
|9496.sec| 620|gH1396151igb|GZ¥432.1{G27432 human STS SHGC-32100 e-172
5458.5eq 500 gi|6598369]gb] ACO02391 2{AC002391 Arabiclopsls thakana chromosome |t section 132 of 286 of the L 0.18]
949%.3eq 491 | gI|4506596 refiNM_Q00376.1 id Homo saphens ribosomal protein L12 (RPL12) mRNA 0|
9500.5eq 449211339507 abiM27436.1 [HUMTFPC Human tissue factor gene, complete cds, with a Al repetitive e-176
9502 seq 408 | gi|1510150{cbj|DBY075.1|D87OT5 Human mMRNA for KLAADZ3S gene, partial ctls 4]
9503.5eq 503 | gil4757825|ref|NM_004048.1]| Homo sasens beta—2—microgiobuln (B2M) mRNA 0
9504 seq 527 | gI[395086|embiX74070.1|HSBTF3 H.saqrens mRNA for transcription factor BTF 3 [4]
t9505 seq 403 |gljaca ACOD4534.1|AC04534 Homo sapiens PAG clone RP4-545C24 from 7921-q22, compiete sequence 0.15
$506.580 519 | gl{6433831LembyAL 121 769.2|CNS01D5D] Human chromosome 14 DNA sequence #++ iN PROGRESS »* BAC R-299L1{e-174 |
9507.5eq 520{gi|5730483[gIAF 110647 .1 {AF 110647 Homo saplens transiocon-associated protein garmma subunit mRNA, [+
9510569 557 753 ]ACO06963.4|AC006863 Homo saplens PAC clone RP1-27801 from X, complete sequence 021
9511.seq 512|gl{7378753}emblAL117345.20{HSJ416F2] Human DNA sequence from clone RP3-416F21 on chwomosome 5a026-27, con o
9814.58q 424|gl{5123778jemblALOIS461.11|HS96TNZH Human DINA segquence from clone S67N21 on chromosome 20p12.3-13. G v}
9516560 368 i|1847" | J0022Y . HUMIGCDT Human Ig germine H-chain G-—E—A reglon B: alpha-2 A2m{1) allele e-105
9517 seq 516 [gll536775]emi|Z30428.1 [HSLACDEIS H.sapiens gene for early ymphocyte activation antigen CD69, exon 5 0
9519.5eq 438|gl|31667|emb|X04526.1|HSGER Human Siver mRNA for beta—subunit signal transcucing proteins Gs/Gl 0
9520.seq 176 [&) 190973|g|_:|M18963.I|J-UMREGA Human Islet of Langerhans regenerating protein (reg) mRNA, cormlete 8.00E—-94|
9522 seq 424 gil62341 2|gb|M2T160.1|HUMPSPSM Homo saplens secretory pancreatic stone protein (PSP-S) mRNA, 4]
9524 500 210|gi{4507 788|re INM_003347.1}f Homo sapiens ublauitin-conjugating enzyme EZL 3 (UBE2L3) mRNA e~-106
9525580 450
9527 seq 498 | g|5453641 |reflNM _O0E306.1]| Homo sagiens Segregation of mitotic chromosomes 1 (SMC1, yeast human W)
952%.5eq 511 |glf4506178|reflNM. 002786.1]| Horno sapiens proteasome (prosorme, macropain) subunit, alpha type, 1 0
9530.5eq 534 |l refiNM_0D0367.1|} Howna saphens ribosomal protein L3 (RPL3) mRNA o
9531.seq 534|gl|1136435(cdhi|D80010.1|DBCO10 Houman mRNA for KIAAQ188 gene, partial cds 0
9532 seq 544 |2i[3201899 FOET420.1|AF067420 Homo sapiens SNC T3 protein (SNC73) mRNA, complete cds 0
9535.5eq 543 g1[3492893(gHiACODS5288.1|ACO0528B | Homo saplens chromosome 17, clone hCIT.131. K 11, complete sequence e-10%
9536.5eq 534/ gI|{3954884|emibA 101 0442.1HSAD10442) Homo sapiens MRNA for immunogiobulin kappa ght chain, anti—RhD, o
9537.5eq 392! gl|7159757|emtjALO96D14.26{HSD 1380 Human DNA sequence from clore RP1-13908 on chromosome 6p12.1-21.1, 22
9538 5eq 511 gi|6807861 jernb]AL1 37349.1[HSMB02034 Homo sapiens mRNA: cONA DKFZp434AQ225 {from clone DHFZp434A0225) O
9539.5eq 548 EIE?SSDOBZ ;MAL(BZ’-SZS.IQ[HS'IZSB Human DNA sequence from clone RP1-12513 on chromosome 1p35.1-36.11, [¥]
9540.5eq 635 |gI[4506T204re fiNM_0C1005.1| Horne saplens ribosomal protein 53 (RP53) mANA a
9541 seq 533 |gi|1108462igb|AF119117.1)AF119117 Homo sapiens dopaming transporter {SLC6AJ) gene, complete cds 0.2
9542 seq 586 | gi|4B26897|ref|NM_005022.1]| Home saplens profilin 1 {PFN1) mRNA 0,
9543 5eq 504 | 2l|4309816|gb{AC006000.2|ACO0600C | Homo saplens PAC clone RP4-741M86 from 7p21-p15.3, complete sequence 0.73
9544 569 402 | gl|532596]gb{M12759.HHUMIG 102 Human kg J chain gere, exons 3 and 4 0
9545.seq 533 | gi|35872|emb|X08004. 1 |HSRAPB1 Hurnan mRMA for Rap1B protein 0
9546 580 437 1gil 4503304 ref|NM_001926.1]] Homa saplens defensin, aioha 6, Paneth cell-specific (DEFAG) mRNA o
9547 .50 540 | gif1 85549 |gh{M18518.1|HUMIGHVAP Human Ig rearranged H-chain VDJ-region mRMNA, clone 58P2 121
G548.58q 346 |2l|691 1635lemblAL 109754.13|HSDJB30H Human DNA sequence from clone RP5~83984 on chromosome 20, complete 0.43
9549.seq 506 | 21|51 74446)ref|NM _006098.1]] Homo saplens guanine nucleotide binding protetn (G protein), beta o)
9550.seq 467 | 21| 7020848]dbjl AXQO0E30.1JAKO00630 |} Homo sapiens cDNA FLI20623 fis, clone KAT0O4793 0
|955¢ seq 387 |gi|8562630]emblAL133429.1}IRD050374} Homo sapiens MANA full length insert cDNA clone EUROIMAGE 50374 4]
|9552.seq 398] gi|4929566|gb|AF 151 807.1|AF161 807 Horne sapiens CG1-43 protein mRNA, corrplete cds a
9553 seq 567 |gi{450347 Gjref]NM_001959.1]| Homna sapiens eukaryotic franslation elongation factor 1 beta 2 o
9554.5e0 315 g)[2006108gh|AF034246.1[AF034246__| Rattus norvegicus DD6A4-12{7)-1 mRNA, partial sequence 200E-06
9555 580 514
9556.5eq 369 {gl]4758949!re fiNM_D00542.1]| Homo saplens peptidylorolyl isomerase B (cyclonhilin B (PPIB) mRNA [y
9557.sea 507 | gi]13003)emb{VO0662. 1 [MIHSIX Hisapiens mitochondrial genome ) o
9558.5e0 488 | gil45073%4|re f|NM,003206.1]] Homo sapiens transcription factor 21 (TCF21) mRNA 0
9559 seq 553 gl|2550009|gblAF026292,1 |AF026292 | Homo saniens chaperonin contairing t-comolex polypeotide 1, eta 0
9560.seq 535 gi|4929329]eb| AF145385.1|AF145385 | Homng sapiens hypoxia-inducbiie gene 1 (HIG) mRNA, complete cds o
9561 .58Q 571 gi|3954884|emblAJ01 0442.1|HSA010442| Homo sapiens mRNA for immungglkatutin kappa light chain, anti-RbD, k4]
9562 seq 538)gi[33721 lemb|X57811.1[HSIGVLO21 Human rearranged immunoglobulin jambda light chain mRNA 0|
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Fﬁa_seq 535]gil4757825iref|NM_004048.11} Home sapiens beta—2-microglobulin (B2M) mRNA 0]
9564.5¢q 476 gi[16B5101]gb|U4T101.1[HSU4T 101 Hurman Nif-fike protein {hNIfU) mRNA, partial ¢ds 0
0565.5eq 356/ gi|181262|eb|J0I61 7.1|HUMEF 1 A Humnan elongation factor EF-1-alpha gene, complete cds B
5566.5ea 195 gil7381094|sb{AF 134406.1|AF 1 34406 Homo sapiens cytochrome—c oxidase subunit Vital. precursor (COX7AL) e-102
9567.seq 501 | gi7330334}ref|NM_013943.f} Homo saplens chioride intracellutar channel 4 ke (CLIC4AL), mRNA O
4569.sed 554 ] gil4557580iref|[NM_001444.1{) Home sapiens fatty acld binding protein §, psortasis-associated G
9570.5eq 462 [ g1]9400431gh|U28250.1[HSLI28250 Human novel transcript from adenccarcinoma cell fine, clone 0
9571.5eq 494 ﬂagasmagb].\cmsm?.!p\cooson Homo saplens chromosome 5, P1 clone 25411 (LBNL H62), commplete e-106
9572.58q 525/ gild507662|refiNM, 003294.14 Homa sapiens tryptase, beta {trvptase I} {TPS2) mRNA o
9573500 386 | gild7587515refiINM_004536.11] Hormo saplens neuronal apcotosis inhibitory protein (NAIP), mRINA 4.00E-08|
9574.58q 523 | gi{13003|emb| VOOEBZ.1 [MIHSXX H.saplens mitochondriat genorne 0
9576.589 447 | gil5050911dbj|D31 7671 jHUMORFKG1F | Human mRNA for KIAAOOS8 gene, cormmplete cds 0|
9577.5eq 539|gil4337095,eb|AF129756.1|0J201G24 | Homo saplens MSHSS gene, partial cds. and CLIC), DDAH, GEb, G6¢, G5b, 2.00E-04
9578.5eq 505 | gil45D2 166 ref|NM_000484.1]] Hormo sapiens amyloid beta {A4) precursor protein {protease nexin—Il. 0
9579.5eq 380 _g_i|7m|9‘l7]dmAK{)CO94ﬂ.l[AK000940 Homo sapiens CONA FLI10OO78 fis, clone HEMBA 1001869 e-168
9580.5eq 502 | gil4506652iraf|NM_000968.1]) Homa saplens ribosomal protein L4 (RPL4) mRNA 0
9582 seq 554/gl|503 t824irafiNM_005667.13} Homo saplens Zinc fmger protein expressed in cerebellum (KF1) mRNA 8]
9583509 531]gi]181154!gb{M30448.1 [ HUMCSK28 Hurnan casein kinase [§ beta subunit mRNA, complete cds 0
9584 5eq 48%|gi{1375327|eb|GRT077.1|G2TOT? hurnan $TS SHGC-32786 5.00E-79
9585 seq 533|git3169111[emb|Z97198.1|HS471M13 Hyrnan DNA sequence from PAC 471M13 on chromosome 1a24. Contains ES3 0.2
9586.5eq 504/ gi{36502]ermb[X16940. [HSSMGA Human mRNA for enteric smooth muscle gamma-actin 0|
9587 seq 558 g{6598710]gb|ACO07187 SIACO0T187 | Arabidopsis thaliana chromosome U section 80 of 255 of the complete 1.00E-05
9588.3eq 506 2i{31097lemb|X03558. tHSEF1AR Hurnan mRINA for elongation factor 1 alpha subunit (EF-1 alpha) 0
9580.3eq $62 | gi|1620015|dbj|DATE66.1|DETEEE Hunan heart mRNA for heat shock protein 90, parttal cds [§)
|9552.5eq 498 | gl{5032050|ref{NM_005617.1]| Horno sapiers b | protein $14 (RPS14), mRNA Q
9555 seq 556| gi{5453868|ref{NM_006206.11) Homa saplens platelet—derived growth factor receptor, alpha o]
9596.58q 342|gl|190687 |gb{M1 1949.1}HUMPST| Human pancreatic secretory trypsin inhibitor (PSTE mRNA, complete e-173
9597 seq 522 1|3983571|gb|ACOO4839.1]AC004839 | Hormo sapiens FAC clone RP4-593H12 from 7p31, complete sequence 0
9598.5eq S06|gl{4758179refiNM,_004222.1]| Homo saplens celt cycle progression 3 proteint (ONJ3) mRMNA 0
9E00.5eq 503 | &lf31951}emb|X07036.1{HSGTPBPA Human mRNA stimylatory GTP-binding protein alpha subunit 1]
9602 s8¢ 539 gil4507456]refiNM_000358.1]| Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBY) 4]
0604.380 466 | gi]1173511|gb|U26T26,1|HSU26726 Human 11-beta-hydroxystercld dehydrogenase byoe 2 mRNA, complete e-152
9605.5eq 386 2116523800]gblAF110777.1|AF110777 | Homo sapiens adrenal gland protein AD-004 mRNA. complete cds )
9609 5eq 492 gi|36502|emb|X16340.1[HSSMGA. Human mRNA for erteric smooth muscle gamma-actin e-160
9610580 508/ g1|702207 1 [dbilAKOO1046.1 | AKOD1046 | Homa saplens cDNA FLJ10184 fis, clone HEMBA10D4289 0
9611.5eq 487 | g)4502946|re HNM_0000BS. 1| Homo saplens collagen, typa |, aloha 2 {COL1A2) mRNA 0
9612580 508/ gi|4504634]re{NM_000528.1]| Homo saplens Interiewkdn 10 receptor. beta (IL1ORBY), mRNA v)
9613.58q 539]gl? | bl AKDOOS00.1|AKODOS0O | Mome sapiens cONA FLJ20493 fis, clone KATDR512 0|
9614.50q 508 gi]1 262342 errbiX93334.1 [HSMITG Homo sapiens mitochondrial DNA, complete genome 4]
9625.5eq 284 | gi|1 262342 embiX93334.1 |HSMITG Homp sapiens mitochondrial DNA, complete genome e-158
