BICh-7014 gb_:AU03S984: AA361310 EST59009 Infant brain Home sapiens ¢cDNA £ and, mRMA mequence,
BCE-TOIT gb_:AUDAS9E5: MMPKCBZ Mouse mRMA for protein kinass C bete-11.
MECR-T0IE gh_ ADOBSOBE: ST2637 zebrin 11 [mice, CB7BL/6J inbred, P20 cerebells, wRMA, 1587 ntl.
MHCE-TRIO gb_:AN035987: MEALEN Mouse sRNA for alpha-enolass (2-phompho-D-glycerste hydrolass) {EC 4.2.1.11}.
MHCE7024 gb_:AUO35982: RNPIPFINP R norvegicus aRMA for uninown protain (PIPPin).
gb_:AN035989: MMMAFLE Mouse MAPIB mRNA for MAFIB microtubule-associated protein.
MECHT029 gb_:AUOE990: AA467041 ve7lhOL rl Soares mouse mamuary gland NbWMG Mus smsculus cDHA clone 831687 5, oRREA sequonce.
MECY-TO32 gh_;AUO35991: MMUZ7340 Mus musculus sulfated glycoprotein {Sgpl) =RNA, complete cds.
MCL TS gh. :AD035092: EST

: EST
BNCL-7OR% gb_;AU03E994: DST899 House mouse
PLICL-T038 gb_: AUO3SHSS: MAUBCMACR W musculus UBcMM4 mRNA.
WACL-7040 .h_:nuuaassgz g.srsmr uc7%e08. y1 Suganoe mouse kidney miia Mus musculux ¢ONA clons 1431878 § similar to gh:M29877 TISSUE ALPHA-L~PUCOSIDASE PRECURSOR (HUMAN}

WiCh-7042 ib_;kUOGsDSB: WUSAPGL Mouse mRMA for germ cell spacific protein APG-l, cooplete cds.
. AADE3850 erv76el7. r1 Soarss mouss 3NME1Z § Mus pusculus cDHA clone 660996 5°, mRNA sequance.

: BST
. AASE3014 ub59c1l. r] Soarss mouss memmary gland NMLMG Mus musculum cDNA clone 1362036 5, mRNA sequence.
: AASBE704 uei3bll. y] Sugano mouss embryo mewa Mus musculus cDMA clone 1480221 & similar to gb:L01062 Mouse ATP wynthase alpha subunit, complete cde (MOUSE}

: EST
4: RNINSDEGM R. norvegicus mRNA for imwullne-degrading enzywe.
t gRUTUMB Chinese hamster alpha—tubulin II oRNA, complets cds.

1 AASBTO24 ueB1d0d ¥l Sugano mouse kidney mkia Mus susculus cDNA clone 1432039 5 similar to gb:M26880 UBIQUITIN (HUMAN)
35008: S78271 SBL. 8/DX54238
: BST

: EST
MUSSURP38 Mouss surfeit locus surfeit 3 gens, exon 8, and surfeit ] end 2 genes, complete cds.
1 MMTSC22 M ousculus TSC-22 mRNA.
: AABE8197 uhiddil. rl Soares mouse hypothelamus MMHy Mux swsculus'cbNA clome 1617009 5', mREA sequencs.
. AAS4442] BSTI99920 Mormslired rat embryo, Bento Soarse Rattus sp. ¢DNA clone REMAGOS 3° end, mRNA sequence.
. W13012 oab7hiZ rl Soares mouse p3NMP10. 5 Mus musculus cDMA clone 317735 5°, oREA waquence.
 ALDOAEST uelSgl6. yl Sugaho touss eobryo mewa Mus susculus cDHA clens 1480570 5° similar to TR:Q02560 Q2560 MYELOBLAST KIAA
7. AMO11667 ol49h05. ¢] Soares HFL_T_GBC_S1 Homo sapiens cDWA clons IMACE:LE26841 3° similar to TR:QI9444 O19444 MHC CLASS I HI3A MINOR HISTOCOMPATIBILITY PEPTIGE
1 A45921 Sequance 60 from Patent WO9520654.
: RATMEPZA Rat ayelin basic protein oRNA, cowplats eds.
H 45.3\4725)8 vhO2b05. ¢l Soares mouss mammary gland NolddC Mus swsculus cDHA clone 674257 5°, mRMA msquence.

. AA9BS622 ucS7bI4 y1 Sugane wouse kidney mkia Mg musculus cDMA clone [432il1 £ similar to gb:J05032 ASPARTYL-TRNA SYRTHETASE (HUMAN)
. NUSEFTU Mus musculus protein synthesis slongation factor Tu {¢EP-Ty, ¢Ef-1-alpha) mRNA, complete cds.

X g{_zm Human DNA esquance *Px SEQUENCING IN PROGRESS *+ from clope 126B

. RBET6 ¥q23c06. el Soares retina NZb4iR Homo sapiens cONA clone 274547 2, mRRA sequence.

: RATMBF2A Rat myelin baric protein mRNA, complete cds.