9633.5eq 427 ﬂsa&uasmanmm.u.qnsmas Homo sapieng HSPC 134 mRNA, complete cds 0
9635.580 176 | &1|219424|dbi|D00554.1 JHUMACTSGY Homo sapiens gene for enteric smooth muscle gamma-actin, exond, 3.00£-90|
9636.5eq 492 | gil475801 1jref{NM_004859.11} Homo sapiens diathrin, heavy polypeptide-like 2 (CLTCL2) mRNA 0
9637.5eq 513 gi3721835/dbjlABO13384.1|ABQ13384 | Homo sapiens mMRNA for HIP1R, complete cds 1]
5638 5eq 410
lBGBB.seq 484 |gi|2627128|db),ABD03730.1]ABOGI T30 | Home saniens gene for potyublquitin, complete cds. 0
5640.5e0 477 |gi|4557546|refiNM_000115.1]] Homo sapiens endothelin receptor type B (EDNRB), splice varlant 1. 1]
9641.5eq 5146|gb|ACO07115.1)ACO07115 | Homo saplens chromosome 12 clone 91705, comolete sequence 176
9644 320 15453883 |ref|NM_006196.1 Horno sapiens poly(rC ;-binding pretein | (PCBP1) mRNA 4]
9645.5e9 604 | il TO20756|dhilAKODOS71.1 JAKOOO571 Home sapiens cDMNA FLI20564 fis, clone KAT12033 0
9546589 521 |g11339688|gb|M17733.1 |HUMTHYB4 Human thymosin beta-4 mRNA, complete cds [v)
9647.5eq 257 |gi|3483158] B5B44.1]HUMY B! Homo sapiens full length insert cDNA clone Y46D08 7.00E-86]
9648.5eq 653 | gi]4757825|ref|NM_004048.1]| Homo saplens beta-2-microglobulin (B2M) mRNA 4]
9649.5eq 508 gi[4506666tref|NM_001002.1 Homo sapiens ribosomal protein, large, PD (RPLPO)} mRNA, [¢]
9650.5eq 500 | gi|42060551|AF064843.1]AFO64843 Homo saplens chromosome 2, 10 repeat region, complete sequence 6.00E-57
9651.5eq 590 gi]4504518[refiNM_001553.1§] Horno saplens insulin-like growth factor binding protein 7 (IGFBP7) 1]
9653.5eq 332| gi|7022535|dbJJAKDO1338,1]/AK001339 | Homo sapiens cONA FLITOATT fis, clone NTZRPZ000097 e-165
9654.3eG 549 | 1| 34823552 |gb| AFDE6207.1|HUMZC. Homo sapiens full length Insert DNA clone ZC48C0S 0
9655.5eq 553 gl[5263010]emb|ALO22328.21 |H5402G 1 1 Hurnan DNA sequence from clone RP3-402G11 on chromosome 22913.31-13) 0.013
9656.se0 543 | gl]184756|gb|J0022 1. |HUMIGCD? Human Ig germiine H-chain G-E-A region B: alpha-2 A2m(1) allele e-157
9658.5eq 507 | gi}4589597|dbjl ABO23194.1|AB023194 | Homo sapiens mRNA for KIAADSTY protein, complete cds 8]
9660500 572 i|1947042|gh| UE2589. t|HSLIE2589 Human glutathione S-transferase P1c {GSTolc) mRNA, complete ads 0
9662.5eq 65481 gi|6560934]{ablAC007964.3|ACO07964 | Homo sapiens clone GS1-179L.18, complete sequence, .03
9663.5eq 311 [i|31396lemb{X02761.1|HSFIB1 Human mRNA for fibronectin {FN precursor? e 170
5664.5eq 113 | gi]1341854]gh|G21528.1/G21528 human STS WI-12497 7.00E-50|
5566.5eq 505 | gi[6850939]emb|AL136295.2|CNSC1 DVZ| Human chr 14 DNA sequence *+* N PROGRESS #+«+ BAC R-46BE2 e-113
966 7.seq 523 |gi[2341021|gh|ACOU247T.1|ACO0247T | Human PAC clone RP3-327A19 from Xq25-026, complete sequence [Hormg 5.00E-45
9669.5eq 547 |gi{3702439]embiZ 83846.1|H3415G2 Human DNA sequence from clone CTA-415G2 on chrpmgsome 22 Contalns i e-125
9670.5eq 532 |l}258861 2gblAC003091.1]AC003091 | Human BAC clone CTA-326G4 from 7p2), complete sequence [Homo sanlend 0.2
9671.5eq 526 gl|4507132 ref|NM_003096.11f Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPG) e—126
9614.5eq 675|gi|532596(gh{M12759.1 [HUMIG.J02 Human ig J chaln gene, exons 3 and 4 O
9676.5eq 50%|gi|576474ighiM28203.1|HUMMHBWG2 | Homo saplens {clone pMF18) MHC class 1 HLA-BwEB2 mRNA, 3' end, 0.
9677 seq 410 gi|2578060(emb|Z94277.1|HS1534KS Human DNA sequence from PAC 154K9 on chremosome Xpt1.3-Xp11.4, Con| 0.038]
9678.580 496 gl{5836158]ab| ACO06466.3|ACO0B466 | Homo saplens clone RG471£18, complete sequence 0|
967%.5eq 485! gil4506668{ref|NM_001003.1 I} Hemo saplens ribosomal protein, large, P1 (RPLP1) mRNA 0
9680520 544 gi535372T|etiAF152364.1)AF152364__| Homo sapiens constitutive fragila region FRASB sequence 0.051
IEISE'I .seq 478 |g}[7291904|gblAEO03467. HAEDDI4ET Drosophiia melanggaster genomic scaffold 142000013386045 section 1 of 17, 0o
$6582.5eq 445 | gi|4758041 |ref{NM_004718.11) Homo saplens cytochrome ¢ oxidase subunit Vila polypentide 2 llke [s)
9684.5eq 508 ]2[2662156|dbj}AB00TBYB. 1| ABDOTAIS | Homo saplens KIAAGYIE mRNA, complete cds 0
9687 .5eq 554 |gI[7018546(embjAL t57498. || HSMB02495 Homo saplens mRNA; cONA DKFZp434G 1812 (from clone DKFZp434G1812): 4]
9688.5eq 238 |gl|1220360{ebLIiS10.1[HUMS2Z8RP Homg saplens (clone cori-1cl5) 529 ribosomnal protein mRNA, complete 119
9688.5eq 516|gl|4502578jrefiNM_001226.1|| Homo saplens caspase 6, apoptosis—related cysteine protease (CASPE) 164
96%3.5eq 313 |gi]4506342|refiNM_000318.1|| Home sapiens peroxisomal membrane protein 3 {35kD, Zelweger 3.06E-T0
9605.seq 257 | gi|3927304|gh{M33494.1| Home sapiens tryptase-i gene, complete cds e-138
9696 seq 499 gi[285962|cji|C1 4696.1|HUMORF 13 Human mRMNA for KIAAD108 gene, cormplete cds 0
9697.seq 493 | @il457 2650|gb| ACOD6054.91AC006064 | Hovno sapiens 12p13.3 PAC RPCI5-940.5 (Roswell Park Cancer Institute A.00E-T0
9698.seq 502! gi|4506744|ref|NM_081013,1]| Homo sapiens ribosomal protein $9 (RPS%) mRNA 4]
9700.5eq 566 |gi]1 78147|gb|M12272.1|HUMADHIG Home sapiens alcohol dehydrogenase class | gamma subunit (ADH3) L4
9702.58q 420/ &i]4503304|re?|NM_D0D1926.1|( Home saplens defensin, alpha 6, Paneth cell-specific {DEFAB) mRNA of
9703.5e0 528 | 21| 3650064|gb|ACO04099.1|ACO04089 | Homo sapiens chromosome 17, clone HECIT42]1 K24, complete sequence 0
5704.5eq 281 |il45026B0|refinm_001781.1) Horro saplens CD69 antigen {p60, early T-cell activation antigen) e-142
9706.seq 548 |gl|2072389{gh|M92B44.t {HUMGOS24B | Homo saplens zinc finger transcriptional regulator (GOS524) gene, 4]
9707 seq 538|21|165703|gh|M76233.1|RABSMMLCKR | Rabblk smooth muscle myosin ¥ight chain kinase mRNA. complete CDS -1
9708.seq 557 |g/|4530586}gb| AF 132000.1}AF 132000 | Homo sapléens TADAT protein mRNA, complete cds of-
9709.5eq 428 | pi|4506668|reflNM_DO1003.1|| Homa sapiens cibosomal proteln, large, P {RPLP1) mRNA 4]
5710589 522 | gi[1834767|emb]|Z85056.1|HSZB5056 H.sapiens kg lambda light chain variable reglon gene O
9712.58q 331 | gi[28251 fernk| XDO35 . 3 {HSACAT Human mRNA for beta-actin e-172
9713.50q 411! gi]4503304]ref|NM_001926.11) Home saplens defensin, aipha 6, Paneth cell-specific (DEFAE) mRNA 0
9715.5eq 481]gil) 79715|b] JO3S07. 1 |HUMCTA Human complerment oroten component C7 mRNA, complete cds o]
9717.5eq 492 | gH|269661 2|db] ABO01636.1/ABO01636 | Homo sapiens mRNA for ATP-deperciert RNA helicase #46, complete cds 0
9718 seq 456 | gi| 4506604 ]ref{NM_DO0S78.1|| Hema sapiens ribosomal protein L23 (RPLZ23) mRNA 0
9719.5eq 519 gi[444020{embZ 29505 1| HSNUACBIP | H.saplens mRNA for nuclelc acid binding protein sub2.3 0
|9720.seq 517 | gil3288442|emb|AL022394.1|H5511624 | Homo saplens DNA sequentce from clone 511824 on chromosomne 20a11.2-12]e-140
[3721.5eq 507 | eil4507804]refiNm_003380.1]} Home sapiens vimentin (VIM) mRNA ol
9723 520 545 |§i}291ATSMFMSSSS.ILAFMSSSS Hormo saplens whser1 (WBSCR1) and replication factor C subunit 2 (RFC2) D
07255en 519 gi[532596|eb|M1275%.1|HUMIGJD2 Human lg J chain gene, exons 3 and 4 e-129
9726.5eq 508 | gi|1375205|ek|G26955.1|G26955 hurman STS SHGC-31953 0
9727 seq 532 [ gil4758349)ref|NM_D04462.1|] Homa sapiens farmesyl-diphosphate farnesyltransferase 1 (FOFT1) mANA 4]
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9728 seq 480]2i|4309927]2blAC005923.2|AC005923 | Homo sapiens 3p21.3-4 PAC RP4-T5TEN0 (Roswelt Park Cancer Institute 5.00E-82
9729 s8¢ 581 gi{187592|eb|M58549.1 |HUMMGPCD Hurman matrix Gla protein (MGP) mRNA, complete cds )
9730.5eq 588 — ]
9731.5eq 475|gl|6742) 70leb|AF1 41325 2]HSINPPIZ Horme sapiens inositol polyhosphate 1-phosphatase (NPP1) gene, 0
9734.5eq 394/ gi|1316671|gb|U73682.1 |HSU73682 Human meningloma-expressed antigen +1 (MEA ) mRNA, partial cds 0
9736.5eq 547
9737.5eq 518]2(|3954892|emb|AJ01 0445, 1HSADT 0446 Homo sapiens mRNA for immunoglobutin kappa light chain,anti-RhD, 0
9738 seq 321 gi|1262342|emb|Xx93334.1{HSMITG Homo sapiens mitochondrial DNA, complete genome e-145
[9739.5eq 208 |gi[1347487|abiG25255.1{G25255 human §T§ EST50896 2.00E-85
5741.5eq 540 gil4929686|gblAF 151867.1|AF151867 Homo sapiens CGI-109 protein mRNA, complete cds 1.00E-79
lg;rqz_seq 5063047 172|gb|AF017786.1]AF017786 | Homo sapiens phosphatidic acld phosphohydrotase homolog {Dvia2) e-168
9744 .seq 546 gi|47 58085iref|NM_004078.)[} Homa sapiens cysteine and ghycine-rich orotein T {CSRP1), mRNA 0
9745580 552 |gijSa19783] L049742.T|HSDJ565EE Human DNA sequence from clone 565E6 on chromosome 11a12-1422.2 Main, 2.00E-60
9746 560 508 |2i{386007 6)gh|AF097021.1|AFCA 7021 Homo sapiens GW112 protedn (GW112) mRNA, complete cds 0
9747 5eq 522 |gil5686735|emb|AJO10482.1 [HSAC10482) Homo sapiens mRNA for myopodin 3.00E-80
9748.5eq 133 |gi{189021|eb|M22920. 1 {HUMMYLCC Human smooth muscle myosin alkal kght chain (MLC 1sm) mRNA. 6.00E-69
9749.5eq 683 ]gl|2337882[gh{ AC002451.1]AC002451 Human BAC clone GS1-306C12 from 7g21-q22, comolete sequence {Homo O
9750.58a 485 |gi]13016% jgb|M73547.1 jHUMPOLLA Humar: polyposis locus (DP1 gene) mRMA, complete cds o
9751 seq 465 | 2i|3954884]emblAJ010442. HSADY D442 Homo sapiens mRNA for Immunoglobulin kappa light chain, anti-RhD, o
9753.seq 519 | gi|4757825|refiNM_004048.1) Homo sapiens beta—2-microglobulin {B2M) mRNA 4]
9755.5ea 536 |gl|347321[gb]L22157. 3{HUMGINB Human {clone 1.L) mRNA sequence o
9757 seq 491 |gi|441354]emb|X72443. HHSIGKL V22 H.saplens mRNA for rearranged Ig kappa light chain variable region e-155
9758.5eq 483|gl|1262342]emb{X93334.1 |[HSMITG Homo sapiens mitochondrial DA, complete g [V}
9760.5eq 133] gij4572326|gh| AF095593. 1 ICAVEOLHS 3| Hormo saplens caveolin—1 gene, exon 3 and complete cds 4.00E-61
541|gH4557 468 |ref|NM_001282.1}| Homo sapiens adaptor—related protein complex 2, beta 1 subunit 4]
476 i|3327093|dbi| ABO14540.1|AB014540 | Homo sapiens mANA for KIAADS40 protein, partial cds Of
465]gi|4503470]ref|NM_001402.1]| Homo sapiens eukaryotic translation efongation factor 1 alpha 1 0
261 gi|1 390049]dbi| D55696.1|D55696 Home sapiens MRNA for cysteine protease, complete cds e~138
2i3176694|gbiAC004260.1|4C004260 | Arabidopsis thaliana chromosome | BAC T14NS genomic sequence, complete 0.2
£i|5679526|emblALOT8644 A0[HSBG2791 Human DNA sequence from clone G51-278B7 on chromosome 1925.1-31.1. 1.00E-11
2i|4506686(refjNM_001018.1|| Homo saplens ribosormal protein 515 (RPS15) mRNA 0
9771 .seq 637 | 2i[4895146{gb|ACO071 15,1]AC00T115 Homo saplens chromosome 12 clone 91705, complete seauence e-179
9772.seq 542 |gll 532596@3M12759.11HUMIGJ02 Human Ig J chain gene, exons 3 and 4 e-129
9774500 491 |gli5531842|gb|AFG75864. 1| AFO7 8864 Homao sapiens PTDO11 mRNA. complete cds [+)
9775380 535
97763580 547 |gi|1143019]eb|LU28374.1{5VLI2BIT4 Spiroplasma virus SpV1-C74, cormplete genome 0.051
a777.5eq 488 gi]13003|emb[VEO662.1|MIHSXX H.sapiens mitochondrial genome 0
9778.5e0 404 | gi|1619959|gh|U72063.1 HSUT2063 Human immunoglobutin kagea chain constant reglon gene, partial cds 0
977958 424|gi173483|gb|LOS641. HYSPSENSD Schizosaccharomyces pombe endonuciease hypersensitive site related 9.039
9780320 493 gil680818 1 jemblAL13T519.1 JHSMB02251 Homo saplens MRNA; cDNA DKFZp434A1518 (from clone DIKFZp434A1518); 0
9781.5eq 133 | gi7262372]refiNM_004335.2)| Homo saplens bone marrow stromal cell antigen 2 (BST2), mRNA 4.00E-61
9782360 520 g1|3176658]ab| AC004790.1[ACO04790 | Homo sapiens chromosome 19, cosmid F17887. comolets sequence 0.048|
9784 580 541 [gl|3164072]emb(Z83848.1|HS57A13 Human DNA segquence from PAC 57A13 between markers DXSE6791 and DX 0
9785 seq 5381 gi|4504464d|ref|NM_002145.1|) Homo sapiens homeo box B2 (HOXEB2) mRNA 178
9786.5eq 557 | gi|662289{dbjlD45421.1 [HUMPDI1ALFA | Human mRNA for phosphodiesterase | alpha, compiete cds. Y
9787 .se0 443 | gi|6808238|emblALT37553.5|HSMBO2291 Horno sapiens mRNA: cDNA DKFZpd34E0620 (from clone DKFZpd34E0620): 1)
G788.5eq 402 | gil532586]eb]M12759.1]HUMIG 102 Husman kg J chain gene, exons 3 and 4 [+]
9790.sea 457 | gil 1 8B478|biMB3664.1JHUMMHHLADP | Hurnan MHC class Il iymphocyte antigen (HLA-DF) beta chain mRMNA, 0
9791589 477 [|3184497jgbJACO04 7981 /ACDO4798 | Home sapiens chromosome 19, cosmid R31 546, corplete sequence 4]
9792.5eq 576 | )j4504254 | ref|Ns_002106.1)( Homo saplens H2A histone family, rmember Z (H2AFZ) mRNA 0
3793.5eq 543 |gl|2924; L1 1910, 1{HUMRETBLAS | Human retinoblastoma susceptibility gene exons 1-27, complete cds [1]
9754580 496 gl|6563205| g AF201945.1]AF201949 Homo saplens 60% ribosemal protein L30 solog mRNA, complete cds 0
9795580 573 |el|1237277|gbit. 26335. 1{GPIZFPA Cavia porcellus zinc finger proteln {zfoC1) mRNA, complete cos 4.00E-21
9797 seq 543 24824174 L04§920.1|HSMB00274 Homo saplens mRNA; cDNA DKFZp56400582 (from clone DKFZpS56400582); 0
9798.5eq 179|gi|5052332|ghlAF126743.1|AF126743 Homo saplens DNAJ domain-cortaining protein MCJ (MCJ) mRNA, complete 3.00E-96
9799.5eq 529|gilf103642ieb|AF176T02.1{AF1 76702 Homo sapiens F-box proteist FBX3 mRNA, partial cds 1)
[9800.5e0 412|g1|37579)embi} X1 3585.1{HSUBPQPC Human mRNA for mitochondrial ubiquinore—bindmg protein (QP-C) o]
9801 seq 532| gH6598322]ref{NM_001454.2|| Homo saplerss GDP dissociation inhibitor 2 {GDR), mRNA, 0
9803 seq 555 gi|4165006]gb| ACDOS91 2.1|AC005312 | Homo saplens 12p13.3 BAC RPCI1-543P15 {Roswel Park Cancer instihste 0.052
9804.5eq AD0 | gi|1262342]embiX83334.1[HSMITG Homo saplens mitochondrial DNA, lete genome 130
9805.seq 428 | gi[1262342|emb|X83334.1JHSMITG Hormo saplens mitochondrial DNA, lete genome O
9807.seq 2}3810664|gb|AC002036.1/AC002036__| Homo saplens Chror 11923 PAC clone pDJ356d6, complete sequence |e-165
9808.300 JACOOBO0B.Z|ACO0B008 | Homo sapdens Xp22 PAC RPCIG~102 (Roswel Park Cancer institute Human 0.87
9810.seq S6TOTT.1§S67071 U1 seall nuclear ribonucleoproten 1 SNRP homotog [husman, thyrold e-113
9812 seq 516{gI|6634755|gbjAC01 2085.4AC012085 | Homo sapiens 12 BAC RP11-BE87P2 ( il Park Cancer Institute Human BA 0.012]
9813500 /6552 326|ref|NM_000398.3) Homo saplens diaphorase (NADH) {cytochrome b-5 reductase) (DIA1), [
9815580 587 | 21[2622 B06|g{AED00926.1|AEDDCS26 Methanobacterium thermoautotrophicum from bases 1536655 to 1548777 0.055)
9816.5eq 437 | gi|3694919|@b|AFOST160.1|AFD57160 Homo sapiens putative pob{ADP-ribosyl) ransferase (PARPL) mRNA, 0
9817 5eq 512[ 2147746 71gb|LIA6244.1]RNU35244 Rat vacuolar protein sorting homoiog r—vps3da mRNA, complete cds e-127
9818.5eq 531! gi{3668140jemblAJ007398.1|HSAT398 | Homa sapiens mRNA for PBK] protein 0
5B819.5eq 694 gi|2224546|dbilABO02351.1|ABOO2I51 Human mRNA for KIAADIS3 gene, partial cds 0
9821 .seq 272 | gi[2401 268]dbj|DB3SE. 1| DBIISE Homo saplens HLA-B gene (HLA-B*0B01 allele), complete ods e-142
9822 seq 537 || $ 375327 | e} G2T077.1|G2707T human $T5 SHGC-32786 e-130
9823 .5eq eb]ACD02461,1|ACD02461 Human BAC clone CTA-204116 from 7a31, complete sequence [Homo sapieny o
9824.5eq 202751, 1[HSNRASR Human N-ras mRNA and flanking regions O
9826.seq 526 gI|4826897|refiNM_005022.1} Homo sapiens profile 1 (PFN1} mRNA D)
9827 seq 515 |gi|36139|emb{X52967 1 [HSRPLY Human mRNA for ribosornal protein LT D
9829 seq 501 |gi|532596]gbiM1 27593 [HUMIG.I02 Human Ig J chaln gene, exons 3 and 4 0
9830.5eq 50%|2i|1834458|emb|Z84814.1[H5 172K2 Human DNA sequence from PAC 172K2 on chromosome 6 contains HLA CLA, 0.047
9831 .5eq 473 | gil4506682jrefiNM_001016.1]| Homo saplens ribosornal proteln $12 (RPS2) mRNA 0
9832.5eq 539;gl{31091jermb]X16859.1{HSEF1AC Human mRNA for elongation factor V-aloha {clone CEF4) o]
9833.sea 550( gH4507884|refiNM_003380.1]| Homo sapiens vimentin (VIM) mRNA 0
9834 seqa 545 | gi|532596igb|M12758.1|HUMIG 102 Human Ig J chain gene, exons 3 and 4 e-175
9835.5eq 528 )] 180551}gb|MB2882.1 [HUMCIS Human cis-acting sequence 0|
9837.seq 669 | gi1344241ghiG23915.1|G23915 human $T5 WI-17785 9.00E-66
9838.5eq 548 | gi|532596|gb|M 127591 IHUMIGJO2 Human Ig J chaln gene, exons 3 and 4 e-172
§B839.seq 534 |gll4508178{refiNM_002786.1)| Hoerno saplens proteasorme (prosome, macropain) subunit, alpha type, 1 0
0840.5eq 507 | |57 30204]emb| ALOBIZ41.14|HSAS41.11| Human DNA sequence from clone RPY1-541.116 on chromesome 22 Contalns 4]
9842.5eq 507 | 21|339688{gbiM17733.1|HUMTHY B4 Human thymosin beta~4 mRNA, complete cds a
9845.seq 331 |2l|4165047|gh{AFQSTT40.1|HSHSDB43 | Homo saplens 17-beta-hydroxystercid dehydrogenase IV (HSD17B4) gene, O
9846.seg 531 | gi|7416855|dbjjABD38480.1[ABO3B420 | Homo saplens gene for fukutin, complete cds 0.049)
3847 .seq 528|851 74406{ref|NM_Q0E016.1)| Home saplens slalomucin CO164 (CD164) mRNA 0
5848.5eq 234
9850.5eq 4921 gil4506634|refiNM_000994.1]| Homo sapiens ribosomal protein L32 {RP1_32) mRNA [s]
9852.5eq 557 | il 4506598 refiNM_D00S7T.1|| Homo sapéens ribosomal protein 113 (RPL13) mRNA 0
9853 seq 498 gi{4914645|embiAl 132433, 1|MMULN 32433 Mus musculus umranslated RNA G50 2.00E-07
3856.5eq 424
9857 seq 538213109t emb|X16869.1JHSEF1AC Human mRNA for elongation factor 1-akha (¢lone CEF4) &)
985850t 507 |gil57 73 14|dbij|D42084.1 |[HUMKIALD Human mRNA for KiAAQ0%4 gene. partlal cds 9
9859.seq 508 |gil7341426]bjACOD7IS6.5|ACO07956 | Homo sapiens chromosome 14 clones CTD-3211F8 and RP11-173A8 containi 0
9860.5eq 504 {gl|188457|ab]M21533.1 |HUMMHEA Human MHC class | mphocyte antigen (HLA-E) (HLA-6.2) gene, complete 2.00E-93
9861.seq 572|gi[265703|gb|$55735.1|S55735 lg_alpha 1~ aieha 2meimmunogiobulin A1-AZ lambda hybrid GAU heavy OI
9862.5eq 480 | gi|5579469|ref|NM_005345.34 Homne sapiens heat shock 70kD protein 1 {(HSPA1A), mMRNA |
9863.seq 80|gi693386t[emblALO3441 9.19{H51 10801 Human DNA sequence from clone RP5-1108D11 on chromosome 20a12-13.1 0.0234
9864.3eq 541 gil4503788\ref|NM_00'4563.1]| Homo saplens frizzled-related protein (FRZB) mRNA [
9BES.5eq 97 gil6693637dbijAPDO06S3.1 JAPDODSY3 | Homo sapiens genomic DNA, chromosome 21922.2, POR fragment from BAC 1.00E-19
9866.5eq 520 | 2i|1262342|emb{X33334.1HSMITG Homo sapiens mitochondrial DNA, complete genome 0|
9867 seq 501 | gi|887792!gb{LU25165.1|HSU25165 Hurman fragile X mental retardation protein 1 homolog FXR1 mRNA, 0
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9868.seQ 533 |gi|5803144|ref|NM_006788.3 || Homa sapiens rals, binding protein 1 {RALBS 1}, mRNA 1]
9869.seq 506 | gi|165703|ebiM76233.1[RABSMMLCKR Rabhit smooth muscle myosin light chain kinase mRNA, cormolete CDS 6.00E-57
9870.5eq 543 | al|4505466{refiNM_002526.1{] Homo sapiens 5 nucleotidase (CO73) (NTS), mRNA 0
9871580 %29 gl|450661 8jrefiNM_000986.1|| Homo sapiens ribosomial protein L24 (RPL24) mRNA 0
9872500 i+ 3003]emb|VO0E62. HMIHS XX | H.sapiens mitochandrial genome 0
9873.5eq 560 |gi{47551 26)ref|NM_001177.2|| Horno sapiens ADP-ribosylation factor-like 1 (ARL}Y) mRNA 4.00E-B9|
9874.5eq 462 |gil1408166[gb]L02301. 11BTUA2301 Bos tawrus immunoglobulin J chain mRNA, complete cds 5.00E-85|
9875589
9876.seq 535 gi[7 106805 b AF 151042 1|AF151042 Hormo sapiens HSPC208 mRNA, complete cds 1]
$B77.5eq 520|g|740810tgb[ACO07379.2|ACO07379 | Homa sapiens clone RP11-143C1, complete sequence 0.76
2878.5eq 558 |2i|6912323ref|NM_012134.1}] Home sapiens leiomodin 1 {smooth muscle) (LMOD1), mRNA o
2879.58q 539 [21]72594811gb|AF135162.1(AF V35162 Home sapiens cyclin | {CYC1) mMRNA, complete cds ly]
9882.seq 521 [gi|37495[embX15064.1[HSTUMP. Hurnan mRNA for translationally controlied tumor protein [3]
9883.5eq 539
98B6.seq 364 gi[181532{gb|M97825.1{HUMDEFSA H.sapiens defensin 5 gene, complete cds e-130
988a.seq 555|gi|4505590|ref{NM_002574.1|| Homoe saplens proliferation-assocliated gene A (natural [y
98R%.5eQ 540|gila506788|ref{NM_002970.1| Homo saplens spermiding/spermine N1-acetyitransferase (SAT) mRNA [¥)