: BST
T ARYBT104 wol4gl2. y1 Suganc mouse liver miia Musm musculus cDNA clome 1431420 5 similar to WPi(JGA4 9 CE03076 ACETYL-OOENZYME A SYNTHETASE
6030: AASG0ZE3 ubS5c04, x1 Soares mouse macwmary gland HMLMG Mus susculus cDEA clone 1381638 3°, mRRA sequence. !
6031: MMULS532 Mum musculua oligodendrocyts-specific protsin mRMA, complete cds.
: RNMOBPRS1 R.norvegicus mRNA for Myelin-sssociated/Olipodendrocytic Basic Protein-81.
3; EST

: BST

. AASSES43 vxB3f12. 1] Stratagens mouse macrophage (#937306) Mus musculus cDNA clone 1279919 5, mRMA sequence,

¢ AJODG688 ue16A00. ¥l Sugano twuse embryo mewa Mus musculus cDIA clone 1480529 5 similar to gb:L11931 SERINE HYDROXYMETHYLTRANSFERASE, CYTOSOLIC {HUMAW)
: HSUMTEI4 Huwan beta-tubulin class III isotype (bata~3) eRMA, complete cda.

: BST
. KADSSETS ucB2g09. ¥l Sugans toure kidney mkia Mus murculus cDMA clone 1432192 5 eimilar to gbiJOB261 Mouse protective prousin (MOUSE)
. MSALEN Mouse mhMA for slpha-enclase (2-phospho-D-glycerate hydrelese) (EC 4.2.1.11).
ACDO2058 Human Chromosoms 22q13 Coszmid Clone nlgd, complets ssquence.
+ AA324100 EST26967 Cerebellua I1 Home sapisns <DHA 5° end, wiMA sequence.
. AADBiEBS ua23d06.r] Soares moues mammary gland NoMMG Mus musculus cDNA cions 1347563 §° similar to SK:AIGL_ARATH F54120 AIGL FROTEIN.
: MUSESTU Mus musculus protsin synthesis elongation factor Tu (eBF-Ty, eBf-1-alpha) oREA, complets cda.
45. WB534] mfd6dlf. rl Soares mouss embryo NGME13. 5 145 Mue musculus <DNA clone 408111 5, oRNA sequence.
1 AL019852 ua92gl3. TE Soares mouse mammary gland NbMMG Mus musculus cDNA clone 1364980 6 siwilar to WP:BOSG4. 1 CEOSLTS RIBONUCLEASE PH LIKE
: HUMARTEIE Human medium twmor antigen-aszcciated S1-kD provein m=RNA, 5 end.
: EST
 EST
50: HSUOS466 Human hems A:farnesyliransferase (COX10) wRMA, complste cds.
: AR044334 Wus musculus plelottopic regulator | (PLRGI} =RMA, complets cds,
1 AASTTIAT 0q24g07. 81 KCI_CGAP_GCA Homo sapiens cDMA clone IMACE:1587324 3, mREA mequence.
63: AATS4722 vrd7{11. sl Knowles Solter mouse 2 cell Mus musculus cDNA clone 1123821 5, mRMA sequence,
. D8T240 Rattus norvegicus RBZKL mANA for fructose-6-phosphate 2-kinazs/fructoss-2, §~bisphosphatase, complete cds.
55: WUSNUCLEOR Mouse nucleobindin mRNA, complete cds.
G56: ABCOOT33 Mouse mRMA for AFlq, complete cdu.

: BST
§72557 zebrin IT [mice, CSTBL/GJ inbred, P20 cerebella, mRMA, 1587 nt).
ACD04542 ¥omo mapiens PAC clone DJ430NOB from 22q)2 1-quar, complete sequence.

UG3606 ‘. AFOOD423 Rattus morvegicus synaptotagnin XI cRMA, complete cde.
: BST

: IBMEL9RNA M musculus eRRA for H19 clone.
. AAIBTE76 vb57€05.r]1 Ko mouse smbrye 11 Sdpe Mus musculus cONA clome 761121 5°, mRMA mequance.

BST
. AA107054 ml99f10. r1 Strategens mouse kidney (#937315) Mus musculus cDNA clome 520171 &' similar to WP:WOMD2.6 CE
: WI3545 mas5h02. r] Soares mouse p3NNFLS. 5 Mus musculus cDRA clene 317523 57, =RHA sequence.
: WMUI9582 Mus musculus oligedendrocyto-specific protein mRNA, complate cds.
: ACOC4475 Homo sapiens chromomome 19, commid P23858, complate ssquence,
70: AASET024 ucSldi4. ¥l Sugane wowas kiduey mkis Mus musculus cDNA clone 1432039 5 similaz to gb:N26880 UBIQUITIR (HIRAN)
1 HUMNS! sapians neurcendocrine-mpecific proteim A (NSP) mR¥A, complete cds.

ggssezs ueBZbll. ¥l Sugano mouse kidney mkis Mum musculus cDRA clone §432125 & wimilar to gb:MI19141 Mouse heat whock protein 70 cognate mRHA, complate cds (MOUSE)
: RATMBPZA Rat myelin basic protein mRNA, complete cde.

1 AA952836 UI-R=(0=ii~g—01—0-UI, ¢l UI-R-CO Rattus norvegicus cDNA clone UI-R-CO-3i-g01-0-U1 3', =RNA seguence.

8: RN‘TI'UBBIS Rat sRNA for beta-tubulin T betalb.

T ES .
* AAZT4989 vaS4h08. rl Soares mouse JXMEIZ 5 Mus musculus ¢DWA clone 747135 §' similar to TR:G871259 G87129% HPBRII-4 MRNA.
80: MSALEN Mousc whMA for alpha-onoiase (2-phospho-D-glycerate hydrolase) {EC 4.2.1.11).

m
L7
-

: EST

* AA9B7020 ucBIdIO. y1 Suganc moyse kidney mkis Mug wusculus ¢ONA clone 1432051 5' similar to SW:SELP_MOUSE PT0274 SELEMOPROTEIN P FRECURSOR. [1]
1 AFQ27707 Mug musculus apoptosis activator Mid (Mid) mRNA, complets cdu.