9B30.5ea 503 | &l{4506188]retiNM_002792.3]| Homo sapiens proteasome (orosome, macropain) subunit, alpha type, 7 0.003
9851 5eq 548! gil4502552|ref|NM_001 74814 Homa saplens calpain, large polypeptide L2 (CAPN2) mRNA 0
9892 seq 530! gijd 156179]gb|ACOD4508.1)AC004908 | Hemo sapiens PAC clone RP5-855021, complete sequence 0
9893.5eq 457 | gi{4500158{embtAL049367.1]HSMB001 54 Hemo sapiens MRMA; cONA DKFZp586B0318 (from clone DKFZp586B0318) 0
9894.5eq 521 |gi|532596eb]M12759.1|HUMIG JO2 Hurman Ig J chain gene, exons 3 and 4 e-12%
9895.5eq 533 | gi|3201898|gh{AFQ67420.1|AFCET420 Homo sapiens SNCT3 proteln (SNCT3) mRNA, complete ds [1]
9896.5eq 546 | gI|1 7941 3|gb]M37722.1|HUMBFGF S, Hurnan shorter form basic fibroblast growth factor (bFGF) receptor 4]
9897.5eq 663 |gi|532596}gb{M12759.1HUMIG J02 Hurman iz J chain gene, exons 3 and 4 [\
9598589 5372 | gi[7243954]gh|ACO10749.3|ACD10748 | Hofmo sapiens clone CTD-3022ES, complete sequence 0.2
|9900.seq Mi_006431.1{| Homo sapiens chaperonin containing TCP1, subunit 2 (beta) (CCT2) mRNA Q
5801 .5eq 480|21j4150143|gb]ACOD6213,1{AC006213 | Homo saplens, clone hRPK1S_A 1, comolete sequence 3]
9902.50q 151018.1jAF151018 Homo sapiens HSPC184 mRNA, complete cds 4]
9803.5eq AF117TBIS, 1JAFI1781S Homo saplens molvbdopterin synthase small and large subunit {MOCO1) OI
9904589 415212853 183]emb]ALD21069.1[HSF70D1 | Human DA sequence from PAC 970D1 on chromosome 1024. Contains ESTY 3.00E-58)]
9905 seq 500|gi|6841 263|gb|AF161425.1|AF161425 Home saplens HSPCI0T mRNA, partial cds 0
9906.5eq 499 | gi|4507834|refiNM_003380.1|| Homo saplens vimentin (VIM) mRNA o
9907 seq 511 gil4757825refiNM_004048 ]| Homo sapiens beta-2-microglobulin (B2M) mRNA 0
9908.5eq 516|gl|5729191 [ref]NM_006585.1)) Homa sapiens trinucleotide repeat contalning 5 {TNRCE), mRNA e-107
9909.5eq 497 | glj4 758085 refjNM_004078.11} Homo sapiens cysteine and ghycine-rich protein 1 (CSRP1), mRNA 0
9912.5eq 500 gl|4835817|m[AC0070?7.2|AC007077 Homo sapiens BAC clone RP11-260K8 from 2, cornplete sequence Q.18
9913seq 496 | gi|4506744|refINM_001013.1)| Homo sapiens ribosomal protein $8 (RPSS) mRNA 1)
9914.5eq 331 |gt|34186]emb|X14758.1 [HSKSA Fuman mRNA for adenocarcinoma-assoclated antigen (KSA) e—174
i9916.seq 183 '!i[5924292 gb|AF183892.1|AF 183892 Homo sapiens hepatopoietin gene, tomplete cds 2.00E-91
$918.5eq 499 | gil4502436|refiNM_001722.11| Hormo saplens temperature sensithity complementing BHK21 (BNS1T) mRNA 1]
|§919.seq 414] 2136502 |emb|X16940.1|HSSMGA Hurman mMRNA for enteric smooth muscle gamema-actin [*]
9920.5eq 144
9921.5eq 497 [gl|6841503|eb{AF 161450.11AF 161490 Homo saplens HSPC141 mMRNA, commplete cds 0
9922.5eq 499 | gi{5803190]refiNM_006756.1] Home saplens transcription slongation factor A {S1}, 1 {(TCEA1}, 0
9924 seq 298| 2i[2547257|gb|ACO03013.3|AC003013 | Human PAC clone RP1 -205E24 from %23, complete sequence [Homo sapien 0.18
9925.5eq 481 gi]4680652|eb]AF132941.1 |AF132941 Homo sapiens CGHOT protein mRNA, complete cds 0
9926.5e0 501 | g1|4240216|dbilABO20671.1]ABO20671 | Homo sapiens mRNA for KIAADB64 protein, partlal cds 4]
9928 s5eq 500 gl]6604532]§!1\c007381 A|AC007381 Homo sapiens clone RP11-158121, complete sequence 8.00E-04|
9929.5eq 499121532596 gb|M12759.1]HUMIG.1D2 Human lg J chaln gene, exons 3 and 4 e-135
9930.5eq 408 | gH3954892|emb AJ010446,1|HSAD10446 Homo saplens mRNA for mmunoglobulin kaopa light chain,anti-RhD. O
9931 seq 507 | 2i432974]|gbjM75883.1|HUMSCP2A Hurman stergl carrler protein X/sterol carrier protein 2 mRNA, e-167
9933.5ea 497 [gi|5979641 [gb|AF203815.1|AF203815 | Homo sapiens alpha gene sequence 3.00E-86:
9935.5eq 443 | gi6523B06igb]ACOD6999.2|AC006399 | Homo sapiens clone NHO462A18, complete sequence 2.00E-35;
9936.seq 516 | gl[5441343|gblAFOT5E601.1]AFOTS601 Hormo sapiers beat sheck J2 protein (HSJ2) mRNA, complete cds 4]
9937 5eq 501 |gi]6563269|gb|AF 125535.1|AF125535 Homo sapiens pp21 homotog MRNA, cormplete cds [1]
9938.seq 407 | gl|5453548]refiNM_DOS406.F| Home sapiens thioredoxin peroxidase (antioxidant enzyme) (AQE372) (1)
9839.5eq 514/gi|623412|gb|M27150.1 HUMPSPSM Homo saplens secTetory pancreatic stone protein (PSP-5) mRNA, 0
9940520 505(gl|31 1879]emb|X63337.1[HSHB2A H.saplens HBZA gene for high sulfur keratin 0
9941.5eq 502 216912633ref|NM_012423.1|| Home sapiens ribosomal protein L13a (RPL13A), mRNA 0
9942 seq 506 | gi|3152 104]gb]AFQ55414.1|AFO65414 Horno sapiens COBW-like placertal protein mRNA, partial cds 5.00E-48[
9943.5eq 501 | gil45064B0{refiNM_003704.1{| Homo sapiens gene with multiple splice variants near HD locus on
9944.5eq 502 |gild503470irefiNM_001402.1} Homo saplens eukaryotic translation elongation factor 1 aipha b [+)
9945580 304 | @il4505604|refiNM_002580.1]] Homno saplens pancreatitis-assoclated protein (PAP), mRNA e-162
9946 .5eq 399 gi|4757 825|refiNM_004048.1]| Homo saplens beta-2-microglobulin (B2ZM) mRNA O
8948.5eq 399 gi|6855599|gb|AF113675.1|AF113675 Homo sapiens clone FLB2543 Q.57
0949.580 502 | 2i|4505604]refjNM_002580.1f Hormo saplens pancreatitis-associated protein (PAP), mRNA of
9950.5¢q 499]gil71 45105[gblAFDE9I13.2|AF069313 | Homo sapiens W5B1 proteln (WSB1) mRNA, complete cds [4)
9951.5eq 508 | gi|1 469873 dbj|D63480.1|DE3ABY Human mRNA for KIAADY4E gene, partial cds 0
9952.5eq 511 gi|4838421gbtu0d 706.118TUO4TO6 Bos taurus 50 kDa protein {adp50) mRNA, complete cds e-137
9853.5eq 500 gl 7406634 embjALI21 756.23[HSDJGEON Human DNA sequence from clone RP4-680N4 on chramosome 20, complete 0
9954 seq 508 | g/ S10jref|NM_003758.11 Hemo sapiens eukaryotic translation mnitiation fackor 3, subunit | a-126
9955580 500 21j4557646[refiNM_D01537.1|| Homo saplens heat shock factor binding protein 1 (HSBP1) mRNA, and O
9956500 318]gi|4502950[refINM_000090.1]| Homo saplens collagen, type I, alpha 1 {Ehlers-Danlos syndrome type e-174
9957520 502 | gi[2067847|eb] AFDS2578.1|AFO52578 Horno saplens androgen receptor associated protein 24 (ARA24) mRNA, D
9958.5eq 454 | gi{7022582{cbi AKDO1368.1{AK001368 | Homo saplens cONA FLJ10506 fis, clone NT2RP2000510 0
9958.5eq 353 |gl|4512725) blACD0E597 2|AC006597 | Home saplens Chromosome 11p14.3 PAC clone pDJ292d23, complete sequer 0.5
9960.seq 518 gl{220901 6|ebh|UE1536. HHSUE1 536 Hurman potassium channel beta subunit mRINA, complete cds 0
5961 500 400/ gi[185397|eb|L03162.1|HUMIGHHA Human |g rearranged gamma-—chain mANA V-region, partial cds e-124
9962 seq 509 | &30008351gb{AC005516.1]AC005516 | Homo sapiens. Chromasome 4p16.3 BAC clone 39910 containing Huntington: c.012
9963.5Q 502 | 1]5031930[refiNM_005584.1|) Momo sapierss nascent—polypeptide—assoclated complex alpha 0
9964 5eq 497 |gl|1835073|emb|ZB5362.1|HSZ85362 H.sapiens |g lambda light chain variable region gene e-177
9965580 500]i|6136940]emblALO3541 1 27HE592A1 | Human DPNA sequence from clone RP4-592A1 on chromosome 1p31.2-32.3 0
9966.5eq 502 |gl|347321|eb|L22157 1 {HUMGIIB Human {tlone 1.} mRNA sequence e- 150
9968.5eq 525/ gi|13003|embl V00662, 1 MIHSXX H.sapiens mitochondrial genome ¥
5972.5eq 5001 215901949 refiM_007070.1|] Homo sapiens FKBP-associated protein (FAP48), mRNA 0O
9973.seq 404 | gi[6841543|@AF161510.1AF16151¢ Homo sapiens HSPC161 mRNA, complete cds 0
9974.5eq 194 |ii450461 Biref|NM_001553.1(| Homo sapiens insulln-Jike growth factor binding protein 7 (IGFBPT) e-100
9975.5e9 499
9976.5eq 276/ i[6598322[refiNM_001 494 .21 Homo sapiens GDP dissociation inhibltor 2 {GDIZ}, mRNA 2-154
9577 e 490|gil1 809224|gblACO00120.1 HSACDOD1 20 Human BAC clone RG161K23 from 7921, complete sequence [Homo sapiens] 0
0979.5eq 500 gi[dSOSdTS]reﬂNM_OO)QSQ.'I1[ Homo sapiens eukaryotic translation elongation factor 1 beta 2 0
9980.5eq 439/ gi|1 038824 erb|Z 66002, 1]HSTOCYF H.saplens CpG Island DNA genomic Msel fragment, clone 70ct, forward 018
IQQBI .seq 377 2|1 405422|b]L49345.1[HUMZFMITF | Homo saplens transcription factor ZFMI isoform B3 mRNA, complete cds o
5982.5eq 353 gii475802 {refiNM_004766.1]| Homo sapiens coatorner protein complex, subunit beta 2 (beta prime) 0|
9983.5eq 527 | el 389630id0j|D7B361.1 HUMODAZ Human mRNA for ormithine decarboxylase antizyme, ORF 1 and ORF 2 i
[9984.5eq 435 || 5325961ab{M12759.1 [HUMIG J02 Human Ig J chain gene, exons 3 and 4 0
9985.5eq 490|gi[5911921|emb]AL117460.1(HSMB0097] Homo sapiens mRNA; cDNA DKFZp586E2422 (from clone DKFZpSBEE2422) 1]
94987 seq 501 |gi| 7262387 |ref|NM_004539.2 Homo saplens asparaginyl-tRNA synthetase (NARS), mRNA 1.00E-91
9988.5eq 505 gi|1 77243 7{dbj|D8E550.1]D8E550 Human mRNA for serine/threanine protein kinase, complete cds o]
9990.5eq 404! gi|181532|eb|MITH25.1[HUMDEF 5A H.sapiens defensin 5 gene, complete cds e-130
9991.5eq 459 | gi|6647297|emb X04803.2|HSYURG Y Homo sapiens ubiquitin geng O
|5992.5eq 515 gH5916107|gb|AF141289 1 |AF141289 Home sapiens bo,+ amine ackd transporter (SLC7AS) mRNA, complete cds 2.00E-90]
9994.5eq 425|gil181532|=b|MITI25.1{HUMDEF 5A H.sapiens defensin 5 gene, compiete cds e-131
9995 seq 401 {@|4505640}refiNM_002592.1{| Homo sapiens proliferating cell nuglear antigen (PCNA) mRNA 0
9996 seq 365 |gi|6318116]embl AL_IOBESEI.M]_HSBG'I'ISI[ Human DNA sequence from clone G51-115M3 on chromosgme Xq27.1-28, 2.00E-52
9958.seq 485 | gi|4826923]refINM_005034 1| | Homo sapiens polymerase (RNA) Il (DNA directed) polypeptide K e-175
10001 seq 3251 gil4506688]refiNM 010241 i Homno saplens ribosornal protein 521 (RPS21) mRNA e-175
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10002.5eq 501 |gi|5174406]ref|NM_006016.1|| Hermo sapiens sialomucin CO154 {CD164) mRNA [4]
10003.5¢9 459] il 7416855(dbj|AB038490.1]AB038480 | Homo sapiens gene for fukutin, comolete ods 0.003
10004 589 491 | gi]417641 7idbi) 4 B004304.1]1AB004304 | Homo sapiens mRNA for 18G kappa chain, partial cds 0
10005.5eq 456 ﬂ1469158|dbj|D18382.1 IB78382 Mouse DNA for tob family, complete cds e-130

10007 569 517 | gil6604542] &bl ACDDI948.2{ACD09946 Haomo sapiens clone RP11-12C17, complete sequence e-152

10008.5eq 463 |i|7159793]emblALY17332,16|HS)198KY Human DNA sequence from clone RP1-188K11 on chromosorne 20, complete €.043
10009.seq 499 | gi{4B85590[refiNM_005410.1{) Homo sapiens selenoprotein P, plasma, 1 (SEPPT) mRNA 0
10010.5eq 507 | gll5923902|eblAF186189.1}AF 186189 | Homo sapiens chromosome 8 BAC 403B02, complete sequence 0.047
10011 .sea 331 gif4579998]dbjl APOC0077.1|APOOOOTT | Homa sapiens genomic DNA. chromosome 8p11.2, senescence gene region, 032
10012.5eq 424/gi|31951[emb|X07036.1|HSG TPBPA Human mRNA stimuatory G TP-binding protein alpha subunit )
10013.5eq 482 |i|7272097]gb]AC018766.2| ACO18766 Homo sapiens chromosome 19, cosmid F23669 (LLNLF-195D9), complete 4]
10014 seq 281

10015.5eq 474{01[5263031]ernb|AL043569.13|HSDJ37C 1 Human DNA sequence from clone 37C 10 on chromosome 1p35.2-35.21, 017
10016.5eq 377 gl|5649375|eACO07253.2|ACOOT263 Homo sapiens BAC clone RP11-454P5 from 2, complete sequence 0.54]
10017 580 401 | gl|4079627| b AC 0060501 |ACODBA50 Homo sapiens chromosome 17, clone hRPK.268 F 2, complete sequence 0
10018.5eq 502 | 2i[219558|dbj|D00266.1|HUMCYCPS1 Homo sapiens psevdogene for cytechrome ¢-like protein, clone 9|
10019 5eq 498 | 2i[37495]emb]X16064.1 |HSTUMP Hurnan mRNA for translationally controlled tumor protein 0
10020.5eq 497 1gi[6912323)refiNM_0%2134.1]| Home saplens leiomeodin 1 {smooth muscle) (LMOD1), mRNA Q
10021.5eq 499 | gl[2270906|gb{ AC0003T8.1)AC0O00378 Human Chromosome 11 pac pDJ1173a5, complete sequence [Homo sapiens] 0
10023.5eq 498 | gi|450301 2|refiNM_D03315.1|| Home sapiens copine | {CPNE1), mRNA 0|
10025.5eq 501 | gi[1 3003|emb|VODE62.1 [MIHS XX H_saplens mitochondial gerome o
10026.5eq 505 |i|4680686]gh{ AF132958.1|/AF132958 | Homo saplens CGI-24 protein mRNA, complete cds 0
10027 seq 496 | gi|3253099) @y AEQ00791.1}AECO0TSY Borrella burgdorfer] plasmid cp8, complete plasmid sequence 018
10028 5eq 445 gi|6806842|ehfACO07216.2)AC007216 | Home sapiens chromosome 16 clone RP11-16682, complete sequence 2.00E-16
10029.5eq 249 [gi[183402|gb|M21 142.1|HUMGNASE Human guanine nucleotide-binding protein alpha-subunit gene e-113