: RNDRI42 R. norvegicus mRNA for ER transmembrane protein
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1. Hiroi, N.,, Yakushiji, F., Shimojo, M.,
Watanabe, S., Sugano, §, Yamaguchi, N,
* Miyachi, Y. ACTH

hypersensitivity syndromeé associated with

Human

" ‘abnormalities of the ACTH receptor gene.
 Clinical Endocrinology 48: 129-134, 1998.

. Yoshida, K., Yoshitomo-Nakagawa, K., Seki,
N, Sasaki, M, Sugano, .

expression analysis,

Cloning,
and chromosorr'la]‘
* localization of BH-protocadherin, a novel
member of the cadherin superfamily.
Genomics  49: 458-461, 1998,

3. Sugano, S., Yoshitomo-Nakagawa, K., Yu,
"Y.-s., Mizushima-Sixgano, J., Yoshida, K.
Transmembrane-domain trapping: a novel
method for isolation of cDNAs encoding
putative membrane proteins. DNA Res. 5:
187-193, 1998. '

4. Matoba, H., Sugano, S. Yamaguchi, N.,
Miyachi, Y. Expression of transformingl
growth factor-ﬂi and transforming growth

: fa_ctor-ﬂ .ty‘pe HI receptor mRNA in papillary
. thyroid carcinoma. Horm. Metab. Res.
30:624-628, 1998.
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10.

11.

Seki, N., Sugano, S., Suzuki, Y.,
Nakagawara, A., Ohira, M., Muramatsu, M.,
Saito, T., Hori, T. Isolation, tissue

expression and chromosomal assigment of
human RGS5, a novel G-protein signaling
regulator gene. J. Hum. Genet. 43: 202-
205, 1998

Senoco, M., Seki, N., Ohira, M., Sugano, S.,
Watanabe, M., Tachibana, M., Tanaka, T.,
Shinkai, Y., Kato, H. A second p53-related
protein, p73H, with high homology to p73.
Biochem. Biophys. Res. Comm. 248: 603-
607, 1998

Yoshida, K., Hida, M., Watanabe, M.,
Yamaguchi, R., Tateyama, S., Sugano, S.
cDNA cloning and chromosomal mapping of
mouse BH-protocadherin. DNA sequence in
press

Takada, T., Yoshida, K., Nakamura, K.,
Nakao, K., Tsujimoto, G., Katsuki, M.,
Sugano, S. Expression of Green
Fluorescent Protein in Transgenic Mice.
Methods in Enzymology  302: in press

Seki, N., Muramatsu, M., Sugano, §., Suzuki,
Y., Nakagawara, A., Ohira, M., Hayashi, A,
Hori, T., Saito, T. Cloning, expression
analysis and chromosomal localization of
HIP1R, an isolog of Huntington interacting
protein (HIP1}. J. Hum. Genet.
Seki, N., Hattori, A., Sugano, S, Suzuki, Y.,
Nakagawara, A., Ohira, M., Muramatsu, M.,
T, T.

expression and chromosomal assignment of a

in press

Hori, Saito, Isolation, tissue
novel human gene which encodes a protein
with RING finger motif. J. Hum. Genet.
in press

Seki, N., Hattori, A., Sugano, S., Suzuki, Y.,
Nakagawara, A., Muramatsu, M., Hori, T.,

Saito, T. A novel human gene whose

12,

13.

14.

15.

16.

product shares significant homology with the

bovine

brain-specific protein p25 on
chromosome 5pl5.3. J. Hum. Genet in
press
Ito, E., Iwahashi, Y., Yanagisawa, Y,
Suzuki, Y., Sugano, S., Yuasa, Y,

Maruyama, K. Analysis of the promoter
region for the human p27°°" gene. Gene
in press

Tasaki, Y., Fukuda, S., lio, M., Miura, R,
Imai, T., Sugano, S., Yoshie, O., Hughes, A.
L., Nomiyama, H. Chemokine PARC gene
(SCY18) generated by fusion of two MIP-
lo/LD78a-like genes.
Shibui, A., Tsunoda, T., Seki, N., Suzuki Y.,
Sugane, K., Sugano, S.

Genomics  in press
Isclation and
chromosomal mapping of human homolog of
intestinal Na+/PO4 cotransporter. J. Hum.
Genet. in press

Ito, E,,
Suzuki, Y., Nagasaki, H.,, Akiyama, Y.,
Sugano, S., Yuasa, Y., Maruyama, K. A

Yanagisawa, Y., Iwahashi, Y.,

core promoter and a frequent single-

nucleotide polymorphism of the mismatch
repair gene hMLH1. Biochem. Biophys.
Res. Comm. in press

Shibui, A., Tsunoda, T., Seki, N., Suzuki Y.,
Sugano, S, K.
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Fluorescent differential display analysis of
gene expression in apoptotic neuroblastoma
cells, Gene 1998 Nov. 26, 223 (1-2) : 21-31
(1998)

- R. Matsuo, A. Kato, Y. Sakaki, K. Inokuchi:
Cataloging altered gene expression during rat
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7. FLT. b hTsynteny 2R3 REKEREKRET S EI0LD. th?@ﬁﬁﬁh?@f