10030.58q 300| 21| F023066{dbj|AKOG) 668.1]AKC0ISEE | Homo sapiens cDNA FLI10806 fls, clone NT2ZRPAD00BES, weakly similar to | e—166

10032 seq 503 |gi[2897861)eb| AC004161.1JAC004161 | Homo sapiens BAC clone CTA-208K23 from 7931, complete sequerce 0.18
10033 560 461 | gi|4506532]ref|NM_001021.1|] Homo sapiens ribosornal protein 517 (RPS17} mRNA [
10034 5eq 499 |gi|6753657|ref|[NM_010064.1)| Mus musculus dyneln, cytoplasimic, intermediate chain 2 {Drclc2), e-110

10035.58q 427 |i[4503304ref|NM_00i926.1)| Homo saplens defensin, alpha B, Paneth cell-specific (DEFAS) mRNA 0]
10036.5eq 500 |gi|337699|gbiM1 8048.1 HUMRTVLH2 Human endcgenous retrovirus RTYL-H2 2.9
10037 seq 497 |gi|1262342|ernb)X93334.1|HSMITG Homo saplens mitochondrial DNA, complete genome of
10038.seq 3768i]4557393 ref|NM. 000239.1]| Homao sapiens bysozyme (LYZ) mRNA 6.00E-47|
10039.seg 507 | i|6003533|@b]AF181983.1|AF181989 | Homa saplens hemoglobin beta subunit, varkant (HBB) mRNA, complete ol
10040.5eq 504 |gI[7106859]eh|AF151069.1|AF 151069 Homa saplens HSPC235 mRNA, complete cds QI
10041 580 2791 386}ernblALO21182.1|HSUTIHI 0| Human DNA sequence from cosmid LITSH10 on chromosome X, Contains EST e-151

10042 5eq £l[292445)gtM77234,1|HUMRP SA3A Human rib | protein S3a mRNA, lete cds 0[
10044 5eq 501 {gl}40033804cbi|ABO20860.T(ABJ20BE0 | Homa saplens genomic DMA of 8021.3-p22 anti-oncogene of hep fular 0.8
10045580 i[7243144dbi|AB037803,1|ABGI7BO3 | Homo saplens MRNA for KIAA1382 protein, partlal cds 0
10047 seq gi[1785852{cbj|D14883.1|HUMSGBP Human mRNA for small GTP-binding protein, $10. complete cds o)
10048.5eq Homo sapiens carbohydrate kinase—like {CARKL), mRNA 0
10049 seq Homo saplens mMRNA for XAGL protein 0
10050.50a Homo sapiens von Hippel-Lindau tumor suppressor (VHL) gene, complete 2.00E-62
10051 seq Homo sapiens GW112 protein {GW112) mRNA, complete cds 0|
10052.5eq Homo saplens mRNA: ¢cDNA DKFZpS5601 146 (from cione DKFZpSE60T 146) 0|
10054.5eq Hoino saplens collagen, type VI, aloha 3 (COLSAI) mRNA e-133

10055 500 Homo sapiens chromosome 19, cosmid F23842, complete sequence 0.008|
10058.58q H.sapiens rp mMRNA [}
10059.5eq RI4506742 ref|NM_001012.1) Homo sapiens ribosomat protein $8 {RPSB), mRNA [5)
10060.58q 500 gil 157! eb|UG69127 1{HSUES1 27 Human FUSE binding protein 3 (FBP3) mRNA, partial cds [v)
10061 seq Hormg saplens mRNA; cDNA DKFZp434N212 (from clone DKFZp434N212) 1)
10062.5ea H.sapiens defensin § gene, complete cds e-134

10064 380 Hormo saplens cDNA FLJ11159 fis, dlone PLACE 1006966 Q
10066.5eq Homo saplens chvomosome 16 clone RPCI-11_190D6, complete sequence Q.18
10068.5eq Bos taurus immunogiobulin J chain mRNA, complete cds 1.00E-78
10069.seq Homao sapiens PAC clone RP4-740B21 from 7a21-g22, complete sequence [3)
10070.5eq Human mRNA for beta—actin e-150

10071 seq Homo saplens 12q seeders BAC RP11-285E23 (Roswell Park Cancer Institutee—143

10072580 467 [@I[1 67357 4| ghil [T6543.1 |HSLI76549 Human cytokeratin 8 mAMNA, Mete cois e—-147

10073.5eq 261 |gi|S174626]refiNM_006102.1)| Homo saplens plasma glutamate carb idase (PGCP) mRNA e-143

10074.5e9 498 gl|7302 AEC03790. 1IAECQ3 790 Drosophila melanogaster genomic scaffold 142000013386042 section 2 of 2, 0.2
10075.5eq 295|gi|4506688|refiNM_001019.1]| Homo saplens ribosomal protein S15a (RPS154) mRNA e-158

10076.5eq 519 gil450201 ZjrefjNM_001625.1 Homo saplens adenvate kinase 2 (AK?2), transcript variant AK2A, 175

10077.seq 503 |&f 702319 [dbil AKDO1 740,1|AKO01740 | Horno saplens cDNA FiLJ10878 fis, clone NT2RP4001893, highly similar [¥)
10078.580 501 | 2141561 67| ACOD4942,1|ACOQ4942 Homo saplens PAC clone RPS-981B16 from Ta34-a36, complete sequence 0184
10079.seq 537]gl| 72lrefiNM_000521.1 Homo saplens hexosaminidase B (beta polypeptide) (HEXE) mRNA o]
10081.seq 451 | gl}d 757825 refiNM_D04048.1]| Horno saphens beta-2-microglobulin (B2M) mRNA 0.
10082.s2q 439 | g2578039emb]Z 97195,1|HS106HS Hurnan DNA seauence from PAC 106H8 on chromosome 1924. Contains £.32
10084.5eq 440 gH|2224556)dbi|ABOG2306.1]ABDOZ306 | Human mRNA for KIAAO3O0S gene, partial cds 0,
10085.seq 505 gi|7328122lembiAL 151991, 1JHSMB0267 § Homo saplens mRNA: cDMA DKFZp761C 169 (from clone DKFZp761C169); 0.047
10086.5eq 483\ gi|SZ311 40§gb| AF1 53608.1|AF1 53608 Hormo sapiens sind associated polypeptide (SAP18) mRNA, complete ods 0;
10087.5eq 427 gi]181532|gh|M37925.1|HUMDEFS5A H.santens defensin 5 gene, complete cds e-131

10089.5eq 4981 gi|4505604{ref|NM_002580. 11 Homo sapiens pancreatitis+associated protein (PAP), mRNA 0
10091 seq 5511 gi|3860076]ab| AF097021,1|AFOITO21 Homo sapiens GW112 protein (GW112) mRNA, complete cds 0
10082 seq 4961 gi|698353 3jemblAL 136501 2|ICNSO1 DWE Human chromosome 14 DNA sequence * IN PROGRESS »++ BAC R-B0dL 2 0.046!
10093 5eq 512]2i|2894828)eb|1191942,1{L131942 Homo sapiens immunoglobulin llght chain mRNA, partial cds 0
10096.5eq 453 2| 18301 9}gb|M22918. 1 JHUMMYLCB Hurman non-muscle myosin akali Bgltt chain mRNA, 3 end 0
10097 seq 501 | gi| 7T02254D|dhjlAKDD1 342,1]AK001342 | Homo sapiens cONA FLJ10480 fis, clone NTZRP2000126. weakly similar ta 1.00E-57
10100.seq 421 | gi[3417301 [gbtAC005323.1]AC005323 | Homao sapiens chramosome 17, clone hRPK.799_N_11, complete sequence 215
10101 .seq 442 | gil475855g refINM_004814.1] Homo sapiens US snRNP-specific 40 kDa protein {hPrp8-binding) O
10103.5eq 241 2i[30308]ennb]| YOODS52, 1 JHSCYCR Hurnan mRNA for T-cell cyciophilin e-133

10104580 32924336324 gb{AF082282. 1JAFDB1282 | Horwo saplens small membrane protein 1 {SMP 1)} mRNA, complete cds 0
10106500 414} git6599261 |ermb|AL133623.1|[HSMB0143(] Homo saplens mRNA: cDNA DKFZp434P0721 {from clone DKFZpd34P0721); of
10108560 511 gi 42| L049990.1|HSMB00331 Home sapiens mRNA; cDNA DKFZpS554G112 (from clone DKFZp564G112) 0
10109.5eq 181 |git2828783|eb{ACO02347.1|AC002347 | Homwe sapiens chromosome 17, clone 297N7, complete sequence 400E-86
101105eg 501 | gl 7330683|emb{AL121988.10|HSDJ34M] Human DNA sequence from clone RP1-34M23 on chromosome 1p34.3-36.11 0047
10111.5eg 494 | git5031590]refiNM_005606.1]| Homo sapiens protease, cysteine, 1 {legumain) (PRSC1) mRNA 0
10112.5eq 412glta1 BBBZEILgblAF(IIZZEZ.'I |AFDO2282 Home saplens alpha-actinin-2 assoclated LIM protein mRNA, 0
10113.58q 501 | gli4B26685]ref|NM_004939.1] Homg saplens DEAD/H (Asp~Glu-Ala-Asp/His) box polvpeptide 1 {DDX1) [4]
10114 seq 375|eil6671987|gb|ACOO7S59.3|ACOOTS59 | Home sapiers clone RPTE-364J8, complete sequence o4
103 15.5eq 165 |el7012928 gb|AF2 177961 |AFYT796 Homo saplens SCG 10 tke-protein. helicase-iike protein NHL, M68, and 9.00E-75
10116.5ea 496 |2H1495467|emb|2 78421 1{HSN121E8 Hurnan DNA sequence from clone LEL22NC03-121E8 on chromosome 22 Conty 28
10118.5eq 309|il522531 Teb|AFO83106.1}JAF083106 | Homo sapiens sirtuin type 1 (SIRT1} mANA, complete cds e-159

10119.5eq M12759.1|HUMIGJOZ Human ig J chain gene, exons 3 and 4 0
10120.5eq 376 ei}5821433|cbi|4B029290.1)a8029290 | Home saplens mRNA for actin binding protein ABP620, lete cds 0
10322.5eq 436ei21382891gb]USH B4. }|HSLB0184 Homo saplens FLI gene, complete cds 0.04
10123.5eq 384

10124.5eq 367 |gilas06620 ref|NM_000587.111 Home sapiens ribosomal protein L26 (RPLZ5) mRNA 4]
10126.58g 416 | 21|31 826jemb|X58285.1 [ HSGPXP Human GPx-3 mANA for plasma ghutathione peroxidase §.00£-75)
110127 seq 441 | 2501 6837)cbil AB024334.1|AB024334 | Homo sapiens mRNA for 14-3-3garmma, compiete cds 8
10128 520 497

10129.5¢0 442 | gi37397|emb]X0T 208.1[HSTRG VAP Human psiVA pseudogene for T-cefl receptor gamma chain {TRGVA) i)
10131.5eq 512 | gI[4757825|ref|NM_004048.1 1 Home sapiens beta-2-microglobulin {82M) mRNA 1)
10134.5e0 499

10135.5eq 509 | gi[3757675|emb|AX011915.1{H5A011915] Homo sapiens mRNA for synaptosome associated protein of 23 e-122 o
10136.5eq 474 | gila506196]refiNM_002795.11} Homo sapiens proteasome {prosome, macropain} subunit, beta type, 3 [s]
10137.5eq 498 gi|8005843|ref|NM_D07194.1f] Home sapiens protein kinase Chk2 (RADS53), mRNA 0
10138.5eq 490 gi[2944232|gb) AFD30409. HAFOI0ACH Homo saplens sodium—hydragen exchanger 6 (NHE—6) mRMNA, nuclear gene o]

7



1013%.5eqa 503 | g4 309892 eb]ACDOS556 2|AC005996 | Homo saolens PAC clone RP4-555L14 from 7034-q36, comolete sequence 7.00E-69:
10140.5eq 515 |gij4504164fref|NM_DO01 7711} Homo sapiens gelsolin {amyloidosis, Fionish type) (GSN) mRNA o
10141 seq 400

10142560 496 |gil4503470|ref|NM_001402.1)) Hom saplens eukaryotic translation elongation factor 1 alpha 3 0
10l245ea . 493 |5i|2020805|gb}AC003037.1AC003¢37 | Homo sapiens Xp22 BAC GSHB 52602} (Genome Systems Hurran BAC Worar] 0
10145.5eq 507 |2i[183442|gbiM92843.1 |HUMGOS 244 H.saplens zinc finger transcriptional regulator mRNA, comolete cds [}
10146.5eq 506 |2i|32359|embi X+ 7272 1{HSHNW EGW Human heterogerous miclear RNA W16W 8.00E-41
10147.5eq 499 gi{7021025|dbiAKDO0T45.] JAKDOO745 | Homo saptens cDNA FLY20738 fis, clone HEPQ8257 )
10148.seq 51D gi[73287231gh| AC030283.5|ACD10283 | Homo sapiens chromosorme 5 clone CIT-HSPC_555J2, complete sequence 0.19
10150.5eq 356/ gI[4507 T70refiNM_003337.3|( Hoimo saplens ublquitin-conjugating enzyme E2B (RADE homelog) (UBE2E) 0
10151.5eq 504 g![2316001}gb|088082.1 [HUMPDS1ZP2 | Home sapiens zinc finger protein {PRD51} gene, exon 3 and complete &)
10152.5eq 438 gl|4895146)gb{ ACOOT115.) {ACDO7115 | Homo sapiens chromosome 12 clone §1705, complete sequence 4]
t0159 seq 366 | g|1619959]ab{LU72063.1 |HSW?2063 Human Immunoglobulin kappa chain constant region gene, partial cds 0
10154 seq 506 g|182468!b{M30727.{HUMFCGRAOT | Human Fe-gamma—receptorilA (FCGR2A) gene, exon B and incomplete e-116

10155500 500! gl|a584224|emblA.1237730.1 [MSA237730 Medicago sativa putathve minuscule inverted repeat transposable 0.046|
10156.3ea 364gi}409465)gb|L 25616.1|HUMCG 1X Homo sapiens kinectin mRNA, complete cds 0|
10157 5eq 4591gi|7023105dbj|AKDOT630.1[AKDOIESD | Homo saplens cDNA FLJ10828 fis, clone NTZRP4001122, weakly simitar to [s]
1{4158.5eq 469 | gi|6272683(gblAF 181896.1|HSWRNG1 | Homo sapkens WRN (WRN) gene, partial sequence 068
10159.sen 4741gH|4506682|refjNM_001G16.1|| Homo saplens ribosomal protein $12 (RPS12) mRNA o
10161.5eq 460 2i[493167(gb|L1993T.)[HUMMHHLAB | Homa sapiens MHC class | HLA-B+1514 mRNA, complete cds 5]
10162.58q 514 | gi|4504766|refiNm_00221 L. 1]| Homo saplens integrin, beta 1 (fibronectin receptor, beta )
10163 58 504]gi|7259291|dbi|AB030199.1]AB030YS9 | Mus musculus mRNA, complete cds, clone:2-68 e-163

10164.580 537 |gl|5174744|ref{NM_006004.1f] Homo sapiens ublguinol-cytoechrome ¢ reductase hinge proteln (UQCRH} 8]
10165.5eq 439 |gil7406538emb]AL136527.9]AL 136527 | Human DNA sequence from clone RP11-215813 on chromosome 13, comolet: 3]
10166324 499 |gil5803101 |refNM_006791.14} Homo sapiens MORF -related gene 15 (MRG 15), mRNA [9)
10167.seq 501 |gIt8853B4|refINM_D05324.14 Homo sapiens H3 histone, famity 38 (143.3B) (H3F3B) mRNA 8]
10168.5eq 439 |gl}4507702|refiNM_003310.1]| Moo sapiens tumor suppressing subtransferable candidate 1 (TSSC1) [s)
10169.5eq 499 glj4757825|refiNM_004048.1 Homo sapiens beta-2-microglobulin (B2M) mRNA 0
10170.5eq 381]3I|2055423[g§@94128.1[HSCALM2504 Homo saplens cakmodulin (CALMZ) gene, exons 3-6. and complete cds [s)
10171.5eq 130 gi]a757825 reflNM_004048.1]| Homo sapiens beta-2-microglobulin (E2M) mRNA 0
10172.58q 435 | gi|532596(gb|M12758.1|HUMIG 102 Human Ig J chain gene, exons 3 and 4 0
10173589 500/ gi]1890591eb]M25160.1[HUMNAKATP2 | Hurnan NaK-ATPase beta subunit (ATP18) gene, exons 3 through § e-185