Tgd) - 7Dw:>ﬁ®h®®ﬁﬁéﬁt

A. TFFEBER

RE LB TORIRIETNIH/ZS EST
DRBEIIERIZDBDITRO>TVS, UL,
EST &L TERHINADBOOEIL, 3 Kid
ROERITHD ., BIETELTOREZASIC
#;UFJFJJ‘TJ:%JO)méh FITSHBEIEEE
DNAGY O— =7 &7 OEBENBEERET
BB, ¥, FNO OB OO, X
ST 37 ADNAOREEMRFT® REEK EDON
BEOULHETHS,
tb@%*%rk%ﬁ@§<mvvx%mm
TW3, BRER., O TouTFqs P&
DTk s ROADERIRE, TTATO
HEOFSIEREN, LML, REOHARE
LFTHLOREPHEORT, k MIEEMN
PABT A LA LB B, FOR b
MO NVEE R W= BEIFHAND 5,
¥k M TERAEEZER ZETORET
RBOMFT 2T 520, HIVETOCDNADYY
BRI AERTH S, DNREICBNT
3. AAREEOSHEMHAE THLETSHN
SEEE cDNAZSMENCHIEOOENH

FETHBAY TEv v B VK

b, §#&E
BREWELUTHAGEISEWEEI SN
2 AT DNWTDNA%L 57D/Iﬁb%
EDHTNS, '

BlEDX I e RN EBE X, $mnfm R
ODHEBEDWTHET S EEEMELE,
(1) EEEBICHETSEETODNA %
Fo—7UT. FISH iz y /%
5. (2) b MEEBDONVETRONEH
HBETE#SOCDNADT v E 72170, E
rTCOHFEBETORS a N yo—22
TDIHDEREES. TLUTSROBETHE
BeRRAFICHE £, HNEDY ) ADNAS 1 TS
D—DOERZTD,

B. W5 H%

b h®D cDNADTw E Y : cDNADT w E
AL, RBENRIVERT T I a
ZeNATTUR (RH) &S AT, FISH IZ
X BEERNZFENS S FHFFRTH. bbb
MR U=EWeDNAZ O— 2 RIOFISH %
WwEad~vw BT EfThRolk,



DT A DNA 147350 —0OEHE
DNADY BT BREOH 715
(Macaca fascicularis, 2n=42 ) 725 NZFEiEIE
D A H =YV (Tarsius bancanus, 2n=80) &%
BEMEL VM LZDNAZBWT, ¥/ A
DNAZ 1 735U —Nector: FLY 77—
EMBL3 BamHIl) #E#LUE, AHTRF)IiG
BRI (B O35, b hADiBR
WS ZARMBEITENTNAETH S,
—%., BEFicXoso—-Abai, Ao 1
FOROEEENTE2EDNA D36,
#1100 70— % FISH #Eic kb~ w 7L,
A4 RIS A LT, W1 N OREEE
AP, B FORAEERNEISHTLX
ITUNT—rEEMLE, BETO-TON
ATV E—arbiing, ACELET

(AR i—) TiIFRRWh, ¥ HIo

BEETRoT-. W) &b hOREE
MO T BRI TIE, RBER1

T4 RO RE L,

C. HEER

(1) FEEE, MOWFRIIN— T & DRI
& 0. Hfzl (Sagara et al, 1998). Hfz22
(Sagara et al., 1998). Hfz6 (Tokuhara et
al.,1998). Hfz7 (Sagara et a., 1998).
DNase gamma (Shiokawa et al., 1998).
CSNK1G3 Kusuda et al., 1998) 7z &, &R
WHEHETABE DWW TOYYE T2
foo £, YUAOHBBETFIIODVWTH,
mtprd (Tsukahara et a., 1998) . taldo
(Kusuda et al., 1998) 7z &XicDWTv v ¥
L.

(2) AW EATFXTILEEITDN
T, BREOY JADNAS 1 75)) — %%,
A A NDT1751)—1d, cDNAIZ
DNTOERERIT O DICEEREM LS,
—F., BHICI0EONAZ 7T INORS
FCDNAIZDWT, T—FIX—ARRBICKD K
BHEOL- VLA EFDHOMSHI00S
n—ZEKX Yy T E{Tol, bhEAZY

AN DR AEAEE Osynteny  BRIL XA >
T A TFRICKBABRICHEDTNT WS, Lp
UHIEBIC Dz TR T L b I N Tz
IEMS, FEO-OMEBDRIGDEEIZD
WTIREEETRTHS, JHNETIZEREO
FISH ICKDBOMEREE#KT LA52 /10—
DWW TIRRB &, 48 9D~yﬁﬁ:7f
YR E LIy T TER, #FO5 6367
O—2ZDW T, E MEAK EICHERENIC
Ty ITER, e D3670—-2D3 6,
3213 T4 T ET < synteny BEiR &
FRELUBWRAHEHESRICH -, RODDAHIC
DWTHRHETFRE N RaAEE &SRR 5(07
Blz<ww Tahk,

D. #%8

EhEBEIVEE TR Bz TOBEDRSR
BINS =BT TIENERICH S & H#E
EENd., LT, B MIBWTHEMARE
%Eﬁ%%%af%ﬁbfﬁéﬁh?kjm

. HILOMBITZ - AT B ENTEN
bzt Fhzdb sl hTOFREOYT2EHT. b
FOEEEETE I O— AT 3 EDRIRET
x5, INETIHENSN /- D1
INOMFEBETEOHEEE N OMFEEE. IEE
RV EZEDTHBO TR, JOIENS.
HZ AN THEECDNAZERE b ORAR
L OHEIBRAEPLIINT T YA XEZ/HBZ L
HUJEERIIT TH D, SHEXTERICFISHZ
TlhaolzfR, T2 BN TaREA, T
rhb, <O 0— 42D T, synteny
Bz RTREEERICT Yy S TES, 77
U, YIVREEIZINT T Y X720, &
R DIIET BECNA T YA XL D
Br0—bH o7, UL, WENSEEC
KELSERLEDM 20T JL8E (1>
bOX TV R MERERoLBETED
ZZ2505, UL, ERIZIZTENS SRR
mRNAIZHE T 3cDNA ’C*EB%”T%‘“TE%&%
DT, SHEISICHITEHED S,

A0 A IR ST BRHSE R ST SR K



BRHSEEtL Y- THFLTVSDHDTH
%, SEMICERL. TTIKIRDINIEEN
bbb D RARRMER L AEHT, KRB
BETARENERIEAICRONRED
REINTVREQILTHS., £ MNBETH
EEENE UESEREY/ LPFRNERICY
REELOO®H2, &AM XKETFHAMT
L7y hoFCiE. beOXRIODS-PAFS
w3, 91709591 bic k3 EHMK
PERZINTHY. BIFMEREDFKRDER
BiFnEATVBLEEL. LML, B2EK
DNAZE BT T, BRNICATD
HE Y ) —THERY — RLUTW3S, ZOFIR
2N UAFEERRETOI OB
HTEDZEEZD,

E. ##%

h=r 1 FNVEEOE2ECDNA%Z, FISH
RThHo AN Regk LIy T L,
synteny OBENSE MRGEELOHNBEEHE
el BFLTERZE M A4 LICFISHY
AHELFo, CHCTXOE MTIRBITLE
WEBEE TRETIRETRICDE. RY
b n—o Y ETREHOERNTE
FEEEZB, £ NS TAFNDT T b
DNASA 731 —biEHR UL, Chid. FR
BETFOBEBN LN ETS HEEBOMANTIC
HETEBRBOEERD,

F. HRREE -

1. @XREE .

Sagara, N., Toda, G., Hirai, M. , Terada M.,
and Katoh, M. (1998) Molecular doning,
differential expression, and chromosomal
baalkation of human Frizled-1, Frizzed-2,
and Frizled-7." Biochem. Biophys. Res.
Com. 252: 117-122.

Shiokawa, D., Hirai, M. , and Tanuma, S.
(1998) cDNA cloning of human D Nase

gamma; chromosomal locaization of its
gene and enzymatic properties of recombi-
nant protein. Apoptosis 3: 89-95.

Tokuhara, M., Hira, M., Atomi, Y., Terada,
M., and Katoh, M. (1998) Molecular cloning
of human Frizzde-6. Biochem. Biophys. Res.
Com. 243: 622-627.

2. AR

THEH : FISH Bk L32BEERAEOHR
B, P RITL (B OREBHFEETFRO
FRE . AFBEEZERETOERR (1998,
9.23-25. L)

EMES. SHE. FEURT. HEE. B
Ay, THER: b MIBRAKRKER

RicBITEDNABR Y1 I VORI B

CIEHASTFEMERES, (1998.12.16-
19, %)

REH— FRAURT. SERS. HBT. R
WK, THEM : REAKRENS ROHHK
fRH— b b EIVEO LB ) . $B210
A5 FEMFRESR. (1998.12.16-19,
%)

HimiAE, TFETF. FHEH. FLUOEA. b
M. PEE: Tk RCdslF:F—HD 7

—=2 V). B2lEBAEHTENERE
=, (1998.12.16-19. 1&I0

HAEEEZ, fFE,. FHEIA. RS TH
i, FHRME. NERS : WntZE&KZa2-F
4 23Human frizled HIDBEFHOY O—
=¥, BRIEBFEATENERER.
(1998.12.16-19, HID

G. HEFFAMEDBERT
BERL



THBERESE S

IYA DNA FA475) —DERE B FEOQSZ OS5

HWEREZE BEREFKE BAEE R

WEAEREL 2S5 HT UTF1 R EFP 22 —R §3@EE U U AY ) LA 8ETOFMRT Y
TEERELEDBIZ. ¥—FTFo TR —BHEEL, £ ERFTUS/ORBO-RELT
Eh UTFI BEFESDY ) ADNAZZEL . FIR2 20— EUTI29YIAY ) LA DNAS
4750 —iS ERNEEVES BERVE 20 -F 358 TEZU-{EL k. £2. 2 h
5 OBRE WITL T, BRZ v 27O OFEZHWTHERERZHITTVASEHND3 1 OFA
TN—7iZ., ZORICAHWEY ) ADNAZRL TWAERITS LS KEL . EBRIC, IL6 BiET
%5 DOBETE2AFLE. FRASDNAOSBOF v Z7IZBEL TV,

A A

H5 05 EMBKE. TOEHMOY ) LDN
ARFOEGRHEBICEYBHEI NS Ko T,
57 ADNAOHERNEHREL LI &N
3 EX13. WHTHRRD OTHY . HE.
BEBRETHHHGN TS, BUC, EXRF
BAHS hTwa, AL, £02% /) ADN
ABBRABRERTICED .. 2TEHFON
EBHRAREEDRASOTIRES T, TOREE
NEEEEAOBRERESE W BERHR
AENFENEATVS., T ORBRAOHP
T, DU ¥FT 1 T kEROEREIRE
DBAICRBZ RIS, 5T, Z
OFEBHKIZEAL TH., kol >O8ET
Z1 DOAKIZBLTRLSICHEL TUES
LS HOTIIES T, A BETFEM
BERNIIBETZE Wo R HES, HlR
EMEHKPEIS MITRS, XD kS