10175560 482 | i|5649181]gk| AC0O08041 .5[ACO0B041 Homo sapiens 3g26.2-27 BAC RPCI11-469.)4 (Roswell Park Cancer Institute 018
1N 76500 452 | g1[3954884|emnbiA010442. 1[H5A010442 Homeo saptens mRINA for immunoglobulin kappa light chaln, anti-RhD, 0
1N 77509 505]21|7530103|emblaL 132658, 10{HSBAS9JY Human DNA seauence from clone RP11-59J12 on chromosome 10, complete 0.73
10178.5eq 478 g1|55621]ermb] X521 7.1|RNAINEX R.norvegkus mRNA for alpha-internexin 0.044
10180.5eq 511 | gi}6330603|dbilABO3 3047 VjABQII0AT Homo sapiers MRNA for KIAAT221 protein, partlal ods 0
10182.5eg 464 gi{5032314[reflNM_004910.1]| Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becket v
10184 5eq 511 | glj4503480(refINM_001404.1)] Homo sapiens eukaryotic translation elongation factor 1 garnma 4]
10185.520 501 | gi| 72084 30{ bl AE003ESS 1 JAEOC3658 Drosophila melanogaster genomic scaffold 142000013386055 section 51 of 0.18]
10186.5eq 397 | &l|41001851gb|Ua5159,1jDOUGSISS Dictyostebumn discoldeum gelsolin-related protein GRP125 gene, 071'
10189 seq 506 | l|4757825{refiNmM_004048.1]| Homo saplens beta-2-ricrogiobuiin (B2M} mRNA O
10192.5eq 395 | @i|355086{emb|X74070.1]HSETF3 H.sapbens mRNA for transcription factor BTF 3 [4)
10193520 408 | gi|6552326|refiNM_000398.3}] Homo saplers diaphorase (NADH) (cytochrome b-5 reductase) {DIA1), o
1019638 4654 gi| 20208052 ACODI037.ACO03037__| Homo saplens Xp22 BAC GSHB 526021 (Genome Systems Humnan BAC libvar Of
10196.5ea 437 |ei[2564750|eh| AF029308.1|HTCRECHRY Homo jens chromoseme 9 duplication of the T celt receptor beta locus 0563
10198.5eq 323 | gi 96| ref|MM_000%76.1]| Hormo sapiens ribosomal protein L12 (RPL12) mRNA 4.00E-57
10200.5eq 302 |l refiNM_001003.1]] Homo sapiens ribosomal protein, large, P1 (RPLP1} mRNA e 160

10204.sea 512 |l}5020220 gb|AF 149047.1|AF 149947 | Lacerta agills 125 ribosomal RINA gene. partial seguence: 0.9
10205.5eq 502 | gi|4757825refiNM_004048.1]| Homoa saplens Deta-2-microglobulin (BZM) mRNA 4]

-{10206.5eq 503 [AFOET170.1 AFOET1T0 Homo saplens alpha endosulfine mMRNA, complete ods e-111

10209.5eq 499 | gi| 71026510 U21 138.1JHSU21138 Hurnan ribosomal protein L9 mRNA, complete cds v}
10210580 265 gi[5817118]emblALY 10199,1|HSM Homo saptens mRMA; cDNA DKFZpS8680322 {from clone DKFZp586B0322) |e-147

10211,5eq 270{i|178203[gh{ JO2960.1 |HMUMADRERA Human beta-2-adrenergic receptor gene, complete cds e-138

10212.5eq 263 |21]4335338[gb|AFO61 737 A|AFO61737 Homa sapiens microsomal sienal p mRNA, cormplete cds e-133

10213.5en 442|git450461 BlrefiNM,_001553.1)| Homo sapiens Insulin-like growth factor binding protein 7 (IGEFBPT) 0
1014.5eq 487 gl}2688988|gb] AF031647.1 |AFD31647 Home sapiens JAB1-contalning signalosome subunit 3 {SGN3} mRNA, 0
10215.5eQ 274! gl{6175373|gb]ACD04B20.2|AC004820 | Homo sapiens clone DJ0038I10, complete seauence 0.097
10216.5ea 530 gi|186522|gb]L10284.1 |HLIMIPSD Homao saplens Integral merrbrane protein, calnexin, (IPS0} mRNA, 0
10218.5eq 459 | gi|4557386|ref|NM_ODOSE7. 1} Homo saplens corrplement component 7 (C7) mRNA 2.00E-84
10219.seq 500 | g1]3845139]gb]AEOD1384.1|AED01384 | Plasmodiurn falkcivarum chromosome 2, section 21 of 73 of the complete 0.002
10220.58a 283 1 46/emb|ALD49356.1[HSME00141 Homo sapiens mRNA; cDNA DKFZpS66E233 {from clone DKFZp566E€233) e-132

10223.5e0 500 |£11610291 3]embjALT22098.1[MSMBO1253 Homo saplens mRNA; CONA DKFZp434B81517 {from clone DKFZp434B1517); 2 D0E-60)
10224.5eq 496 |1[28722|emb|X5518T.1{HSAPACT Human miRNA for alpha-actirin, partial cds O
10225.50 493 | gi|7: ah]S74333.1|574333 {clone E593, estrogen induced gene} [rats, Sprague—Dawley. 7.00E-38]
10226300 £l|5453388[emblAL1 17330.6|HSBAL44G| Human DNA sequence from clone RP1 1-444G7 on chromosome 22 Cortalns 2.00E-75
’1_()22?seq 177 a_|]4503470|reﬂNM 001402.1]) Homo saplens eukaryotic transtation elongation tactor 1 aipha 1 7.00E-85]
10230.5eq 499| 21| 7022529dbjlAK001335.1JAKOO1335 | Homo saptens cDNA FLJ1 0473 fis, clone NTZRP2000056, weakly similar to |e-153

10231.5eq 351 |el 9269|emblAJ131993.1JLUS 131993 Linuen usitatiss) ¥ flanking sequence of LIS-1 insertion in 0.3
10233.5eq 365 | gil1 262342]embiX93334.1[HSMITG Homo sapiens mitochondrial DNA, complete genome 0
10234.5eq 492155817121 |embiALY 10202.1JHSMB00854 Home sapiens. mANA; cONA DKFZo58512022 {from clone DKFZp58612022) 1]
102355eq 502 | gi[4502934|ref|NM_003832.14) Homo sapiens L-3-phosphoserine-phosphatase homolog (CO9) MRNA 1]
10236.56q 73|21 181532|gbiMa7925.1 IHUMDEF 54 H.sapiens defensin 5 gene. complete cds 5.00E-31
10239.5eq 516 |RI{34465]emb|X66B67.1HSMAXG H.saplens max gene 0
10240.5eq 504 |gl}4827037irefjNM_005079.1]| Homo saplens tumor protein D52 (TPD52) mRANA 0l
10241 5eq 499 |gi[7328724|gh|ACD10329.3[AC010329 | Homo saplens chromosome 19 clone CITB-E1_2626G 11, complete sequence 3.00E-06]
10244500 328 |8i[2358069 EODOE63.1{MMAEQQOE5] Mus musculus TCR beta locus from bases 1 to 250611 {section 1 of 3) of 1.00E-04
10245560 503 [ gi|6995397[reftNM_001658.2]} Homo saplens ADP-ribosylation factor 1 (ARF1), mRNA 0
10246.5eq 308 | gi|386007T6|eb]AFOI7021.1{AF097021 Homa saplens GW112 protein (GW112) mRNA, complete cds O
10247 .5eq 1882|3191 4|emb|X04408.11HSGSAZR Human mRNA for counhng protein G(s) alpha subunit (aipha-82) e-101

1024B.seq 504 gH{2623584|gh| AF027158.1]AFD27158 Homo sapiens immunoglobulin kappa fight chain (T6J/k) MRNA, partial LY
10249.5eq 466 | @il 1341 284)ebiG20958.11G20958 hewnan STS Wi-11830 1.00€-97
10250.5eq 366 |, 2i25831 74|gbjAF026844.1|AF026844 Homo sapiens ribosormal protein L41 mRNA, complete cds 0
10251.seq 5049 [gil5360672jdbjlABD22653.1/AB022653 | Homo saplens mRNA for anti-Entamoeba histolytica immunoglobulin ¢-148

10253.5eq 336 |ei{1262342{emb|X93334.1|HSMITG Homo saplens mitochondrlal DNA, complete gencme Q
10254.5eq 523 | gl|4506602 refiNm_002948.1]| Home saplens ribosorral protein 15 (RPL15) mRNA 0|
10255.seq 501 |i|3954892|emb|AJ010446.1|HSAD1 0446 Homo sapiens mRNA for knrrunoglobulin kappa light chain,anti- RhD. 0
10257 seq 503 |gi|1872199|gbjU22376.1[HSL22376 Humnan {c-myb} gene, complete prirnary cds, and five complete 4]
10260.5eq £il1262342|emb|X33334. 1{HEMITS Horna saplens mitochondrial DNA, complete genome 0
10267 seq | &il13003[emb| VODE62. 1fMIHS XX H.sapiens mitochondrial génome Q)
10263 seq 4991gi|4757825{ref[NM_004048. ]| Homa sapiens beta-2-mirogiobulin (B2M) mRNA ]
10264580 225 | gi| 4758303 ret{NM_00431 1 4| Homo sapiens protein disutfice isomerase retated protein e-110

10266.5e0 411 fgi|4504694|refiNM_0D01564. 1} Homo saplens inbibltor of growth 1-fke (ING1L) mRNA O
10271580 502 giidSOGS?BlreﬂNM_U(XJSZSJ ] Hamo saplens paired-like he wain transcription factor 2 {PITX2) 0
10272 580 508 |gi|6382075! reflNM_003884.2|| Homo saplens p300/CEP—as d factor {PCAF) mRNA 0
10274.580 315 ii|450’2008|ref|NM_DD3977.1|| Homo sapiens aryl hydrocarbon receptor-interacting protein (AIP), e-171

10278.5e9 396 | £i|4507258|ref[NM_D03153.1]| Hemo saplens signal transducer and activator of transcription 6, 0
10279.58q 497 | 2i|6598643)2blACQOTC1 8.6|ACOOTOI8 | Arabidopsis thallana chromosorme || section 26 of 255 of the camplete 28
Mw.seu 487 |gl|6634461 |[emb|ALO3EB29.17|HSJSE5K)| Human DNA sequence from clone RP4-535K12 on chromosome 1p31.2-31.3, 0.045
10281 seq 501 |gi)3831 7emb|X15729.  [HSNPGEM Hurman snRNA for nuclear p68 protein 0,
10282 s8q 503 g1|532596{eb]M12759.1HUMIG J02 Human lg J chain gene, exons 3 and 4 e-137

10283580 502 | gi|854) 66{emb| XB6809.1[HSPEA1S H.saplens mRNA for major astrocytic phosphoprotein PEA-15 0
10284 30 465 gl 1399085]gb|U43701.1|HSLA370] Hurman ribosomal protein L23a mRNA, comptete cds Y
10286 seq 517 |l 7023004 dbilAK001630.1]AKO01630 | Homa sapiens cDNA FLJVO768 fis, clone NT2RP4000150 e-121

10287 seq 369 |gil4759237|refiNM_004616.1|] Homo sapiens transmembrane 4 superfamily member 3 (TMA4SF3) mRNA O
10288.seq 498 |gil73B1160{gb|AF135116.1]AF 135116 Homo sapiens NF-E2-related factor 3 gene. conplete ¢ds 0.012]
10289.seq 500|g1|7023781 jdbj| AKDD2102.§[AK002102 | Homo sapiens cOMA, FL111240 fis, clone PLACE1D0DA568 0|
10280.5ea 499 gil4506730)refINM_001010.1]| Homo saplens ribosomal protein 56 (RPSS) mANA o

/_l)——