FENERICRE- TS HEEI5ND, o
T w270 CKSBNABLZ2E hi-
BETIELU TS, SILWOATATHSL &
DHTRITHIE WD REBEFNTIBZ &
MNEZS W5, Thit, AOMREEDL O
BEEOMRENS 2 u—-{LXhES ) L
DNA Z L TLEXEE . 2hs 0N EEE
BIHlLTHDS. B —DOHBUT 1295V
REI O AHRKOFRY ) LBIETEIO—
METHZETHS. REHZEERE L TH.
IS OHFRICEONBLEY ) LADNA Y
O—r %% OMRBFICIBTEEHEES
ZETHB,

B WREE

1) MEEE, 2u—2{EL 22 BS0Ek
ZHT. UTF1& EFP 2a—-R 935 A
ETESU7y —PDNAZFABL . Flk



HBR#ERBREERTS. 512, 2h50
f)ADNAEth9w¥T4/ﬁA99
—ZERT S,

2) I A UTFI@ETFETu—7&L
TeEr ¥ ADNASATS5Y -5 NG
WY 58ETEIO-{ET5.

3) 0 129SVIOAN ) ADNASATS
U =S RS VEBEFVES 2D

R I3BETEIUIy —Pu—VER

W95,

4) BFEXTIZ, V-5 F+ Y JOFHE

ERWTREZHITTOHWREIC. B,
ZORERIWES ) ADNAZBIEL TR
BRI RERTS, £ RBICES KT
B2 0-YORHEEERTS,

C TrTiRs

1) WELZREL . UTFI E:U EFP #&fn
TRy ¥ 20—V HhbADNARK
BIZARL, 1Y~ OB, 75 RIE
R F—~DHEAE - EBEERT, B
B IR BRI BT 2 SERRE Bz, X 5 124 Neo
HEBETESLY T o IR —%
YEREL 7.

2) ErY ADNASATSY —%
Ea—T891 I A RBIMEIDBAL,
YU A UTF1 %7 .\ DNA Bilk&270—7&
LTHL OO0 AT —2 A2 -0 F L1
EZA, 2ROIO-UBBL NE, LEE
ERIC. ADNA 2 ANL . WRER#HEE

L. £k 8573 -F Ao

EBREL .

3) HERBBIIVE BREBRVE S
(GnRH) #2—E 95 cDNAZTO—T&
UTI129SVIIAY ) ADNASALT5Y —
EBADY —Z2 U, BMB0ORTI -2 A
DV—Z I REZ S, 2BORSTF+ T
su—ryhgohk. 7/ ADNAZEBFL .
PR ROEZ ERT 5 FHigC, —88. D
NAOHERME2REL . B5hkr0—>
AHEMIGnRHZI —R T35 8ETESDE
EERELE,

4) 9 ITOPIVZEROWENRTHR
REBTTWHEN3 I OWRIN—TIZ,
FORHWEY ) ADNAZO— 2L
TWEETSXS&EL e, EBRIZ, 520
7 o — > . IL-6, staté, XP(xeroderma
pigmentosum)-A, vitamin D receptor, core-
binding factor alpha 1 A3EME W TE =, HE.
Ths O 0 ORREFHEL TV,

D ER :

F)Lh7ul 2t BEBCRREE DT, &
7 AZBODNARAZREL LS5 &1
SHARELRIRETLEIELTNS, *
DORICKPICE- T B LR, HLxOlE
TOLEPENTREEDZS MITHZET
HY, TORKT., V-2 ¥ —-YFr o F%
BEEBELTHAHI hAZ BRI hs.
Eix, BOV-UETTo U HED, RO
HRNBFERITIRIELS T, BEREAE



Vo EBELEREHOTRTLED ., 53
Wik, 1 DOBETEETETTIIRLS T,
2D LOBETERBICRELE®, 2O
BERES3ETHLI B TO0—-FRERIC
2o T BEHBALNS, #-T, BZ/ v
27O BNTHSBEFICEL TS, 5.
Fie, BBEROTLABI B HEALN
%, thil, £HOMRFICT ADNAY
OU—> 280 TWREFS L5 KEL 2258,
{@h. 5 7u—C eI NSICTERME,
o T, Zu—raaL THRIF R it
REOHAXEHE, 232 2RO H£L
DrO—=r&1 DOWEMICEDLZEOH
EfERRLTWEEEZ. 1 DTHEL DY
U—r2AFHREEIITEAL ZNEEX
T3, £z, FHOZT—2IIZBL TS,
ks 7ZIE< OEEFEIO—V{EL K0
EEBEZATNWS,

E e af

I ARCER UTFI #{&¥. EFP, GnRH &
{ZTESVODNA 24280 . HHEERBRE
BEL 2. EHOMRENS . IL6 HETSH
b O Zu—2AFL., T 0ORHE
Fxw L TWa,

F WrRRR&

1 SR

UTF1, a novel transcriptional coactivator
expressed in pluripotent embryonic stem cells
and extra-embryonic cells.

Okuda, A., Fukushima, A., Nishimoto, M.,
Orimo, A., Yamagishi, T., Nabeshima, Y.,

Kuro-o, M., Nabeshima, Yi, Boon, K.,
Keaveney, M., Stunnenberg, H.G., Muramatsu,
M.

EMBO J. 17, 2019-2032, 1998

Characterization of functional domains of an
embryonic stem cell coactivator UTF1 which
are conserved and essential for potentiation of
ATF-2 activity. Fukushima, A., Okuda, A.,
Nishimoto, M., Seki, N., Hori, T., and
Muramatsu, M. J. Biol. Chem. 273, 25840-
25849, 1998

2 FoRE

An embryonic stem cell coactivator UTF1 acts
downstream of Oct-3/4 in the regulatory
cascade. Akihiko Okuda, Masazumi Nishimoto,
Akiko Fukushima, and Masami Muramatsu,
The 3rd EMBL transcription meeting
(Heidelberg, Germany)

August 22-26, 1998

ES IR RNEFE T 2 5 ¢ R—% — UTF1
{% Oct-3 D FRICHET S,

BAELS. BERELT. BREARZ. HRIER
B2 1 MBAZTEWES ERE1 0 41 2
A16H~12H19H

LVFIAVBRY S Y - T 5 RS HEIH
TELUTO UTF1 O&E.
BETEAT. RAMKE. AAEN. MRER
W21 BRASTAERFEE AL 0 41 2
A16A~12A19H



FaRSHRRMbE (v M/ A - BETIHRIIRFR)
SAFE BEF

M AT, & MREEIR S 1 75 ) — (el

SiERRRE MK otk

R E’

PR KPEE IR

27 Aes P TOMVEREZRT TOE—F — %751'6 neo:ﬁfz:?a‘éé Vit bsrRIETF % & MRS
MBI, A7V arl, BMVERARICL D e MERAREY Y A no MIR~BAL, b M RESES
Lo ARSI ER L, ZOk MREHETATT ) -PRROS 1T T N—-ERBRBHEIE, O A
ES MA~OBATRTH Y, Ot MrBEORBRE PP IZTS ZLHHRD ZLIH L. AFEE, 1FR
L5475 ) — & hRbaEERY srs v — H—BrUREErIsE LHVT, 18, 28 4% 5%, 8
%, 10%, 14%, 15%, 18%, 20FB I xRt MBERELL,

AJFEHB

ESHIRIZBVWTRHATRLEERBR -V —-% b
SEEEO & H % b Mtk OBF 2 At~
o A0 MBE MY B, 2510, DNASEw—F—
PR FISEEL VT, ENLD5/ 7T Y —%
ML, BETOFESORAEMIT, & 56101
EETEANY ¥ — OHEBIC L BHIRICRT 2,
B.FIRRFE

RUBI, BHBRETFY-H—Thbneo BLY
ber BIZFEZ &4 ¢ PEERMSEMERIZ IS A7
z7varl, BRERRICHEATS cals s\ ik
BS (blasticidins) M7 v — VL HEELL, X
2, Bohl-calsiEro—- = Ao lifia %
HYLF LY 7Y -k BOTEERE R,
800ug/ml G418 3 2 \ it 3ug/ml @ BS & 10mM
? Ouabain % & UM CRIERS, MHEMI % 8
BELA, 861
WEHREE RS, YA ST UBEETTH
EROGEIT, BUMEMIRE A R L7, BN L
B, B A a0 ML A S ¥, ca18H 3
ViEBS kAW TEREEE T o/, 28, AV
MeSEMIRLLE DNA BRI — 3 — 2 AW T RABAOHRE
BEHETEL, Lo OB DNAFIH O, M
BALY M aml D54 ANy 77— (10mM

Tris-HC1l, pH 7.4, 50mM NaCl, 50mM EDTA, pH

COMBEMRLIC IV E S FRBETY,

8.0,27%% aff) IXTHBE LK, 1omg/ml D7
U7 —¥RPLU10%SDS 2% L/10M5ET oA
7oo O—F— ¥ 2 AVRIRT1RERL,CHEL, 7
/=Ny OaRvAREERYELLE, 25
—AERBIZE D pNANRL Y PEEN LRV b E
BUEOTE (10mM Tris-ECl, pH7.4, 1ImMEDTA,
pH 8.0) ML, ATCTHREFELL, w720 MM
mOE FRBAORERIER, SMEFEREROEANL
F OB O oA & FBEARBRE<A 0% 754 b
v—h—HAVWCTEZE L], 356, EAZK3A
EOWAT L BE7 — 7 — ORBAEDOEAME LR
FKTAHLDIZ, neohdniIbsr ¥ 7u—7L LT
FISH (fluorescen.ce in situ hybridization)
BT EAT o720
c. s R
ilLﬁEﬁ@@B#k&ottb% R e
UV ARMBET A 75 Y — %R L. 15, 5
& 6% 1% 10% 115 148 15% 185,
19FB LU 20FAEICH L TRALB L UBHRD
REESTREN, £, TROEDSAT Y~
DRI Tt F—RBETHoThb—h—
EFOEAFMIIR 2TV 220, A—20—-
LBLNILDTRVILYFHALPTHS WIEBDT

AR MEMIRIC BT, 11, 15 Bk b

HES B 5% E L BHAOL LRI D ARBETF I



WTIFOR Y AARBSMRFR I T, & 2,

11pl5. 5 BTN E LBERHREZET2 5198 L0
RVLOTI BIEF, AWk 15qll-ql3FARICWEL
AMREBEE TS SNRPN B L U IPWBIETFIZDOWT
i, FRFRBAHOL b 11 Ff, LHO 15 FR
AR RRFTAREMR TOARBHAIRO LN, X
7:, H19 BIEFOTOE— ¥ —FEREEL 5 HEAB
L U sNRPNBIZF DA >~ b O 7 HEIZ2WTIIX
FFRA % X F AALDS, HMIZ SNRPN ¥V V1 B
ZHEETDpe T A5 Y FEDOWTHRHEBAHRERNZ
AFMALHTRD ST, i, PRLEDEr RO
RERE TR D ARRBIZZ B A ORI &
L, BEMICB VT MRIETFOR D ALKE
BREECMEsShZ LEZLND, Lo T, Zh
LOMEMBEAVSILIZLINHEBRETHIRD
ABEZFBONPEI PEBBHIIANDZEHNTES
Lebiz, ThoogahrBAL, Bl DALBET
DEEPBRERETELLEZLND, 361, B
B & LCik o FRpbEoEL D 26T 7
£75) —b EROFRICMZTERLE (H2)
£1.BEkOWCHALE Mk FERFBTIT IR a0l

Human Hybrid clone Parental Integration
Chromosocme origin site
#1 A%({neolP)-1 Paternal ND
A9(bsriM)-1 Maternal 1p36.3
#2 A9 (bsriM)-1 Maternal 2p22
A9(bsriM)-2 Maternal 2q35
#4 A9 (bsr4P)-1 Paternal 4pl3
A9 (bsr4pP)-2 Paternal 4q23-g24
#5 A9 (bsr5P)-1 Paternal 5q34
A9 (bsr5M)-1 Maternal 5ql4
#6 A9 (neoéP)~1 Paternal ND
A9 (neo6p)-2 Paternal WD
A9 (neo6M}-1 Maternal ND
A9 (nwoéM}-2 Maternal ND
#7 A9(bar7P)}-1 Paternal 7gq22
A9 (bsr7P)-2 Paternal 7g21.2-gq21.3
A9(bsr7P)-3 Paternal 7q32
A9 (neo7M)-1 Maternal ND
#8 A9 (bsrsM)-1 Maternal 8p22
A9(bsrBM)-2 Maternal 8g24.3
A9 (bsr8M)-3 Maternal 8g23.3
#10 A9 (bsrlCP)-1 Paternal 1cg22
A%(bsrlCP)-2 Paternal 10q21.2-q21.3
A% (bsrloM)-1 Maternal 10g15.3
#11 A9(bsrllP)-1 Paternal 11925
A9(bsrllP)-2 Paternal 11q22.3-923.2
A9(bsrllM)-1 Maternal 11gql4.3-q22.2
#14 A9(neoldP)-1 Paternal ND
A%(neocldM)-1 Maternal ND
#15 A9 (bsrlSP)-1 Paternal 15g2l1.3-g22.2
A9{bsrl5M)-1 Maternal ND
#18 A9 (necl8P)-1 Paternal ND
A9 (bsrl8M)-1 Maternal ND
#19 A% (necl9P)-1 Paternal ND
A9 (neol9M)-1 Maternal ND
#20 A9 (bsr20P)-1 Paternal 20ql1.23-ql2
X A9 (bsrxmM)-1 Maternal Xpll.2

D.EE

10 EEFRBVWTE, b MEEETRFETLII VA
AMIREEERL, RBAERMsTs v— A —ZHV
THREOW S Pt s8zso—>
LREIELY, SH, B—t k54 75—
ES T TRO TEEICHEET 5, AR L E
BWEn534 757 —i%, esfE~OL MEBED
HASHEIZZ Y MERET IV ADERITK
XE(EWMTABMIC A LI NS, £, &
AR A RIER ({EEENH —2D%K
HE LT, fBEokESPEFLTVEEEZON
5, LizdoT, ERIIRLABE—3EBEST AT 5
—DAZ Y~ FIIBWTHA{be FREAEE
ififa s o— OB b EELZRATH L EELDL
s,

SEERL S-B—v M EAES A T -, £D
b M EEAOBRREEARRT A ZLFTHETH S, L
72hfo T, —atORESEAL G & BRESR IO
L=y AN IC MR 5700, M BETFRRAZ
BIEF OB DNA O # F b7 & DAY 2 5
RBHIIRET B EARIIRD, AL T
VIFA Y TEORRICAFRAREMIIRELERLD
hb, HEEER, 5%, 108F, 11 %, 15 FEEEC
B LCIIE & Bl RO gthtHT A~ A9
MipssonTeh, $EFEIS LI NI EHEORE
hEgtas 70— i ERLL, ZhoDEMPDL
FROA 7)) v MRIZT BB SR, £ OFE
HEDORTWA, T, AFRICLDERLAH
ECHL,Z e MEAEEUME O - i, B
B ERERIIBIA A7) > FRIEF OB R
BEPEBTAZLORRICRD, K AL Ty Y
FACTOFTHREORHCOEELRREM E2A T
LEZOND,

E. &

<7 A A MRS ICBRBEOH L P LB REY—H
—CEEBL-11EE (MEEOL DO LHbELHE 1S
BE) O M EPEALLSA TS ) —2ERL
oo ZNSHERA S LA LT 74 P TEOHBIZE
HTHHZEMTH 5.
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@®. Mitsuya, K., Meguro, M., Sui, B.,
8chulz, T.C., Kugch, H., Hamada,
H. andOshimura, M.: Developmental ®

reprogramming of the human H1S

gene in mouse embryonic cells does,
not erase the primary parental
imprint. Genes to Cells, .
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